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Kog ycnyrm

Koa ycnyru no
HOMeHKnaType
M3 PO

Momowib Ha AOMY

01023

01024

01025

01026

01027

01028
01020
01021
01031
01032
01022
01029
01049
01044
01030
01035
01046
01009

01004

01050

01005

01006

Kapauonorus
03001

B01.031.001.00
4

B01.031.001.00
4

B01.031.001.00
4
B01.047.001.00
4
B01.047.001.00
4

B01.047.001.00
301.057.001
B01.023.001
B01.025.001
B01.004.001
B01.028.001
B01.008.001
B01.008.001
B01.037.001
B01.040.001
B01.015.001
B01.035.001
B01.031.001.00

4
A11.12.009

A11.12.009

A11.12.009

A11.12.009

B01.015.001

HauMeHoBaHue

Bbi30B Bpaya Ha AoOM - Npuém Ha aomy Bpaya-NMEANATPA (30HA 1: Mkp.
XenesHonopoxHbI, CaBBnHO, OnbriHo, MKp.MaenuHo, HoBoe MaBnunHo,

TeMHMKOBO)
Bbi30B Bpaya Ha AoM - Npuém Ha oMy Bpaya-NMEAVNATPA (30HA 2: mMkp.KyumHo (Ao

ToHHens), Kepamuk, yn.JleconapkoBas (a.2,3,4), Arporopogok, a.YepHoe,
PycaBknHo-PomaHoBo, PycaBkuHo-INonoswmHo, Mypweso, MasnnHo ®opecT,

n.MaenuHo. n.Cobonuxa. H.Munet. Mectoro. 3eHUHO. DEeHUHO)

Bbi3oB Bpaya Ha AoM — npuém Ha aomy Bpada-NMEAMATPA (30HA 3: KynasHa (co
CTOpPOHbI HocoBmx.Ww.A0 nepee3aa), Topbeeso, MNonteso, AsaTnoska)

Bbi30B Bpaya Ha AOM - NpuéM Ha aoMy Bpada-TEPAMEBTA (30HA 1: mkp.
XenesHoaopoxHbIli, CaBBnHO, OnbrHo,Mkp. MaenuHo, HoBoe MaBnnHo,

TeMHMKOBO)

Bbi30B Bpaya Ha AOM - MpWéM Ha Aomy Bpada-TEPAMEBTA (30HA 2: mkp.KyunHo
(mo ToHHens), Kepamuk, yn.Jleconapkosas (4.2,3,4), Arporopoaok, a.YepHoe,
PycaskunHo-PomaHoBoO, PycaskuHo-onoBsLlumnHo, Mypweso, MaennmHo ®opecT, 4.
NarnuHo. n.Co6onuxa. H.Munet. Mectoro. 3eHUHO. DEHUHO)

Bbi30B Bpaya Ha AOM — NpuéM Ha AoMy Bpada-TEPATMEBTA (30HA 3: KynagHa (co

CTOPOHbI HocoBmx.w.a0 nepee3na), Topbeeso, MNonteso, AaTnoBka)
Bbi30B Bpaya Ha AOM — NpuéM Ha aoMy Bpada-XUPYPIA

BbI30B Bpaya Ha AoM — npuém Ha gomy Bpada-HEBPOJIOTA

Bbi3oB Bpaya Ha AOM — NpuéM Ha AoMy Bpaya-HEDPOJIOTA

Bbi30B Bpaya Ha AoM — nNpuéM Ha aoMy Bpada-TACTPOSHTEPOJIONA
Bbi30B Bpaya Ha AoOM — Npuém Ha aoMy Bpaya-OTOJIAPUHIOJIOTA
BbI30B Bpaya Ha AoM — npuém Ha gomy Bpada-AEPMATOJIONA
Bbi30B Bpaya Ha AOM — NpuéM Ha aoMy Bpada-FrEMATOJIONA

Bbi3oB Bpaya Ha AoM — npuém Ha gomy Bpada MYJIbMOHOJIONA
Bbi30B Bpaya Ha AOM — NpuéM Ha aoMy Bpada-PEBMATOJIOTA
BbI30B Bpaya Ha AoM — rnpuém Ha gomy Bpada-KAPANOJIOTA

Bbi30B Bpaya Ha AoM — NpuéM Ha aoMy Bpada-NMCUXUATPA

Bbi30B Bpaya Ha AOM — NpuéM Ha foMy Bpada- NMEAMATPA (ocMOTp BTOPOro
nauveHTa Mo ToMy Xe aapecy)

Bblean MeacecTpbl Ha oM (30HA 1: Mkp. XXenesHoaopoxHbid, CaBBMHO, ONbrvHO,
MKp. MaBnuHo, Hosoe MaBnuHo, TeMHuKoBO) (kanenbHuubl, SKI / Xontep / CMA
onnaYMBaloTCs OTAENbHO. B/M, B/B MHBbEKUMM 1 3a60p aHanu3oB OTAENbHO He

onnaymBaTcs)

Bble3a meacectpbl Ha oM (30HA 4: mkp. 3aps, 4. ®eaypHoBo, Mkp. KynasHa (co
CTOPOHbI HOCOBUXMHCKOrO LLIOCCE A0 MpaHuubl C HOrMHCKMM palioHOM) (KanesbHuLbI,
OKTI / XonTep / CMA[] onnaumBaloTcs oTaenbHO. B/M, B/B MHbeKUMK 1 3abop

aHanu3oB OTAENLHO HE ONauyuBakTCa)
Bble3a meacectpbl Ha oM (30HA 2: mkp.KyunHo (4o ToHHens), Kepamuk,

yn.JleconapkoBas (4.2,3,4), Arporopoaok, a.YepHoe, PycaBknHo-PomMaHoOBO,
PycaBkuHo-MonoswmHo, Mypweso, MasnmHo ®opecT, 4. MNasnuHo, 4.Cobonuxa,
H.Mwunet, MNectoBo, 3eHnHO, ®eHnHOo) (kanenbHuubl, IKI / Xontep / CMA

OMNJIAYMBAIOTCA OTAENbHO. B/M, B/B MHbekuun 1 3abop aHanM30B OTAENBbHO He
annAaunrANTra)
Bbieag meacectpbl Ha aom (30HA 3: KynasHa (co CTopoHbl HocoBMX.Ww.A0

nepeesga), Topbeeso, MonTteBo, sTnoBKa, yn. Jleconapkosas (aoma 12,16,17,18),
CHT. MeTannypr, cHT Mpuo3epHbIli (psaaoM ¢ JleconapkoBoit), ceBepHoe KyurHo)
(kanenbHuubl, IKI/ Xontep / CMAZL onnaynBaloTcs OTAENbHO. B/M, B/B MHbEKUMK U
260N AHANUROR OTNEeNkHO HEe ONNAUYURAKNTCS)

Mpuem KAPANOJIOIA nepBuYHbIN

LleHa

4 300

4 800

5100

4 300

4 800

5100
7 500
7 500
7 500
7 500
7 500
7 500
7 500
7 500
7 500
7 500
10 000
2 500

1800

2 400

2 000

2 200

2 500



03002 B01.015.002 MpueM kapavosiora NOBTOPHbLIN (B Npeaenax Kypca fiedeHus unm obcnegosaHus B 2 300
TeyeHve 1 mec.)

03010 B01.015.001.00 Mpuem KAPAWMOOIA nepBuyHbIi (K.M.H, A4.M.H., 3aCNy>XeHHbI Bpay PO) 2 600
1

03011 B01.015.002.00 Mpuem KAPANOJIOIA NoBTOPHbIN (K.M.H., A.M.H., 3aC/ly)X€eHHbI Bpad PO)(B 2400
1 npegenax Kypca neveHus unum obcnefosaHus B TedeHue 1 mec.)

UHdeKUNOHHbIe 60n1e3Hn

05110 B01.014.001 Mpuem Bpaya-MHOEKLIMOHUCTA 2900
DyHKUMOHa/IbHAasA ANArHOCTUKa
02007 A12.09.002 CnmpomeTtpus (®BL) - 3anuce 800
02008 A12.09.002 CnmpomeTtpus (®BL1) - pacumdposka 1000
02009 A12.09.002.001. Cnupometpus (®B/1) + npoba c 6poHxonutukamm - 3AMUCH 1400
001
02021 A12.09.002.001. Cnupometpus (®B/1) + npoba c 6poHxonmtukamm - PACLLUIMOPOBKA 1500
002
03004 A05.10.006 3anucb SKI 600
03006 A05.10.004 Pacwmdposka IKIN Bpauom 700
03027 A05.10.006 3anuck KT (B nokoe; ¢ hus.HarpysKkon; B Nokoe) 1000
03028 A05.10.004 Paclumndposka IKI (B NOKOE; C hU3.HarpysKom; B NokKoe) 1300
03005 A05.10.006 3anucb 3K Ha ASIMHHOW NEHTE 2-3MUH. 900
03012 A05.10.006 CHsaTre OKI Ha oMy (Bpa4yoM BO BpeMsi MpUeMa Ha AoMy)+ paclumdpoBka 1600
03013 A05.23.001 3anucb anekTposHuedanorpadum (330N 1 300
03018 A05.23.001 Pacwndposka anektposHuedanorpadum (331 1900
03019 A05.10.008 CyTo4yHoe MoHuTopupoBaHue SKI (no XonTtepy) - ycTaHOBKa 1200
03020 A05.10.008 CyTtouHoe MoHuTopupoBaHue JKIT (no XonTepy) - pacwmndpoBka 2 600
03021 A02.12.002.001. |CyTouHoe moHuTOpmpoBaHue ALl (CMA[) - ycTaHOBKa 1100
1
03022 A02.12.002.001. CytouHoe MoHuTOopupoBaHue Al (CMAL) - pacmndpoBka 2100
2
03023 A05.10.008 KombuHunposaHHoe (CMA/l+XonTep) CyTOYHOE MOHUTOPUPOBAHME - 3amnucb 1 600
03024 A05.10.008 KombuHunposaHHoe (CMA/l+XonTep) CyTO4HOE MOHUTOPMPOBAHUE - paclumdpoBKa 4 200
03025 A05.10.006 3anucb IKI (2 nccnepoBaHust: nexa / crtos) 900
03026 A05.10.004 Pacwmdposka IKI (2 nccnepgoBaHusi: nexa / crost) 1000
03200 B01.056.002 KoHcynbTauus Bpaya dyHKUMOHaNbHOM AnarHocTvky nepeg SHMI 500
Hesponorus
06001 B01.023.001 Mpvem HEBPOJTOIA nepBuyHbIi 2 500
06210 A05.02.001.017 |3MI-KoHTpOb Npu 60TyNMHOTEpPanuM 9 000
06200 A05.02.001.003 3nekTpoHelipomuorpadus (SHMI) cTuMynsiuMoHHas 1 Heps 2 500
06201 A05.02.001.003. 2nekTpoHeipomuorpacms (SHMI) cTUMynsiUMOHHas 2-5 HepBoB 5000
001
06002 B01.023.002 MpueM HeBponora NOBTOPHLIN (B Npeaenax Kypca fiedeHns unm obcneaosaHns B 2 300
TeyeHue 1 mec.)
06202 A05.02.001.003. SnexTpoHeripomuorpacdms (SHMI) ctumMynsunoHHas 6onee 6 HepBoB 7 000
002
06021 B01.023.001 Mpuem 3aBepytoweit LieHTpoM neyenuns 6onu Bpava- HEBPOJIOTA Liusunésoit B.B. 2900
NepBUYHBbI
06203 A05.02.001 Snektpomuorpadus (AMIN) uronbyatas 1 Mblwubl (BKIOYas CTOMMOCTb 3 800
0HODPA30BOro 3/1eKTpoaa)
06022 B01.023.002 Mpuem 3aBegytollen LieHTpoM neyenns 6onn Bpada-HeBposora Linemnésoit B.B. 2 500

MOBTOPHbIN (B Npeaenax Kypca fedeHnst unu obcneaoBaHns B TedeHne 1 Mec.)



06204 A05.02.001.001.
001
06208 A05.02.001.001.
002
06205 A05.02.001.002
06041 A25.23.001.002
06030 A25.24.001.002
06207 A05.02.001.002
06031 A25.24.001.002
06206 A05.02.001.017
06032 A25.24.001.002
06209 A05.02.001.017
06033 A25.24.001.002
06034 A25.24.001.002
06054 A25.24.001.002
06035 A25.24.001.002
06036 A25.24.001.002
06037 A25.24.001.002
06038 A25.24.001.002
06040 A19.30.014.001
06100 B04.023.002
06211 A05.02.001.004
FacrpoaHTeponorusa
08001 B01.004.001
08002 B01.004.002
08003 B01.004.001
08004 B01.004.002
Tepanus

02001 B01.047.001
02002 B01.047.002

SnekTpomunorpadms (3MIN) uronbyatas 40 3 MbiLL,
SnekTpomuorpacus (AHMI) uronbuatas 6onee 3 Mol
OMI" lekpeMeHT-TecT 1 Mbiwubl

JleyeHune MUIrpeHn npenapaTtom Kbtonunta

BoTynuHoTepanusa npu HeBponoruyeckux 3abonesanuax (Aucnopt 500 ea.)

SHMI MuratenbHbln pednekc

BoTynmMHoTepanus npu HeBponornyecknx 3abonesanmax (Aucnopt 300 ea.)

SHMI nccneaoBaHUe NPoBeAEHMUS MO TPOMHNUYHOMY HEPBY C 2-X CTOPOH

BoTynmMHoTepanus npu HeBponornyecknx 3abonesannax (Avcnopt 1 ea.)

SHMI" nccnepgoBaHue NpoBeaeHNs Mo NIMLEBOMY HEPBY C 2-X CTOPOH

BoTynmMHoTepanus npu HeBponornyecknx 3abonesanmsax (KceomnH 50 en./
Penatokc 50 ea.)

BoTynmMHoTepanus npu HeBponornyecknx 3aboneBanmax (Kceommn 100
en./Penatokc 100 ea.)

BoTynmMHoTepanus npu HeBponornyecknx 3aboneBanmax (Kceommn 100
en./Penatokc 100 ea.) MOBTOPHO B TeueHue 4x MecsueB

BoTynmMHoTepanus npu HeBponorunyecknx 3aboneBanmax (KceomuH 1 en./Penatokc 1
en.)

BoTynuHoTepanus npu XpoHudeckoit murpeHn (CXEMA 1)

botynuHoTepanus 6onee 150 epn.

BoTynuHoTepanusi NpenapaToM nauMeHTa

JleuebHble NO3MLMOHHBIE MaHEBPbI MM NPU FONIOBOKPYXKEHUN
Mpuem HeBponora (npodocMoTp)

KomnnekcHas DMI/OHMIT anarHocTuka

Mpuem FACTPOSHTEPOJIONA nepBUYHBLIN

Mpuem FACTPOSHTEPOJIOIA noBTOPHbLIN (B Npeaenax Kypca NevyeHns nunm
obcnenosaHus B TeyeHue 1 mec.)

Mpuem FACTPO3HTEPOJIONA nepBuYHbIi (K.M.H., A.M.H., 3aC/ly)XeHHbIN Bpay PO)

Mpuem FACTPOSHTEPOJIOIA noBTOpHbIN ( K.M.H., A.M.H., 3aC/y>X€HHbIN Bpay PD)
(B Npeaenax Kypca fieyeHns unm obcnenoBaHus B TedeHne 1 mec.)

Mpuem Bpaya-TEPAMNEBTA nepBuYHbIN

MpreM Bpaua-TepanesTa NMoBTOPHLIN (B Npeaenax Kypca neveHus unm
obcnenoBaHMs B TeyeHue 1 mec.)

5 600

7 800

2 500

25 000

28 000

2 500

22 000

2 500

100

2 500

13 000

22 000

20 000

300

28 000

33 000

6 000

2 300

1500

5800

2 500

2 300

2 600

2 400

2 500

2 300



02015
02016
04000
05001
05003
05100
05201
02100
11001
11002
11101
11102
11107
11104

NEANATPUA
07001

07002

07010

07011

07012

07013

07017

07018

07019

07020

08005

08006

08010

08100

07100

09001

09002

09015

B01.047.001.00
I1301.047.002.00
é01.040.001
B01.037.001
B01.037.001
B01.005.001
B01.033.001
B04.047.002
B01.058.001
B01.058.002
A02.01.001.001
A02.01.001.001
B01.013.001

B01.013.002

B01.031.001

B01.031.002

B01.031.001.00
I1301.031.002.00
é01.031.001.00
é01.031.002.00
§01.031.001.00
3

B01.031.002.00
3

B01.031.001.00
;01.031.002.00
301.004.001
B01.004.002
B01.031.001

B04.058.003

B04.031.002

B01.023.001

B01.023.002

B01.023.001

Mpuem Bpaya-TEPAMNEBTA nepBuyHbIi (K.M.H., A.M.H, 3ac/yX.Bpay Poccun)
Mpuem Bpaua-TEPAMEBTA noBTOpHbINA (K.M.H., A.M.H, 3acnyx.Bpad Poccum)
Mpuem Bpaya- PEBMATOJIOMA

Mpuem Bpaya- NYJIbMOHOJIOTA

Mpuem Bpaya-nynbmoHonora (npoocMoTp)

Mpuem Bpaya-rEMATOJIOTA

Mpuem Bpava-npodnatonora

Mpuem TepanesTa (npodocMoTp)

Mpuem Bpaya-OHAOKPUHOJSIOIA nepBUYHBIiA

MpueM Bpaya-3HAOKPUHOMOra NOBTOPHbLIN (B Mpeaenax Kypca feveHns unm
obcnenoBaHus B TeveHne 1 mec.)

BrouMnegaHcHbI aHanu3 (onpeaeneHne cocTaBa Tena) C Bblaadvei 3aKknoueHns u
Pa3bsiCHEHNEM De3y/bTaToB

MoBTOpPHbLIN 6GUoMMNeAaHCHbIV aHanus (B npeaenax 3 Mec.)

Mpuem Bpaya-ANETONIOIA nepeuyHbIN (B T.4. BroMMneaaHc)

MNpuemM Bpayva-gueTtonora I'IOBTOprIl‘/lI

Mpuem MNEANATPA nepBuyHbIi

MpueM neanaTpa NOBTOPHBIN (B Npefenax Kypca nevyeHnst uim obcrieaoBaHus B
TeyeHue 1 mec.)

Mpuem Bpava-neavaTpa-racTposHTeposiora JopoxkuHoin O.H. nepBUYHbIN
MpueM Bpaya-neanaTpa-racTposHTeposora JopoxkuHoit O.H. NoBTOpHbIN (B
npegenax Kypca neyeHus unv obcnenosaHms B TedeHue 1 mec.)

MpueM Bpada-neavaTpa-racTposHTeposiora Jlebeaesoit K.KO. nepBuyHbIi

MpueM Bpaya-neanaTpa-racTposHTeposiora Jlebeaeson K.tO. noBTOpHbIN (B
npegenax Kypca neyeHus unv obcnenosaHms B TedeHue 1 mec.)

Mpuem 3aBeaytoLlen NegaTpUYecKUM OTAENEHNEM - BPAYOM-NeanaTpoM HUKUTEHKO
T.H. nepBuyHbIi

MpueM 3aBeaytoleil NefaTpPMYeckuM oTAENEHMEM - BPAYOM-NeanaTpoM HUKMTEHKO
T.H., NOBTOPHBIV

MpueM Bpaya neamatpa Cynpsro E.A. nepBuYHbIi

Mpvem Bpaya neauatpa Cynpsiro E.A. NOBTOPHbIN

Mpuem Bpaya neanaTpa-TACTPO3HTEPOJIONA nepBUYHBIiA

Mpuem Bpaya neaunatpa-FACTPO3HTEPOJIOMA noBTOpHbIN (B Npeaenax Kypca
neyeHus unu obcnenosaHus B TeyeHue 1 mec.)

Mpuem AETCKOIO 3HAOKPUHOIOMA

Mpuem AETCKOIO 3HAOKPUHOOIA (npodocMoTp)

Mpuem negmatpa (npodocMoTp)
Mpuem AETCKOrO HEBPOJIOIA nepBUYHbIN
MpueM aeTckoro HeBposiora NOBTOPHbLINM (B Npeaenax Kypca nevyeHns unm

obcnenoBaHus B TeyeHue 1 Mec.)
Mpuem AeTcKoro HeBposora K.M.H. PyMsiHUeBol M.B.nepBuYHbIi

2 600

2 400

2 900

2900

1200

2900

2 500

1500

2 500

2 300

1100

900

4400

2 400

2 500

2 300

2900

2 500

2900

2 500

2900

2 500

2 900

2 500

2 600

2 400

3500

1700

1500

2700

2 400

2 900



09014

09016

09017

09100

09101

09006

09007

10001

10002

10003

10080

10081

10007

10090

10091

10092

10093

10095

10094

10009

10025

10008

10004

10006

10005

10030

10031

10032

10033

10051
10014

10053

10054

15079

15028

B01.023.002

B01.023.001

B01.023.002

B04.023.002

B04.023.002.00

1
B01.015.001

B01.015.002

B01.010.001

B01.010.002

B04.010.002

B01.050.001

B01.050.002

B04.050.002

B04.050.001

A23.30.002

A23.30.002

A23.30.002

A23.30.002

A23.30.050.001

B01.053.003

B01.053.004

B04.053.004

A16.07.044

A16.07.044

A16.20.066

B01.010.001

B01.010.002

B01.053.003

B01.053.004

A16.19.006
A16.30.032

B01.003.004.00

2

B01.003.004.00

2
A16.21.013

A16.21.013

Mpuem AeTckoro HeBposora K.M.H. PyMsiHLEeBOM M.B. NOBTOPHBIiA

Mpuem petckoro Hesposnora boHaapeHko W.J1. nepBUYHbIA

Mpuem aeTckoro HeBpornora boHaapeHko W.J1. NOBTOPHLIN

Mpuem petckoro Hesponora (NpococMoTp)

Mpuem aeTckoro HeBposora ¢ 3akodeHnem MNMMIMK nepena wkonoit 30 MUH
(npodocmoTp)

Mpuem JETCKOIO KAPAWMOOIA nepBuyHbIi

Mpuem AETCKOIO KAPANOJIOrA NOBTOPHBIN

Mpuem JETCKOIO XUPYPIA nepBuYHbIN

Mpuem AETCKOIO XUPYPI'A noBTOpHbIN (B Npeaenax Kypca NevyeHns nunm
obcnenoBaHusa B TeyeHue 1 mec.)

MpueM AeTCKOro Xupypra npogunakTnieckui

Mpuem petckoro TPABMATOJIOA-OPTOMEOA nepBUYHBI

Mpuem petckoro TPABMATOJIOFA-OPTONMELA NOBTOPHbIiA

Mprem AeTcKoro TpaBMaTosiora-opToneaa NpodunakTMYeckuit

KoHcynbTauus Bpada TpaBMaTosiora-optonesaa BacunoyeHko A.B.

M3roTtoBneHne nHAMBMAyanbHbIX OPTONEANYECcKMX cTenek (AeTckux: pasmep 20-29)
M3roToBneHne MHAMBMAYabHbIX OPTONEANYECKUX CTenek (AeTCKO-MOAPOCTKOBbIX:
pasmep 30-35)

M3roToBneHne MHAMBUAYaNbHLIX OPTONEANYECKMX CTenek (B3poC/blX: pa3Mep oT 36)
M3roToBneHne HANBMAYaNbHbIX OPTONeANYECcKUX cTenek (B3pocbix) POpMTOTUKC
Koppekuwns crenek

Mpuem AETCKOrO YPOJIOIA nepBuYHBIi

Mpuem JETCKOIO YPOJIOTA noBTOpHbINM (B Npeaenax Kypca neveHust unm

obcnenosaHus B TedeHue 1 mec.)
MpreM AeTcKoro yposora NpoduiakTMYecKuin

MoapesaHne KOPOTKOM y3AeUKU A3blka 1 KaTeropum CIOXXHOCTM
Moape3saHne KOPOTKOM Y3AEYKM A3blka 2 KaTeropum ClIOXXHOCTU
Pa3BeaeHue CUHEXMI, cnaek KpanHein naoTu

Mpuem getckoro XMPYPTA K.M.H. NEPBUYHbIN

Mpuem aetckoro XUPYPTA K.M.H. NOBTOPHLIV (B Npeaenax Kypca feyeHuns um
obcnenoBaHns B TeyeHwe 1 mec.)
Mpuem petckoro YPOJIOTA-AHAPOJIOTA K.M.H. NepBUYHBIN

Mpuem petckoro YPOJTOrA-AHAPOJIOTA K.M.H. MOBTOPHbIN (B Npeaenax Kypca
neyeHus unu obcneanosaHus B TeyeHue 1 mec.)

CknepoTepanus napapeKTanbHOro csuwa - 1 npoueaypa

WcceueHne nobpokayecTBeHHbIX 06pa30BaHUIA MArkUX TKaHew y aeten I kateropuu
CNOXHOCTU

MeHnanbHas 6nokaaa

briokaga ceMeHHOro kaHaTuka
Linpkymumans (onepatmeHOE neveHne ¢hmmosa) y AeTei I kaTeropmum CroXXHOCTU

LiMpkyMumausi (onepaTvBHOE neveHue dumosa) y aeteit II kaTeropum CoxXHOCTM

2 500

2900

2 500

1500

2 000

2700

2 400

2 500

2 300

1500

2 500

2 300

1500

3 000

5500

6 700

7 700

12 000

2 000

2 500

2 300

1500

2 200

2 900

2 400

2 600

2 400

2 600

2 400

1100
4700

2 300

2 300

12 000

17 000



10075 A16.30.070.001
10022 A16.21.038
10010 A16.30.001
10026 A16.30.001
10011 A16.30.002
10012 A16.28.045
10013 A16.21.037.003
10015 A16.30.032
10023 A16.30.032
10016 A16.21.009
10017 A16.30.003
10018 A16.30.004.001
10019 A16.21.018
10020 A16.30.014
10055 A16.01.017
10021 A11.30.024
10028 A16.30.015
10029 A16.30.014
10034 A16.30.060
10035 A11.30.005
10036 A16.30.067
10037 A16.30.068
10038 A16.21.010
10039 A16.21.010.001
10040 A16.21.016
10041 A16.21.018
10042 A16.21.023
10043 A16.21.037.002
10044 A16.28.037
10045 A16.28.045.001
10046 A16.28.045.002
10047 A16.30.001.001
10048 A16.30.001.001
10056 A16.30.001.001
10049 A16.28.090
10050 A16.30.019.004
05301 B01.025.001
[eTckas rmHeKonorus
14400 B01.001.001
14401 B01.001.002
14402 B04.001.002
OdrTanbmonorusa

MyHKUMS U acnupaums XXUAKOCTM Npu ruapouene (C 0HON CTOPOHbI) C YUYETOM
aHecTesun

MnacTvka y3ae4yky KpanHel nnoTtu y aeTen

pbIXKeceYeHne NaxoBov rPbkK y AeTeN

pbbKeceyeHne Npu ABYXCTOPOHHEN NMaxoBoK IpbbKe Yy AeTen
pbbKeceyeHne Npu NyrnoYHOU rpbbKe y AeTen

Onepauvs Npu BapuKoLene y AeTen
Onepauus npu BoAsHKE AnYKa

WcceueHne nobpokayecTBeHHbIX 00pa3oBaHNI MArkux TkaHel y aetein II kateropum

CNIOXHOCTM
NcceueHne no6poKayecTBEHHbIX 06pa3oBaHUIN MATKUX TKaHel y aetei 111
KaTeropuv CrIoXXHOCTU

PeB131Si MOLLIOHKM

pbIXXeceyeHne Npu napayMbunnKaabHOM rpbiXe y AeTein

pbbKeceyeHne Npu rpbbke 6e10M IMHUK XXMBOTa Y AeTel

Opxuaonekcuna y AeTeln Npyu KpUNToOpXmu3Me C 0AHON CTOPOHbI Y AeTen
YaneHue cpeavHHON KUCTbI LWen y AeTen (SpeMHON BbiPE3KU MpYanHbI)
YaaneHvue 4epMOVAHON KUCTbI FOSOBbI U LUEN

MNyHKkUMs kKedanoremMaToMmsl
SKCTUpnauus 6OKOBbIX CBULLIEN Len (KUCT)
DKCTUPMALMA CPEAMHHBIX KUCT U CBULLIEN LLEN C pe3eKLMel Noabs3bIYHON KOCTH

WcceyeHmne rnyboKoro nMraTypHoro ceumLla
30HAMPOBaHME CBULLEBOrO X0Aa

McceueHne NoBEPXHOCTHOrO CBULLEBOIO X043
NcceueHune rnybokoro CBULLEBOro xoaa
OpxunaKTOMUSA

OpX0oyHUKYNIKTOMMUS

MNpoTe3npoBaHue sn4ka (6e3 cToMMocTy npoTesa)

Hu3BeaeHue andka (Opxonekcus npu abaoMmMHanbHol opMe KpUnTopxmsMa,
BKJ1.NPOBEAEHWE KOHTPOJIbHOW AMArHOCTUYECKON SlanapocKonum)

YpaneHve npuaatka avdka (yaaneHve rmaatvasl)

McceueHne KMCTbI ceMeHHOro kaHatuka (Cnepmatouene)

YpeTpasnbHasi MEaTOTOMUS C MEATOMN/IaCTUKOW
MepeBsi3ka 1 NepeceyeHne SUYKOBOMN BEHbI C UCMO/Ib30BaHNEM
BWE03HAOCKONMYECKUX TexHomnormin (Onepaums npu Bapukouene

(nanapockonunyeckas))
KﬂVII'IVIpOBaHI/Ie FIVI‘-IKOBOVI BE€Hbl C UICNOJIb30BaHNEM BNAE02HAOCKOMNYECKNX

TEXHOJIOrUM

OnepaTvBHOE NleYeHre NaxoBo-6eApEHHON MPbKK y AETEN C UCMONb30BaHUEM
BUAEO03HAOCKONNYECKUX TeXHOMOrMi (Jlanapockonuyeckasi repH1oniacTuka)

Jlanapockonuyeckasi repHuoniacTvka y aetei metogom SEAL (Subcutaneous
endoscopic assisted ligation - noakoXxHOe 3HAOCKONNYECKN aCCUCTUPOBAHHOE

JIMrMDOBaHMWe)
Jlanapockonuyeckasi repH1oniacTvka y aeten metogom SEAL (C ABYX CTOPOH)

McceveHne KUCTbl ypaxyca
YaaneHvue 4o6aBoYHOr0 NasnbLa Npu KOXHOWM (hopMe CUHAAKTUANM

Mpuem Bpaya HEOPOJIOTA

Mprem Bpaya-rvHeKosora AeTCKOro, NepBUYHbIN

MpueM Bpaya-ruHekosnora AeTCKOro, NOBTOPHbIM (B Npeaenax Kypca NeyeHust uam
obcnenoBaHus B TeyeHue 1 Mec.)
Mpuem Bpaya-ruHekonora getckoro (MpodocMoTp)

2 900

6 000
20 000

30 000
20 000
20 000
20 000
5700
6 700
15 000
20 000
20 000
25 000
17 000
15 000
2 500
30 000
30 000
6 000
1000
3 000
6 000
15 000
15 000

50 000
40 000

20 000
20 000

17 000

35000

35000

30 000

30 000

35000

30 000

6 000

2 900

2 500

2 300

1500



12355

12065

12357

12070

12071

12374

12068

12354

12066

12372

12067

12352

12370

12021

12350

12002

12360
12003

12052

12069
12027

12100

12004
12005
12028
12006
12024
12007

A03.26.019.003

B01.029.001.00

1

A03.26.019.003

B01.029.001.00
1

B01.029.001.00
1

A03.26.019.001

B01.029.001.00
1

A03.26.019.001

B01.029.001.00
1

A03.26.019.001.

001

B01.029.001.00
1

A03.26.019.001.

001

A03.26.019.002

B01.029.002

A03.26.019.002

B01.029.002.00
1

A05.26.007
B04.029.002

A23.26.001

A02.26.023
B04.029.002

B04.029.002

A02.26.015
A12.26.016
A03.26.008
A16.26.034
A16.26.051
A23.26.001

OnTtnyeckas korepeHTHas Tomorpadus (OKT) aucka 3puTenpHoro Hepea (1 rnas)

Mpuem ODTAJIbMOJIONA NepBUYHBIA KOMIJIEKCHBIM (OCTPOTa 3peHus,
6romMmkpockonusi, opTanbMOCKONUS C LUMPOKMM 3padkoM (Npu OTCYTCTBUNN

NDOTUBOMOKa3aHui), aBTopeDaKTOMETDMS, TOHOMETDUS)
OnTtnyeckas korepeHTHas Tomorpadust (OKT) ancka 3puTtenbHOro Hepaa (2 rnasa)

Mpuem ODTAJIbMOJIONA NepBUYHBIA KOMIJIEKCHBIM (OCTPOTa 3peHus,
6romMmkpockonusi, opTarbMOCKONUS C LUMPOKMM 3padkoM (Npu OTCYTCTBUNN
NMpOTUBOMOKa3aHui), aBTopecdhpakTOMETpUsi, TOHOMETpUs) ¢ noabopom 1 napsbl
0OYKOB

Mpuem ODTANIbMOJIOTA NePBUYHBIN KOMIMIEKCHBIWA K.M.H., 4.M.H (OCTpOTa 3peHus,
6uomMmkpockonms, opTanbMOCKONMS C LUMPOKMM 3paykoM (Npy OTCYTCTBUMM
NpOTUBOMOKa3aHui), aBTopechpakTOMETpUsi, TOHOMETpUs) ¢ noabopoM 1 napsbl
OYKOB

OnTtnyeckas korepeHTHas Tomorpadus (OKT) nepeaHero otpeska rnasa (1 rnas)

Mpuem ODTAJIbMOJIONA NepBUYHBIA KOMMIEKCHBIW (A€TW A0 2-X NIET): OCTPOTa

3peHnsi, OCMOTp NepeaHEero OTpesKa rN1asa B NPOXOoAsALeM cBeTe, odTanbMOCKONMs C

LUMPOKUM 3paykoM (Npw OTCYTCTBMM MPOTUBOMOKa3aHWi1), aBTopedpakTOMETpUs,
onneneneHue Kocornalngd. B T.4.CKDbITOro
OnTtnyeckas korepeHTHas Tomorpadus (OKT) nepeaHero otpeska rnasa (2 rnasa)

Mpuem ODTAJIbMOJSIONA NepBUYHBIA KOMMIEKCHBIW, K.M.H., [1.M.H. 3aCNy>KEHHbIN
Bpay Poccum (ocTpoTa 3peHusi, BUoMmMKpocKonmsl, oTasbMOCKOMMUS C LUMPOKMM

3paykoM (Mpu OTCYTCTBUM NMPOTUBOMNOKA3aHWi), aBTopedpakTOMETPUs, TOHOMETPUS)

OnTtnyeckas korepeHTHas Tomorpadus (OKT) nepeaHero v 3agHero oTpeska rnasa
(1 rnas)

Mpuem ODTAJIbMOJSIONA NepBUYHBIA KOMMIEKCHBINA K.M.H., [1.M.H., 3aCNy>KEHHbIN
Bpay Poccuu (aetn ao 2-x NeT): oCcTpoTa 3peHunst, OCMOTpP NepeaHEro oTpeska rnasa
B MpOXOASALLEM CBETE, O(PTa/IbMOCKOMNUS C LUMPOKUM 3pavkoM (Npu OTCyTCTBUM
NpOTUBOMOKa3aHui), aBTopedpakTOMETpUs, ONpeAeNeHne Kocornasus, B
T.U.CKDKITOIrO

OnTtnyeckas korepeHTHas Tomorpadus (OKT) nepeaHero v 3agHero oTpeska rnasa

(2 rnaza)

OnTtnyeckas korepeHTHas Tomorpadus (OKT) 3agHero otpeska rnasa (1 rnas)

MpueM odTanbMosora NOBTOPHbIN (B Npeaenax Kypca fevyeHnst unm obcneaoBaHus
B TeyeHue 1 mec.)
OnTtuyeckas korepeHTHas Tomorpadusi (OKT) 3agHero oTpeska rnasa (2 rnasa)

Mpnem OOTAJSIbMOJIOIA NOBTOPHBbINA (K.M.H., A.M.H., 3aC/y>eHHblli Bpay PD)(8
npegenax Kypca neveHuns unm obcnefoBaHust B TedeHne 1 mec.)

BuomeTpus (M30 2 rnasa)

Mpod. ocMoTp (OCTpPOTa 3peHnst, BUOMMKPOCKONMSI, aBTOpedpakTOMeTpus,
odTanbMocKonms, TOHOMETPUS)

Moabop MSArkMxX KOHTAKTHBIX SIMH3 C MPUMEPKOW M 0BydeHueM (Mocsie NOSIHOro
obcnenoBaHmns odransmosnora)

Linknonnerus

PaclumpeHHbIi npod. ocMoTp (+ NepUMeTpusi, pacluMpeHmne 3padka,
LIBETOOOLLYLIEHME)

Mpuem odTanbmonora (NpococMoTp)

MN3MepeHne BHYTPUIna3Horo AaBrieHns (TOHOMETpUS)
ABTOpEe(PaKTOMETPUSA KOMIMbIOTEPHAS

ABTOpEedPaKTOMETPUSA C pacLUMPEHNEM 3PaYKOB (MM CKMACKomnus)
YnaneHne NHoOpOAHbIX TeN C KOHbIOHKTUBBI

YnaaneHne NHOPOAHbIX TEN C POroBuULIbI

Moabop 2 nap o4KOB MPW acTUrMaTU3ME

2 100

2 900

3 600

3500

3 600

1200

2 900

2 000

3 000

2700

3000

4 600

2200

2 300

4000

2 400

2100
1500

2 300

1000
1900

1500

500
350
550
600
750
800



12008

12009

12031

12049

12050

12010
12011
12012
12013
12014
12015
12016
12017
12018

12019

12023
12029
12038
12044
12032
12033
12035
12045
12040

12041

12042

12043
12200

12201
12072
12202
12073
12203

12053
12204

12054
12205

12055
12206

12056
12207

12265

12208

12209
12300

A.19.26.002

A11.26.011

A11.26.011

A11.26.011

A11.26.016

A03.26.018
A02.26.003
A02.26.003
A23.26.001
A23.26.001
A23.26.001
A16.26.018
A11.26.004
A11.01.010

A16.26.014

A02.26.020
A02.26.005
A16.26.013
A16.26.013
A16.26.025
A16.26.025
A16.01.037
A16.01.037
A11.26.016

A11.01.010

A12.26.012

A03.26.020
A.19.26.002

A.19.26.001
A03.26.003
A17.30.035
A03.26.002
A17.26.002

A.16.26.011
A17.26.002

A.16.26.011
A17.26.002

A.16.26.011
A19.26.001

A.16.26.011
A19.26.001

B05.029.001

A19.26.002

A22.26.012
B05.029.001

M'MMHacTMKa Ans rnas ¢ NoNOXUTENbHBIMU 1 OTpUUATeNbHbIMKU NnH3aMK (20MUH.)

MHbekums (napabynbbapHas, cybKOHbIOHKTMBaNbHas) 6e3 yueta CTOMMOCTH
NeKapCTBEHHOro npenapara/ 2 MHbeKUMK

NHbekumns (napabynbbapHasl, cybkoHbIOHKTUBANbHAs) 6e3 yueta CToMMoCTyH
NleKapCTBEHHOIro npenapata -1 nHbekuns

NHbekums (napabynbbapHas, CybKOHBIOHKTMBAIbHASA) C YUYETOM JIEKAPCTBEHHOIO
npenapara [lekcaMeTasoH -1 MHbeKums

MHbekumst CybkoHBbIOKTUBasIbHas (C YYETOM fieKapCTBEHHOrO npenapaTta
OvnpocnaH) -1 nHbekums

Buommkpockonms

Odranbmockonusi (0CMOTP 1A3HOMO AHA)

O TanbMOCKONUS Ha LUMPOKOM 3payke

Moabop chepunyecknx oukos (1 napa)

Moabop cdepuyeckmx o4koB (2 napbl)

Moabop 1 napbl 04KOB NpY acTurMaTu3Me

Maccax BeK, anunsumsl pecHuL

MpoMbiBaHWE CNIE3HbIX MyTEN

BBefeHWe nekapCTBEHHOrO BELLECTBa B Xansi3UOH

BckpbiTne abcuecca Bek

Tect LWLnpmepa. NccnepoBaHme Ha CUMHAPOM «CyXOro rnasa».
MNepumMeTpns KMHeTMYeckas (B T.4Y. Ha LBETa)

YnaneHue xansidamoHa Ao 5 MM (6e3 CToMMOoCTM aHecTe3un)
Ynanenune xans3noHa 6onee 5 MM (6e3 CTOMMOCTM aHECTE3NN)
YnaneHume HoBoo6pa3oBaHuUii B 06nacTu BeK 405 MM
YpnaneHue HoBoobpa3oBaHWUii B 06n1acTu Bek 6onee 5 MM
YnaneHue kcaHTenasm B 061actu Bek Ao 5 MM

YpaneHve kcaHTenasm B obnactu Bek 6onee 5 MM

BBeneHve ayTOKpOBM C NOMyAAHOM NoA KOHBIOKTMBY (1 ceaHc)

MoaKoXXHOE BBEAEHWE MOoJyAaHa

Mpoba c dhnyopecuerHoM (onpeaeneHve aedeKToB porosuLbl)

KoMnbloTepHasa nepnMeTpus
JleyeHne Ha odTanbMOMUOTPEHaXEpe-penakcaTope "BU3oTpoHMK"

JleyeHune Ha annapaTte "CuHonTodop"

OcMOTp nNepudepun rnasHoro AHa C UCMosb30BaHUEM Tpex3epKasibHOW NIMH3bI
FonbamaHa

JleueHune (anekTpocTuMynsiumsa) Ha annapate "dcopun"
["oHMocKonus
JleyeHne (uBeTo- M MarHMTOTEpanus) Ha annapate "Amo-ATtoc"

30HAMPOBaHME U MPOMbIBaHME CNe3HbIX nyTel (1 rnas)
Jleyenne Ha annapate "Cakkaga" (MyckynTpeHep)

30HAMPOBaHME U MPOMbIBAHME CNE3HbIX NyTen (2 rnasa)
JleueHne (TpeHupoBka akkoMogaumm) Ha annapate "TAK-6.2 Pyyeek"

MoBTOpHOE 30HANPOBAHME U MPOMbIBaHWE Cne3HbIX nyTen (1 rnas)
JleyeHune Ha annapaTte "®opbuc" (pa3sutne GMHOKYNSPHOrO 3peHus,
AMNIoNTMYECKoe fieYeHne)

MOBTOPHOE 30HAMPOBAHWUE M NPOMbIBAHUE C/IE3HBIX NyTen (2 rnasa)
JleyeHne (ambnnonumn n Kocornasms) Ha KoMmnbloTepe: nporpamma "EYE"

KomnnekcHoe neyvenne B KO3 (Komnnekc 4): AMO-ATOC 10, Bu3oTpoHuk 5, Pyyeek

5
JleyeHne Ha komnbtoTepe: nporpamMma "Relax"

JleyeHne Ha nasepHoM annapate "Cnekn-M"
KoMnnekcHoe neyeHne HapylieHust pecdpakummn: Muonust (6M3opyKkocTb), Crasm
akkomoaauum (noxHas 61M30pyKOCTb), aCTUrMaTmaM - 1 3aHsATue

500

700

500

700

1200

350
450
1000
600
800
700
200
600
1500

1800

400
600

8 000
15 000
3500
5 000
3500
5 000
1500

700

600

1200
500

550
2 000
400
1500
350

4 000
100

6 000
250

3 000
500

4 000
300

6 500

150

500
1700



12302

12304

12308

12310

12313

12316

12319

12322

12323

12324

12325

12266

12250

12251

12252
12253

12254

12255

12256

12257

12258

12210
12306

12307

12211

12212

12213

12247

12248

12249

12214

12215

12216

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

A.19.26.002

A.19.26.001

A.17.30.035
A.17.26.002

A.19.26.002

A.19.26.002

A.19.26.001

A.19.26.001

A.19.26.002

A.22.26.012
A.17.26.002

A.17.26.002

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

B05.029.001

KomnnekcHoe neveHne HapyleHnst BUHOKYNSIPHOro 3peHust: Kocornasune 1950
(cxonsiweecs, pacxoaswmecs, BepTukanbHoe) - 1 3aHsATue

KomnnekcHoe neveHve ambnmonum (NeHUBLINM rnas): neveHve no atmonorum - 1 2100
3aHsaTHe

KoMnnekcHoe NieYeHne YacTUYHON aTpodun 3puTeNbHOro HepBa - 1 3aHAThe 750
KomnnekcHoe (BA3OBOE) neueHune 6nnsopykoctu — 3 annapata: BU3OTPOHUK N2 1000
3, PYYEEK, RELAX — 1 3aHaTHe

KomnnekcHoe (BA30BOE) neveHne cna3ma akkomMogauum — 3 annapara: 900
BM3OTPOHWMK NO 1, PYYEEK, RELAX — 1 3aHsATHE

KomnnekcHoe (BA3OBOE) neueHune kocornasus — 3 annapata: CUHOMTO®OP, EYE, 1000
AMO-ATOC - 1 3aHdATHE

KomnnekcHoe (BA30BOE) nevenne ambnmnonun — 3 annaparta: BUSOTPOHNK N9 1, 1150
AMO-ATOC, 5CODU — 1 3aHATHE

KomnnekcHoe (BA3OBOE) neuveHune cna3Ma akkomogauuu — 3 annapara: 1150
BM3OTPOHWK N@ 1, CMEKJI-M, RELAX - 1 3aHsiTHe

KomnnekcHoe (BA30BOE) neveHne mmonum — 3 annaparta: BUSOTPOHNMK N9 3, 1150
CMNEKJ-M, RELAX - 1 3aHaTue

KomnnekcHoe (BA3OBOE) neuveHune ambnuonuu — 3 annapata: BUSOTPOHMK N@ 1, 1300
AMO-ATOC, CIEK/-M - 1 3aHdATHE

KomnnekcHoe neveHne ambnuonumn — 4 annaparta: BUSOTPOHMK N2 1, AMO-ATOC, 1700
CMEKJ1-M, 3CODU - 1 3aHaTHe

KomnnekcHoe neyenve B KO3 (Komnnekc 4): AMO-ATOC, Bu3oTpoHuk unu Pyyeek 800
JleueHne Ha odTanbMOMUTPEHAXKEpPe-penakcaTope "BM3oTpoHUK" - 10 3aHATUI 4 500
JleyeHne Ha annapate "CuHonTodop" - 10 3aHATHI 5000
JleyeHue (3neKTPOCTMMYNAUMSA) Ha annapaTe "Icodbun” - 10 3aHATUIA 3 600
JleueHne (UBETO- M MarHMTOTEpanus) Ha annapaTe "AMo-AToc" - 10 3aHsATUI 3100
JleueHne Ha annapaTe "Cakkaga" (MyckynTpeHep) - 10 3aHATUI 900
JleueHne(TpeHMpoBKa akkoMoaaumm) Ha annapate "Pyyeek" - 10 3aHATUIA 2 200
JleueHne Ha annapate "®opbuc" - 10 3aHATUN 4 500
JleueHne Ha komnbloTepe: nporpamma "EYE" - 10 3aHATUIA 2 700
JleueHne Ha KoMnbloTepe: nporpamMma "Relax" - 10 3aHATUI 1300
JleyeHune Ha nasepHoM annapate "Cnekn-M" - 10 3aHsATUI 4 500
JleueHne BocnaneHus nepeaHero oTpeska rnasa (kepatur): AMO-ATOC - 5 3aHATUI 1600
Jleyenue rnaykombl (AMO-ATOC)- 5 3aHsTuiA 1600
KoMnnekcHoe fiedeHne YaCcTMYHOM aTpodun 3pUTeNbHOrO Hepea, amb6amMonum 1200
(3CODKN, CNEKM, AMO-ATOC) - 1 3aHaTHe

KoMnnekcHoe nevyeHne YacTUYHOMN aTpochun 3puTesibHOro Hepea, ambnmonum 5400
(3COdW, CNEKI, AMO-ATOC) - 5 3aHaTUIA

KoMnnekcHoe fieyeHne YaCcTMYHOM aTpodum 3pUTeNbHOrO Hepea, am6amMonum 10 200

(3CO®U, CMEKN, AMO-ATOC) - 10 3aHsITuiA
KoMnnekcHoe nevyeHne YacTUYHON aTpocun 3puTesibHOro Hepea, ambnmonum 1300
(3CODU, CMEKN, AMO-ATOC, CAKKAZA) - 1 3aHsTHe

KoMniekcHoe fie4eHne YaCcTMYHOM aTpodun 3pUTeNbHOrO Hepea, amb6amMonum 5900
(3CODU, CMEKN, AMO-ATOC, CAKKAZA) - 5 3aHsTui
KoMnnekcHoe nevyeHne YacTUYHON aTpocum 3puTesibHOro Hepea, ambnmonum 11 300

(3CO®U, CMEKN, AMO-ATOC, CAKKAZA) - 10 3aHATUIA

KomnnekcHoe neveHve HapyLlueHuidi pecpakumm: muonum (61M30pyKocTH), cnasma 1000
aKkkoMofaLmm (NoxHon 6nmsopykocTtu), acturmatuama (Komnnekc 1: BU3OTPOHUK,

PYYEEK. AMO-ATOCQ) - 1 3aHaTuHe

KomnnekcHoe neveHve HapyLlueHuid pecpakumum: muonum (6nM30pyKkocTu), cnasma 4 500
aKkkoMofaLmm (NoxHon 6nmsopykocTtu), acturmatuama (Komnnekc 1: BU3OTPOHUK,

PYYEEK. AMO-ATOQC) - 5 3aHsaTui

KomnnekcHoe neuveHve HapylueHuidi pecdpakumum: muonum (61M30pyKocTH), cnasma 8 500

aKkoMopaLmm (NoxHon 6nmsopykocTtu), acturmatuama (Komnnekc 2: BU3OTPOHUK,
PYYEEK. AMO-ATOQC) - 10 3aHaTuiA



12217 B05.029.001
12218 B05.029.001
12219 B05.029.001
12220 B05.029.001
12221 B05.029.001
12222 B05.029.001
12223 B05.029.001
12224 B05.029.001
12225 B05.029.001
12226 B05.029.001
12227 B05.029.001
12228 B05.029.001
12229 B05.029.001
12230 B05.029.001
12231 B05.029.001
12232 B05.029.001
12233 B05.029.001
12234 B05.029.001
12235 B05.029.001
12236 B05.029.001
12237 B05.029.001
12238 B05.029.001
12239 B05.029.001
12240 B05.029.001
12241 B05.029.001
12242 B05.029.001
12243 B05.029.001
12244 B05.029.001
12245 B05.029.001
12246 B05.029.001
OTonapuHronorus
13180 B01.028.001
13002 B01.028.002

KoMnnekcHoe neyeHne HapylleHuin pedpakumm: myuonum (6M3opykocTu), cna3ma
akkoMozauum (NoxxHo 6amn3opykocti), acturMatnama (Komnnekc 2: BUSOTPOHUK,

AMO-ATOCQ) - 1 3aHdATHe
KoMnnekcHoe nieyeHne HapylleHuin pedpakumm: muonum (6mMs3opyKocTu), cna3ma

akkoMozauun (NoxxHol 6amnsopykocti), acturMatnama (Komnnekc 2: BUSOTPOHUK,

AMO-ATOC) - 5 3aHgTui

KoMnnekcHoe NeyeHne HapylleHuin pedpakumm: myuonum (61M3opykocTu), cna3ma
akkoMozauun (NoxxHol 6namnsopykocti), acturMatnama (Komnnekc 2: BUSOTPOHUK,
AMO-ATOC) - 10 3aHaTUI

KoMnnekcHoe NeyeHne HapyLleHuin BUHOKYNIPHOrO 3peHust (kocornasus) Komnnekc
1: CMHOMTO®OP, ®OPEUC - 1 3aHsATHE

KoMnnekcHoe NieyeHne HapyLleHui BUHOKYISIpHOMO 3peHus (kocornasus) Komnnekc
1: CMIHONTO®OP, ®OPBUC - 5 3aHsaTui

KoMnnekcHoe NneyeHne HapyLleHui BUHOKYIIPHOrO 3peHust (kocornasus) Komnniekc
1: CMHONTO®OP, ®OPBUC - 10 3aHaTUI

KoMnnekcHoe NieyeHne HapyLleHuin BUHOKYISIpHOMO 3peHus (kocornasus) Komnnekc
2: CUHOITO®OP, CAKKALA - 1 3aHsTHE

KoMnnekcHoe NneyeHne HapyLleHuin 6UHOKYIAPHOro 3peHus (kocornasus) Komnnekc
2: CMHOMTO®OP, CAKKALA - 5 3aHsTUi

KoMnnekcHoe NneyeHne HapyLleHuin BUHOKYISIpHOMO 3peHus (kocornasus) Komnnekc
2: CMHOMTO®OP, CAKKALA - 10 3aHsTUM

KoMnnekcHoe NneyeHne HapyLleHui 6UHOKYNIAPHOro 3peHus (kocornasus) KoMnnekc
3: ®OPBUC, CAKKALA, EYE - 1 3aHsTUi

KoMnnekcHoe NieyeHne HapyLleHuin BUHOKYISIpHOMO 3peHus (kocornasus) Komnnekc
3: ®OPBUC, CAKKALA, EYE - 5 3aHsTui

KoMnnekcHoe NneyeHne HapyLleHui 6UHOKYNIAPHOro 3peHus (kocornasus) KoMnnekc
3: ®OPBUC, CAKKALA, EYE - 10 3aHaTUi

KoMnnekcHoe NneyeHne HapyLleHuin BUHOKYISIpHOMO 3peHus (kocornasus) Komnnekc
4: ®OPBUC, EYE - 1 3aHaTHe

KoMnnekcHoe NneyeHne HapyLleHui 6UHOKYIAPHOro 3peHus (kocornasus) KoMnnekc
4: ®OPBUC, EYE - 5 3aHaTUl

KoMnnekcHoe NieyeHne HapyLleHuin BUHOKYNISIpHOMO 3peHust (kocornasus) Komnnekc
4: ®OPBUC, EYE - 10 3aHsATUI

KoMnnekcHoe nedyeHne ambnunonum (neHmBsblid rnas): AMO-ATOC, EYE, 2COOU - 1
3aHsATHe

KomnnekcHoe nevyeHne ambnvonum (neHmBeblii rnas): AMO-ATOC, EYE, 5COOU - 5
3aHSATUN

KoMnnekcHoe nevyeHne ambnvonuu (neHuBsbiit rnas): AMO-ATOC, EYE, 9COOU - 10
3aHATUN

KoMnnekcHoe nevyeHne ambnunonum (neHmBelid rnas): AMO-ATOC, EYE, CMEK/,
SCODU - 1 3aHATHE

KomnnekcHoe nevyeHue ambnunonuu (neHmBsblid rnas): AMO-ATOC, EYE, CMEK/,
3CODU - 5 3aHaTUiA

KoMnnekcHoe nedyeHne ambnvonum (neHmBelid rnas): AMO-ATOC, EYE, CMEK,
3CODU - 10 3aHATHI

KomnnekcHoe neyeHue kocornasus u ambnuonum (Komnnekc 1): CUHOMTO®OP,
CrEK/, 5CO®PUN, AMO-ATOC - 1 3aHATHE

KomnnekcHoe neyeHne kocornasust u ambnuonmm (Komnnekc 1): CUHOMNTO®OP,
CMNEKJ1, 5COPUN, AMO-ATOC - 5 3aHATUM

KomnnekcHoe neyeHue kocornasus u ambnuonum (Komnnekc 1): CUHOMTO®OP,
CNEKJ1, 2CO®N, AMO-ATOC - 10 3aHATUM

KomMnnekcHoe neyeHne kocornasmst u ambnuonumn (Komnnekc 2): ®OPEUC, CMEKI,
3CO®UN, AMO-ATOC - 1 3aHsTHE

KomnnekcHoe neyeHne kocornasus u ambnuonuu (Komnnekc 2): ®OPBUC, CMNEKJT,
3COPUN, AMO-ATOC - 5 3aHaATUM

KomMnnekcHoe neyeHne kocornasmst u ambnuonmmn (Komnnekc 2): ®OPEUC, CMEKI,
3COdU, AMO-ATOC - 10 3aHaTUM

KomnnekcHoe neyeHve kocornasus u ambnuonuu (Komnnekc 3): ®OPBUC, CMNEKJT,
3CO0®U, AMO-ATOC, EYE - 1 3aHsATHE

KomMnnekcHoe neyeHne kocornasmst u ambnuonumn (Komnnekc 3): ®OPEUC, CMEKI/T,
3COdU, AMO-ATOC, EYE - 5 3aHaTui

KomnnekcHoe neyeHne kocornasus u ambnuonuu (Komnnekc 3): ®OPBUC, CMNEKJI,
3CO®U, AMO-ATOC, EYE - 10 3aHaTuii

Mpuem OTOPUHONTAPUHIOJIOMA nepBMYHbIA KOMMEKCHBIN (C 3HAOCKOMMYECKUM
obcnenosaHmem JIOP-opraHoB npu Heo6xoaMMocT)

Mp1eM OTOpUHONMAPUHIOOra NOBTOPHLIV (B Npeaenax Kypca ieueHns um
obcnenosaHus B TeyeHue 1 mec.)

800

3 600

7 000

1000

4 500

8 500

600

2700

5000

850

3800

7 300

750

3400

6 500

1000

4 500

8 500

1500

6 750

12 500

1700

7 700

14 000

1700

7700

14 000

2 000

9 000

15 500

2900

2 300
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13090

13080

13100

13006

13124
13007

13008

13089

13091
13009

13128

13129

13011
13012

13013

13014

13132

13017

13021

13022

13121

13024

13103

13025

13026

13029

13030
13032

13034

13035

13036
13037

13039

13040
13041

13042
13043

13044
13045

B01.028.001

A03.08.004.001

B04.028.002

A11.08.021

A16.08.016
A11.08.021

A11.08.021.001

A11.08.021.001

A16.08.016
A11.25.003.001

A14.08.004.001

A14.08.004.001

A11.25.003
A11.25.002

A11.08.004

A16.25.007

A16.25.007

A21.25.002

A11.08.023

A16.25.012

A11.08.003.001

A16.25.036.001

A16.25.036.001

A11.08.007

A11.08.006

A16.08.011

A12.25.001
A11.08.019

A16.08.006.002

A16.08.006.001

A16.08.012
A16.01.012

A04.08.001

A03.25.001
A16.03.034.002

A16.08.016
A16.08.067

A11.08.020
A12.25.007

KOHCY/NbTALMA Bpaua-OTOPUHONAPUHIOJIOTA, npodeccopa, A.M.H.
SHpockonuyeckoe obcneaosaHme JIOP-opraHos

Mpuem oTtopmHonapuHrosnora (NpogocMoTp)

MpoMbiBaHWE MUHAAMNIMH U HOCOTNOTKM Y AeTei

MNpoMblBaHWe MUHAANMH (+ CMasblBaHME MPpU HEO6XOANMMOCTI)
MpoMbiBaHWE MUHAANMH W HOCOMNOTKM Y B3POC/bIX

MpomMbiBaHMe NpuaaToOYHbIX Nasyx Hoca no MpoaTuy (KykyLwka)

MpoMbiBaHMe NpMAaTOYHbIX NAa3yx HOCa C 030HMPOBAHHbLIM (DN3PacTBOPOM
(KykylLuka)

MNpoMblBaHWe NakyH HEHGHbIX MUHAAIMH O30HMPOBAHHbLIM (DM3PacTBOPOM
Tyanet yxa

MocneonepaumoHHbI TyaneT Hoca

Acnupaums 0TAENSeMOoro U3 Hoca U HOCOr/IOTKM XUPYPruyecknum
3J1EKTPOOTCacCblBaTeENEM

BakyyMHOe nNpoMblBaHWE yxa pacTBOPOM aHTUCENTUKA
BBeaeHne nekapcTBeHHOrO CpeacTsa B YXO

MyHKUMS BEPXHE-YENIOCTHOW Nasyxu C aHECTE3NEN U BBEIEHUEM NIEKAPCTBEHHOMO
npenapara

YaaneHve cepHol NpobKu C 0AHON CTOPOHbI MPOMbIBAHUEM @HTUCEMTUUYECKUM
pPacTBOPOM

YpaaneHve cepHo NPobKK C OAHOW CTOPOHbI CYXUM METoAoM (KPIOYOK,
3/1IEKTPOOTCAChIBATENb)

MNMHeBMOMaccaXk 6apabaHHON NEPEMNOHKN C OAHON CTOPOHbI

CMa3blBaHWe CIIM3UCTON POTOrNIOTKU U MUHARNUH NIEKAPCTBEHHBIMU PacTBOPaMu

MpoayBaHue yweli no Monutuepy

YnaneHve fo6pokavyecTBEHHbLIX HOBOObpa3oBaHuii JTOP-opraHoB B aMbynaTopHbIX
YCIIOBUSIX

KaTeTepuzauusi cnyxoBol Tpybbl C BBEAEHUEM NeKapCTBEHHbIX CPEACTB

KaTeTepusaums ciyxoBoi Tpybbl C BBEAEHMEM NEKAPCTBEHHbIX CPEACTB MoA
KOHTPONIEM 3HAOCKOMa
3ayLHble 6110Kaabl NeKapCTBEHHbIMM BELLECTBaMU

JlekapcTBeHHble 6/10kaabl B 3a[HIO CTEHKY rOpTaHW, CM3NCTYI0 Hoca, nonunbl (6e3

CTOMMOCTM NnpenapaTta)

YaaneHue MHOPOAHbIX TEM ClyXOBOrO Npoxofa, Hoca, ropna (Co CTOMMOCTbIO
aHecTesuun/cnpen)

Ayanorpamma

BHyTpuropTaHHble BN1BaHUS

OcTaHOBKa HOCOBOIO KpOBOTEYEHNA MapQEBbIM TaMNOHOM-3aHAA TaMMNOHaAa HOCa
(c aHecTesmen)

OcTaHoBKa HOCOBOIO KPOBOTEYEHWSI MAP/IEBLIM TaMMOHOM-MEPEHSS TaMMoHaaa
Hoca (c aHecTe3uei/ cnpein)

BckpbiTWe napaTtaH3aunspHoro abeuecca (C aHecTesuneit - crnpen)

BckpbiTue abclieccos (HOCa, yxa, ropTaHn) - C aHecTesunelt cnpei

IxocuHycockonus (Y3U npnaaTouHbix nasyx)

Bectnbynometpus
Peno3unumsi KocTel Hoca Mocse nepenoMa co CMeLLeHneM I KaTeropum CnoXXHOCTU

BakyyMHoe npoMbiBaH1e MUHAANMH
BcKpbITHE reMaToMbl HOCOBOW NeperopoaKku

AHeMM3aLMa CM3NCTOM Hoca pacTBOPOM afipeHanunHa
TuMnaHoMeTpus

5000

900

1500

1000

1200
1000

1000

1300

1300
400

750

500

450
300

2100

550

550

350

250

400

3200

900

1500

450

1300

1500

1500
800

3 000

1600

2 500
2 500

1000

700
3 000

950
1200

300
1200

11



13178

13047
13048

13049
13049.1
13051
13175
13176

13052
13136

13137

13179

02030

13177

13112

13138

13098

13130

13097

13099

13073

13110

13074

13111

13107

13144

13145

13146

13069

13053

13120

13061
13056
13057

A05.25.002

A16.08.016
A16.01.004

A16.08.074
A22.30.033
A16.25.027
A16.08.013.002
A16.08.013.002

A16.25.011
A16.25.020

A17.30.010.001
A11.25.004.001
B01.028.001.00
i16.08.013.002
A16.08.074
A16.25.020
A16.25.020
A16.25.020
A16.25.020

A16.03.034.002

A11.08.003.001

A16.30.032.001.

001
A11.08.003.001

A16.08.054

A16.25.042

A16.25.042.001

A16.25.042.001

A16.25.042.001

A16.08.010.001

A16.08.010.001

A16.08.010.001

A16.08.008

A16.07.087
A16.08.013.001

WccnepoBaHue oToakycTnyeckoi ammuccumn (OAD-TecT)

YnbTpa3ByKoBOE NPOMbIBaHWE MUHAANMH (TOH3MNI0pP)
0O6paboTka paHbl CIIU3NCTON 060NI0UKK

Koarynsums cocynos B 30He Kuccenbbaxa paanoBosHOBBIM MeTogoM I kaTeropum
CNOXXHOCTU

Koarynsaums cocyaos B 30He Knuccenbbaxa XMMMYecKnMmn npenapaTtamm
TrMNaHONYHKLUNS

Mnacrtnka nepdopaunn neperopoakn Hoca Ao 1 cm

Mnactuka nepdopaunm neperopogkun Hoca ot 1 ¢cM o 2 cMm

MupuHrotomms (NapaueHTes)
YpaneHue wyHTa

be3nyHKUMOHHOE neyeHne CMHYCUTOB C NOMOLLBIO SIMMK-KaTeTepa - 1 ceaHC
BBefeHWe nekapcTBeHHOro npenapata B 6apabaHHyto NonocTb MHTPATUMMNAHAbHO

KoHcynbTaums Bpada oTopuHonapHuronora npod., a.M.H. Myxamegosa W.T.

(3a04Has) No MeaMLMHCKOM AOKYMEHTaUun
Mnactvka nepdopalum Neperopoaky Hoca CBbIlle 2 CM

Koarynauus cocynoB B 30He Knccenbbaxa paanoBonHoBeiM MeToaoM II kateropun
CIIOXKHOCTK
LLlyHTMpoBaHue yxa (CO CTOMMOCTbLIO LUYHTA)

LLyHTMpoBaHue yxa (6e3 CTOMMOCTU LyHTa)

[lononHuTenbLHO BO BpeMs onepaumm: WyHTUPOBaHUe 2ro yxa

Ncceuenne py6LoB 6apabaHHO MoMoCTy

Peno3unums KocTei Hoca nocsie nepenoMa co cMelleHneM II KaTeropum CNOXHOCTM

YnaneHve Ao6pokadvecTBeHHbIX HOBOO6pa3oBaHuiA JIOP-opraHoB — I kaTeropus
CJTOXKHOCTM (C YYETOM MECTHOMN aHeCTe3unm)
WcceueHne obpaszosanmin JIOP opraHos (6e3 yyeTa aHecTesunn)

YaaneHve Ao6pokayvecTBeHHbIX HOBOoBpa3oBaHuiA JIOP-opraHos — II kaTeropus
CJTOXKHOCTM (C YYETOM MECTHOMN aHeCTe3unm)

YpaneHne obpokayecTBEHHOro HOBOO6pa3oBaHMS POTOMOTKM

YpaneHne HoBoobpa3oBaHusi CllyXOBOro Npoxoaa

YpaneHune HOBOO6paBOBaHVIFI YLLIHOI\/'I PaKOBUHbI C YYETOM MECTHOW aHecTe3nm I
KaTeropmm CnoXxXHocCTu

YpaneHne HoBOOH6pa3oBaHMS YLIHOW PaKoBWHbI C Y4ETOM MECTHOM aHecTesuu 11
KaTeropuu CroXXHOCTH

YpaneHne HOBOOHPa3oBaHMS YLIHOW PakoBUHbI C YY4ETOM MECTHOM aHecTesun 111
KaTeropuu CroXHOCTH

Moacnunsmcras Ba30TOMUSA HUXXHUX HOCOBBIX pPakOBUH paaAnOBOJIHOBbIM METOAOM MO
MECTHOW aHecTe3nen (CTOVIMOCTb aHecTe3nn BKJ'HO‘-IEHa) ! KaTeropusa CnoXXHoCTum

MoAcnmancTasi Ba30TOMMUS HXKHMX HOCOBbLIX PAKOBMH PaaMOBOSHOBLIM METOAOM MO/
MECTHOI aHecTe3uel (CTOMMOCTb aHeCTe3UM BKtoueHa) - II kaTeropusi CIOXKHOCTM

MoacnmancTas Ba3oTOMMUSI HUXKHMX HOCOBbIX PakOBMH MOA MECTHOM aHecTe3nein
(CTOMMOCTb aHECTE3UWN BK/IHOYEHA)

[ToBTOpPHas puHONNACcTUKa

YBO/IOTOMUS MO MECTHOM aHeCTe3nen

CenTonnactuka 1-oi KaTeropmum CNOXXHOCTU

1500

1300
550

5000
1300
2 800
55 000
82 000

8 400
3500

3 600

700

3500

110 000

13 500

17 500

14 000

3500

14 000

14 000

14 000

14 000

16 500

16 500

27 500

16 500

25 000

35000

22 000

25 000

16 500
190 000

21 000
41 000
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13058
13102
13150
13060
13062
13072
13063
13081
13109
13082
13171
13064
13147
13139
13140
13159
13065
13117
13071
13095
13106
13160
13066
13067
13083

13068
13075

13119

13125
13126
13076
13118
13087
13113
13086

13108
13088

A16.08.013.001
A16.08.013.001
A16.08.013.001
A16.08.008

A16.08.017.002
A16.08.017.002
A16.08.017.002
A16.25.024

A16.25.024

A16.25.024

A16.30.060

A16.08.002.001
A16.08.002.001
A16.08.002.001
A16.08.002.001
A16.08.002.001
A16.08.064

A16.08.064

A16.08.001.001
A16.08.001.001
A16.08.001.001
A16.08.001.001
A16.08.001.001
A16.25.014.002

A16.25.014.002

A16.25.019
A16.27.001.001

A16.08.050

A16.08.049
A16.25.039
A16.27.001.001
A16.08.071
A16.25.026
A16.08.076
A16.25.005

A16.25.005
A16.08.055

CenTonnacTuka 2-oil KaTeropmum CIOXHOCTU

CenTonnactuka (yaaneHue rpebHs)

CenTonnactuka (B gononHexue Kk ®3C)

MNepBWYHas puHonaacTuka

MWKpPOraiMoOpOTOMMS C OAHOMN CTOPOHbI I KaTeropmMm CNoXHoOCTU (Noa KOHTPONEM
3HAOCKOMNa)

MWKPOraiMOpOTOMUS C OZIHOM CTOPOHBI II KAaTEropun CIIOXHOCTM (MO KOHTPOJIEM
3HAockona)

MuKpOraiMopoTOMMUSA C ABYX CTOPOH (NoA KOHTPOSIEM 3HAOCKONA)

OTonNacTnKa peKoHCTPYKTUBHas (1 yxo)

OTonnactnka peKoHCTPYKTUBHAs - NoBTOpHas onepauus (1 yxo)
OTONNacTnKa PEKOHCTPYKTUBHAS (2 yxa)

McceveHnne nuraTypHOro CeuiLQ

ApneHotomums (noa KOHTposneM aHaockona) II kaTeropumn CroXHOCTH

AneHoToMus (Mo KOHTPOJIEM 3HA0CKONA) I KaTeropun CNoXXHOCTH
AneHoToMusi (MOA KOHTPOJIEM 3HAOCKOMA) C OHOBPEMEHHBIM LLIYHTUPOBAHMEM yXa

A,U,eHOTOMI/IFI (I'IOLI, KOHTpONEM 3H,C|,0CKOI'Ia) C OAHOBPEMEHHbLIM WWYHTUPOBAHUEM YyXa
(c oBYX CTODPOH)

AneHoTtoMus (Moa KOHTPOSIEM 3HAOCKOMA) C OAHOBPEMEHHbBIM MapaLeHTE3oM C ABYX

CTODOH

ToH3unnotoMus

TOH3UNIOTOMUSA C OAHON CTOPOHbI
ToH3uNaKTOMMUSA

TOH3UN3KTOMMSI C OAHON CTOPOHI

AZEHOTOH3MNNOTOMUA (NOA KOHTPONeM sHAockona) I kaTeropum CnoXxHOCTU
ALEHOTOH3MNOTOMUS (MOA KOHTPOJIEM SHAOCKOMA) C WYHTUPOBAHWE yXa C OAHOM
CTODOHB!

AZleHOTOH3MNNoTOMMS (NOA KOHTpOneM sHgockona) II kateropum CnoXxHOCTM
TuMnaHonnacTnka € cCaHupytolweM 3hheKToM

TuMmnaHonnacTuka I kateropum CrIoXHOCTH

CraneponnacTtuka (6e3 ctToMMocTy npoTe3a)
DYHKUMOHAIbHAs S3HAOCKONMUYECKasi CUHYCOTOMUS C OAHOW CTOPOHB!

SHAO0CKOMMYecKoe SJIEKTPOXUPYPrnuveCKoe yaaneHne HOBOO6paBOBaHMFI
npnaaTo4vHbIX Nasyx

DHOOCKOMMYECKOE 3/1IEKTPOXMPYPrUYECKOE YaaNeHNe HOBOOGPa3oBaHMs MoI0CTU
Hoca

DHAOCKOMMUYECKOE 3/IEKTPOXMPYPrMUECcKOe YAAIEHNe HOBOO6PA30BaHUs CpeaHero
vxa

®yHKUMOHANbHAsA 3HAOCKOMMYECKas CUHYCOTOMMS C ABYX CTOPOH

MoNCUHYCOTOMMSI C UCMONb30BAaHNEM BUAEOSHAOCKOMUYECKON TEXHUKM
CaHupyroLme C/lyxoCOXpaHsiioLwme ornepaunmn Ha CpegHeM yxe
MnacTvka ycTbsi EBCTAXMEBOMN TPY6bI

YwmnBaHve Moyku yxa II kateropmm CnoXXHOCTU

YwmnBaHme Mo4KkM yxa I kateropumn CioXKHOCTH
YaaneHne cMHeXui NosocTn Hoca

55 000
35000
21 000
165 000
35000
41 000
44 000
50 000
50 000
80 000
8 000
38 000
35000
41 000
45 000
44 000
27 000
19 000
48 000
35000
48 000
58 000
62 000
66 000
48 000

63 000
44 000

60 000

60 000
60 000
60 000
52 000
48 000
41 000
16 500

10 000
14 000
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13104

13105
13170
Annepronormsa
05401

05413

00003

M'Hekonorus
14001

14002
14042
14030
14031
14043
14003
14100
14004
14005
14008
14057
14055
14056
14039

14009
14010

14013
14017
14190
14218
14222
14029
14107

14154
14200

14210

14216
14217

14102
14016

14160

A16.08.010.002

A16.26.009.001
A16.25.023
B01.002.001
B01.002.001
A13.29.006.000.
001
B01.001.001
B01.001.002
B01.001.002
B01.001.001
B01.001.002
A11.20.002
A03.20.001
B04.001.002
A05.30.001
A05.30.001
A11.20.011.001
A11.20.008.002
A11.20.037
A11.20.040
A16.20.097

A16.20.059
A11.20.024

A16.20.036.003
A15.20.001
A16.20.096
A16.20.096
A16.20.022
A16.20.036.002
A06.20.001

A16.20.079
A11.20.011.001

B03.019.027.00
5

A22.20.001

A22.20.001

A03.20.003
A16.20.020

A16.20.098

MoACNM3MCTas peseKkLUUs HOCOBOW MEPEropoaKku

[akpnoumncTopuHOCTOMUS
KoxneapHas uMnnaHTaums (6e3 CToMMOCTM MMMIaHTa)
Mpvem Bpaya annepronora-MMMyHosora

MpreM Bpaya anneprosiora-MMMyHosora, NpodunakTUIecKkmii

Mcyxonormyeckoe 10abopTHOE KOHCY/IbTUPOBAHWE

Mpuem MHEKOJIOMA nepBUYHBIN

Mpuem MMHEKOJIOTA noBTOpHbIN (B NpeAenax Kypca neveHvst unv obcnenoBaHust B
TeyeHue 1 mec.)

MOBTOPHbBIN NpUEM BpavoM-FMHEKONOrOM MO pe3yNbTaTaM aHanM30B, UCCIIeaoBaHU
(CcoKpaLUEeHHbIA)

MpueM Bpaya-TMHEKONTOMA nepBuyHbIiA (K.M.H., A.M.H., 3acnyx.Bpad PO)

Mpuem Bpaya-MMHEKOJIOMA noBTOpHbI (K.M.H., A.M.H., 3ac/yX.Bpay P®)

B3siTme Maska Ha uccneaoBaHue (6e3 npuemMa Bpaya-rmHeKosnora)
Konbnockonus
Mpuem ruHekonora (npogocMoTp)

KTI nnoaa
KTI aByx nnoaos
Buoncusa weiikn MaTku (paanoBOSIHOBOM METOA)

BbickabnmBaHue LepBMKanbHOro KaHana (3HaoLepBuKanbHbIN obpasel)

Buoncus BynbBbl (PagnMoBOSIHOBOW METOA)
Broncus BysibBbl CKaNbMeNeM
YpaaneHve nonvna Lenku MaTku (paiMoBOIHOBOWM MeToA)

YpaneHve MHOPOAHbIX Te U3 Baraaumwa

BaHHOUKM BnaranuiHble, BBeAeHWE TaMMnoHa C JIekapCTBEHHbIMK NpenapaTtamu (6e3
yyeTa CTOMMOCTU NIEKapCTBEHHOro npenapara)

JleyeHue aposun weikn Matkm (CyprutpoH/ doTek)

HEPEBFIBKa nocne BCKPbITUA abcuecca

YnaneHune obpasoBaHus By/bBbl A0 0,5 cM - 1 aneMeHT
YnaneHue obpa3oBaHus By/ibBbl 6onee 0,5 cM - 1 anemMeHT
JlokanbHOEe ncceveHne Bnaranuila (C HanoXKEeHNEM LIBA)
JleyeHune 3po3un Wweikn MaTku (nasep)

I'mcTepocanbnuHrorpadmsi ¢ y4eToM CTOMMOCTU KOHTPAcTHOrO B-Ba (MpUMeHsieTCs!
COBMECTHO C ycyroi 60202)

BakyyM-acnmpaums CoAepXXMMOro nosocTv MaTku

3kcumsms wenkn matku (CypruTpoH / doTek)

TecT-guarHocTvka noaTrekaHus OKOMOMI04HbIX BOA,

J1azepoTepanusa npu 3aboneBaHUsIX XEHCKUX NOMOBbLIX opraHoB (1 aHaToMuyeckas
30Ha) - 1 ceaHc

J1azepoTepanusa npu 3aboneBaHMAX XXEHCKMX NOMOBLIX OPraHoB (2 aHaToMuyeckme
30HbI) - 1 ceaHc

'mcTepockonus - onepaunoHHas (6e3 cToMMOoCTn Hapko3a)

BckpbiTHe abcuecca bapTonnHneBoit xenessbl

MnacTmka nonoBbiX ryb (1labuonnacTuka) ¢ UCrosb30BaHMEM KITMHOBUAHOW /
JIMHENHON METOAMKM OAHOCTODPOHHSIS!

41 000

41 000

250 000

2 900

1500

1400

2 600
2 400
1200
2700
2 500

800
2 500
1500
2 200
2 500
3 000
2 500
3 000
4 000
3 000

1000
550

5000
800
900

2 500

8 000

3200

6 300

1100
8 000

1350

10 000

15 000

10 000
10 000

32 000
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14195

14033

14018

14020
14161

14170

14171

14022

14023

14108

14109

14110

14111

14192

14112

14113

14114

14115

14178

14120

14122

14123

14124

14125

14126

14127

14177

14128

14129

14130

14131

14132

14133

14138

14139

A16.20.098

A16.20.091.001

A16.20.060

A16.20.083
A16.20.028

A16.20.028

A16.20.028.003

A16.20.101

A16.20.101.001

A03.20.003.001

A03.20.003.001

A16.20.099.001

A16.20.099.001

A16.20.099.001

A16.20.099.001

A16.20.063.017

A16.20.008

A16.20.008

A11.20.003

A11.20.008

A16.20.003.001

A16.20.003.001

A16.20.001.001

A16.20.001.001

A16.20.001.001

A16.20.001.001

A16.20.061

A16.20.017.001

A16.20.017.001

A16.20.056

A16.20.038

A16.20.038

A16.20.038

A16.20.004.001

A16.20.004.001

MnacTmka nonoBbix ryb (1labuonnacTmka) ¢ UCrosb30BaHWEM KITMHOBUAHOW /
JIMHENHON METOAMKM [ABYXCTODPOHHSISI
Mapcynvanusaums KUCTbl 6apTONMHMEBOM XKeNesbl

MMeHonnacTMka (BOCCTAHOBNIEHWE AEBCTBEHHOM MeBbl)/6e3 CTOMMOCTU Hapko3a/

3aaHsAs NacTUKa Braranuviua v eBaToponiactmka

MepeaHsis nnacTuka Bnaranuwa + 3aaHss nnacTuka Bnaranuwa c
JIEBATOPOMNACTUKON I KaTeropum CoXKHOCTU

MNepeaHsas nnacTuka Bnaranuwa + 3a4HsAs NnacTuka Bnaranuwa c
ieBaToporniacTMkon II KaTeropmum CNoXKHOCTU

MepeaHsis nnacTuka Bnaranuwa

YpaaneHue kuctel bapTonnHneBoit xenesbl (6e3 CTOMMOCT HapKo3a)
Ypanenue knctbl Bnaranuwa (6e3 ctoumMocTv Hapko3a)

MCTEepope3eKTOCKONMS: MOIMN3KTOMMS (C MCCEYEHMEM OCHOBaHMA nonuna) I
KaT.CNOXHOCTU

McTepope3eKToCcKoNnS: NOMNIKTOMUS (C NCCeYEHNEM OCHOBaHMS nonuna) II
KaT.COXXHOCTH

McTepope3eKToCKONMS MMOMATO3HbIX Y3/10B NepBuyHas I kaTeropum CnoXHOCTU

'MCTepope3eKkToCKoNUsS MMOMaTO3HbIX Y3/10B nepBuyHas II kateropnmn cnoXXHOCTH
McTepope3eKTOCKONMsS MMOMAaTO3HbIX Y3/10B nepeuyHas III kaTeropum CnoXxHOCTH
MCTEpOpE3EKTOCKOMNMS MMOMATO3HbIX Y3/10B NOBTOPHas

'mcTepopesekTockonus: abnaums / pesekuus sHAOMeTpus

PacceueHne BHYTPUMATOUHBIX CUHEXMI I KaTeropnm CoXXHOCTU
PacceueHne BHYTPMMATOUHbIX CMHEXMI I KaTeropum CloXXHOCTU
Marnenb 6uMoncuna sHAOMEeTpUs

POB

Jlanapockonuyeckasi aaHEKCIKTOMUS I KaTeropum CroXXHOCTH
Jlanapockonunyeckas agHeKcakTomMms II kaTeropumn CNoXXHOCTU

Jlanapockonuueckasi pe3ekums SMYHUKa (LIMCTIKTOMMS) C OAHON CTOPOHbI I
KaTeropum CroXHOCTU

Janapockonuueckasi pesekuust s4HuKa (LMCTIKTOMUS) C OAHOW CTOPOHbI 1T
KaTeropum CioXHOCTU

Jlanapockonuueckasi pe3ekumst SMYHUKa (LIMCTIKTOMMS) C ABYX CTOPOH I kaTeropum
C/TOXXHOCTM

Jlanapockonuueckasi pesekumst sudHuKa (LMCTIKTOMUSA) € ABYX CTOPOH II kaTeropum
CITOXXHOCTM

JlanapoTtoMuyeckasi pe3ekumst SMYHUKA (LMCTIKTOMMS) C ABYX CTOPOH
Jlanapockonuueckoe yaaneHue napaoBapuasnbHbIX KUCT C OAHOW CTOPOHbI I
KaTeropum croXXHOCTU

nal'lapOCKOI'IVILIECKOE yaoaneHne napaosapuanbHbIX KUCT C o,quf/i CTOPOHbI II
KaTeropmm CnoXxXHocCTu

Jlanapockonuyeckas kayTepusauusi SAM4HUKOB

JTanapockonuyeckas onepaumsi npn 6ecnnoann I kKaTeropusi CIOXKHOCTU
(canbnMHrooBapPNOIU3NC+HXDOMOCASIbNMNHIOCKOMNWNS)

JTanapockonuueckas onepaumsi npn 6ecrnnogum II kateropmns CNOXHOCTH
(canbnMHrooBapuoM3nc+KayTepmnsaums SMYHNKOB+XPOMOCA/TbIMHIOCKOMMS)
JTanapockonuyeckas onepaumst npu 6ecnnoaunn III kaTeropmns CNOXHOCTU
(canbnuMHrooBapuonu3nc+kKayTepmsaums
SANYHUKOB+aAre3anonun3nc+xpoMocasbNMHIOCKONnNS+ CalbNUHIOHEOCTOMUS )
Jlanapockonunyeckas Ty6aKToMUs (C OIHOM CTOPOHBI) I KAaTEropuMmn CNOXHOCTH

Jlanapockonuueckast Ty63akToMus (C 04HOM CTOPOHbI) II KaTeropum CnoXHOCTH

60 000

22 000

20 000

39 000
60 000

65 000

39 000

30 000

22 000

30 000

37 000

35000

45 000

64 000

40 000

37 000

32 000

45 000

7 000

10 000

50 000

65 000

45 000

53 000

53 000

65 000

40 000

50 000

70 000

47 000

45 000

60 000

70 000

42 000

53 000
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14140

14141

14173

14174

14142

14143

14144

14145

14146

14147

14148

14149
14150

14165
14151

14155

14156

14199

14157

14158

14189

14188

14187

14186

14159

14180

14166

14167

14168

14193

14194

14196

A16.20.004.001

A16.20.004.001

A16.20.004.001

A16.20.092.001

A16.20.041.001

A16.20.012

A16.20.012

A16.20.014

A16.20.014

A16.20.014

A16.20.063

A16.20.095
A16.20.028.005

A16.20.007
A16.20.036.001

A16.20.011.002

A16.20.011.002

A16.20.011.002

A16.20.010

A16.20.010

A16.20.010

A16.20.010

A16.20.010.002

A16.20.010.002

A16.20.035

A16.20.035

A16.20.035.001

A16.20.035.001

A16.20.035.001

A16.20.035.001

A16.20.035.001

A16.20.011.001

Jlanapockonunyeckas Ty6akToMusi (C AByX CTOPOH) I kaTeropmm CnoXxxHoCTu
JNanapockonuyeckas Ty6akToMuns (C AByX CTOpOH) II kaTeropum CrIOKHOCTM
Jlanapockonuyeckasi onepaumsi py BHEMaTOYHON 6epeMEHHOCTH C Ty6aKTOMUEN
Jlanapockonuueckas onepaums NpyM BHEMaTOYHOM HepeMeHHOCTU C COXpPaHEHWEM
MaTOYHOW TPYObI

Jlanapockonuyeckasi ctepunmsaums MaTouHbIX Tpy6

BnaranuwHas akcTupnaums MaTtku I kaTeropum CroXHOCTM

BnaranuwHas akcTupnaums Matku II kateropum CnoXHOCTU

BnaranuiuHas sKCTMpnaumst MaTK1 C aiHECOKTOMMEN I KaTeropum CodXXHOCTM
BnaranuwHas skcTupnaums MaTku ¢ agHecakToMuel 11 kaTteropum CroXHOCTM
BnaranuiuHasi SKCTMpnaumst MaTK1 C aAHECOKTOMUEN C MAaCTUKOM CTEHOK
Blaraaviia

BnaranuiuHasi sKCTMpnaums KynbTy LWEWKKU MaTku (nocse paHee nepeHceHHon HAM)

AMMyTaums WeNK1 MaTku
MaHuecTepckas onepaums (amnyTtaums / nnacTuka) Wenkn MaTku

MnacTuka Wenkn MaTku
PaanoBONHOBAs KOHMU3ALMS LLENKM MaTKu

JlanapoTtomus, 3KCTMpraums MaTkn ¢ npuaaTkamy I kateropum crnoXxHoCTU
JlanapoToMus, 3KCTMpnauusa MaTku € npuaatkamu II kateropumn crnoXxHoOCTH
JlanapoTomusl HaaBnaranuwHas amnyTtaums Matkv 6e3 npuaaTkos
JlanapoTtomus akcTupnaums MaTkun 6e3 npuaaTkos I kaTeropum CNoXHOCTM
JlTanapoTtomus akcTupnauma matku 6e3 npuaatikos II kaTeropum cnoXHOCTU
JlanapoTtomusi, HaaBnaranvHas amnyTaums matkv 6e3 npuaaTtkos I kaTeropum
CNOXXHOCTH

JlanapoTtomusi, HaaBnaranvwHas amnyTtaums matkv 6e3 npugatkos II kaTeropum
C/IOXXHOCTH

JlanapoTomus, HagBnaranuwHaa amnyTtaums MaTku ¢ npuaaTtkamm I kateropmm
CNOXHOCTH

JlanapoTomusa, HagBnaranuwHas amMmnyTaumns MaTkv ¢ npugatkamu II kateropmm
CIIOXXHOCTU

KoHcepBaTuBHasi MMOM3KTOMMS (NanapoToMus)

KoHcepBaT/BHasi MMOM3KTOMMS (nanapoToMus) npy Muome matke 6onee 10 cm

Jlanapockonuyeckasi MMOM3KTOMMS I KaTeropum crioxkHocTu (MMoMa fo 2 cM)

Jlanapockonunyeckas MMoMakToMus I kaTeropum CNOXHOCTM (MMOMa OT 2 A0 5 cm)

JTanapockonunyeckas MmomakTomums III kaTeropum cnoXXHocT (M1oma CBbille 5 cM)

Jlanapockonumyeckasi MMOM3KTOMMS IV KkaTeropmm CnoXxHocTu (MMoMa CBbIle 7 CM)

Jlanapockornmyeckasi MMOM3KTOMMS NMPU MHOXECTBEHHBIX Y3/1ax

Jlanapockonuueckasi rmcTepaKToMUsS (3KCTMpNaLMs MaTku) 6e3 NpuaaTKoB

50 000

70 000

60 000

50 000

55 000

65 000

100 000

90 000

130 000

145 000

40 000

35 000
55 000

30 000
20 000

90 000

120 000

90 000

90 000

115 000

70 000

90 000

80 000

100 000

80 000

100 000

50 000

77 000

88 000

103 000

98 000

150 000
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14197

14198

14220

14221
14223
14224
14025
14044
14026
14027
14034
14035
14201
14202
14203
14207
14204
14205
Yponorus
15001
15002
15024
15025
15077
15078

15004
15005

15000

15006
15007

15051

15062
15010
15052
15053
15054
15055

15056

15059

A16.20.011.003

A16.20.010.001

A16.20.010.003

A16.20.081.001
A16.20.039.001
A16.20.063.001
A11.20.014
A11.20.014
A11.20.015
A11.20.015
A11.20.015
A11.20.015
B03.001.005
A16.20.037
A16.20.037
A16.20.037
A16.20.037

B03.001.005

B01.053.001

B01.053.002

B01.053.001

B01.053.002

B01.053.001

B01.053.002

A11.21.004
A11.28.008

A11.28.008

A11.28.009
A11.01.002

A01.20.002.001

A11.21.006
A11.28.007
A11.28.007
A11.28.007
A11.28.007
A16.21.043

A16.21.043

A16.28.086

Jlanapockonuueckasi rMcTepaKTOMMS (3KCTMpNALMs MaTKK) C NpuaaTkamMu

Jlanapockonuyeckas HaaBnaraauiiHas aMnyTaums MaTku 6e3 npuaaTkos

Jlanapockornuyeckas HagsnaranvwHas amnyTauus MaTky ¢ npuaaTkamm

Jlanapockonmyeckas CakpoBarvHomneKcms

Jlanapockonuyeckas METPONIACTMKa (MpW HECOCTOATENILHOCTY LLBa NOC/E Kecapesa
ceuyeHns)
Jlanapockonuyeckas SKCTUpNaums KynbTy WERKN MaTKu

BeeaeHune cnvpanu

BBeneHue cnupanu "MupeHa" unu "KannuHa"

Ynanenue cnvpanu

Ynanenune cnnpanu (Hannume BMC 6onee 5 neT) I kaTeropumn cnoyxHOCTu
Ynanenune cnnpanu (Hannume BMC 6onee 5 net) II kaTeropnmn cnoyxHoCTu
Ynanenune cnnpanu (Hannume BMC 6onee 5 net) III kaTeropumn cno)xHOCTu
MeankaMeHTO3HOE npepbiBaHe 6epeMeHHOCTV 40 6 Heaenb (TONbKO B COCTaBe
KoMrnnekca 14205)

Xvpypruyeckoe npepbisaHme 6epeMeHHOCTM (6€3 CTOMMOCTM HapKo3a) - MUHMU
abopT (0o 5 Henenb)

Xupyprudeckuin abopt (Ao 11 Heaenb) I KaTeropum CrIOXXHOCTK

Xupyprudeckuin abopt (a0 11 Hegenb) II kaTeropum cnoXxxHoctu (nepaast
6epmeHHOCTb, pybeL Ha MaTke, MMOMa MaTKu 1 Ap.)
MpepbiBaHWe 6epeMEHHOCTM NpU 3aMepLeit 6epeMeHHOCTH

MeanKaMeHTO3HOe npepbiBaHWe 6epeMeHHOCTU A0 6 Heaenb (KOMMIeKC:
MEAMKAMEHTO3HbIV abopT, KOHTpoNbHOE Y3U, MOBTOPHLIN NPUMEM Bpaya-rHeKosnora)

Mpuem YPOJIOTA nepBuyHbIii

Mpuem YPOJIOIA nOBTOpPHBIN (B Npeaenax Kypca fedveHust unu obcneaoBaHust B
TeyeHue 1 mec.)
Mpuem YPOJIOTA nepBUYHLIN (K.M.H., A.M.H., 3aC/y>KeHHbI Bpay Pd)

Mpuem YPOJIOTA noBTOpHBbIN ( K.M.H., A.M.H., 3aCNy>XeHHbI Bpad P®) (B npeaenax
Kypca neveHuns wnun obcnenoBaHus B TedeHune 1 mec.)
Mpuem AHAPOJIOTA nepBUYHbIN

Mpvem AHAPOJIOTA noBTOpHLIV (B Npeaenax Kypca nevyeHns unm obcnefoBaHus B
TeyeHue 1 mec.)

B3aTue aHanunsa cekpeta u3 nNpocTaThl

WMHCTUNNSIUMS NeKkapcTBEHHbIX CPEACTB B MOYEBOM My3blpb (6€3 CTOMMOCTU
npenapaToB)

MHCTUNNsSIUMS: NeKapCTBEHHbBIX CPEACTB B MOYEBON My3bIpb (CO CTOMMOCTbIO
npenapaToB)

NHCTMRNSAUMS nekapcTBEHHBIX CPEACTB B YPETPY

HoBokanHoBast 6510kaaa no JIopuH-InwneiHy (Npu opxuTax)

O6paboTka Hapy>HbIX MOSIOBbIX OPraHOB Ae3CPeACTBAMM

BBeaeHne nekapcTBEHHbIX CPeACTB B KABEPHO3HOE TEN0
KaTeTepusaumnst MOYEBOro ny3bipst XXEHLLMH

KaTeTepmsaums MOYEBOro ny3bips Y MY>X4MH I KaTeropmm CoXXHOCTH
KaTeTepu3aums MOYEBOro ny3bipst Y My>4unH II kateropumn ClnoXXHOCTH
KaTeTepmsaunst Mo4eBoro ny3bipst y My>uyumH III kateropnmn CoXXHOCTU
YpaneHve HakoXHbIX 06pa3oBaHuii I kaTeropum CNoOXHOCTU

YpaneHve HakoXHbIX 06pa3oBaHuii I KaTeropum CroXXHOCTU

YpaneHue KapyHKyna, nonvna ypeTpbl y XeHLWmMH I kaTeropum cnoXxHocTu

180 000

95 000

110 000

220 000
90 000
170 000
3 000

4 000
1500

3 000

4 000

6 000
12 800
17 600
20 000
27 000
20 000

19 000

2 500

2 300

2 600

2400

2 600

2 400

900
1750

2 100

900
1700

350
1200
1100
1700
2 200
3300
3 000
5000

10 000
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15060
15061
15063
15064
15065
15066
15067
15068
15098
15069
15070
15071
15074

15014
15016

15021
15097

15022
15026

15102

15101

15030

15106

15045
15086

15082
15200
15120
15083
15087

15201
15202

15210

15207

15208

15209

15203

A16.28.086
A16.28.086
A15.21.001
A15.21.001
A15.21.001
A16.28.072.001
A16.28.072.001
A16.28.072.001
A16.28.072.001
A16.01.016
A16.01.016
A16.01.016
A16.28.051

A16.28.058
A16.28.013.001

A21.21.001
A03.28.002

A03.28.002
A17.21.003

A17.21.003

A17.21.003

B03.053.002

A11.21.006

A03.28.001
A16.28.051

A12.28.006
A11.21.006
A17.24.001
A06.28.011
A06.28.007

A16.28.040
A17.21.003

A17.21.003

A17.21.003

A17.21.003

A17.21.003

A17.21.003

YpaneHvne KapyHKyna, nonuna ypeTpsbl Y XXeHWuH IT kKaTeropmum CnoXxHocTm
YpaneHune KapyHKyna, nonuna ypeTpbl Y XeHLWnH III kaTeropmm CnoXxHoCcTn
MepeBsi3ka yponornyeckon nocneonepaunoHHoM paHbl I KaTeropum CrIoXXHOCTM

MepeBsi3ka yponornyeckon nocneonepaunoHHom paHbl II kaTeropum cnoXxHoOCTH
MepeBsi3ka yponornyeckon nocneonepaunoHHon paHbl III KaTeropmum CroXXHOCTH
3aMeHa LIMCTOCTOMMYECKOro ApeHaxa I kateropmm cnoxHoctu (6e3 kateTepa)
3aMeHa uMcTocToMmnyeckoro apeHaxka II kateropmm cnoxxHoctun (6e3 kateTepa)
3aMeHa LmMcTocToMmnyeckoro apeHaxa III kateropun cnoxHocTn (6e3 katetepa)
3aMeHa UMCTOCTOMMYECKOro ApeHaka I KaTeropmm CnoXHoCTH (CO CTOMMOCTbIO
KaTeTepa)

MNcceueHne aTepoMbl MOLIOHKM 1 KaTeropmm Cno)XHOCTH

NcceyeHne atepoMbl MOLLIOHKK IT KaTeropum CnoXXHoOCTn

NcceueHne atepoMbl MOLWOHKK TITIT KaTeropum CNoXXHOCTH

3aMeHa YpeTepoKyTaHEOCTOMUS C OAHOW CTOPOHBI

BnipaBneHune napadumosa
YaaneHve HOPOZHbIX TE U3 YPETPbI

Maccax npoctathl (1 ceaHc)
Ypetpockonus I KaTeropmum CnoXxHoCTu
Ypetpockonus II kaTeropum Co)XHOCTH

JleyeHne NpocTaTuTa U HapyLIeHWiA NoTEHUMK Ha an-Te "MaTpukc-yponor" (1 ceaHc)

JleueHne nNpocTaTuTa U HapyLeHuii NoTEHUMK Ha an-Te "MaTpukc-yposnor" +
Maccax npocTaTbl (1 ceaHc)

KypcoBoe neyeHne npoctaTuta v HapyLweHuin MoTeHUMKU Ha an-Te "MaTpukc-yponor”

+ Maccax npoctaTsl (10 ceHcoB)

CnepmorpaMma

BBeaeHWe nekapcTBEHHOrO NpenapaTa B 6Ky npy 6one3Hn MelipoHu (6e3
CTOMMOCTYM MNpenapaTa)

Lincrockonusi B aMbynaTopHbIX YCIIOBUSIX

LIcTockonmus € yCTaHOBKOM MOYETOYHUKOBOMO CTEHTA (B aMByNaTOPHbLIX YCI0BUSIX)

YpodnoymeTtpusi
naHynonnacrTunka

TubuanbHas Helipomoaynaums

YpeTtporpadusi C y4eTOM KOHTPaCTHOro BellecTtsa (BbIMOHSETCS COBMECTHO C
ycnyron 60207)

Linctorpacdus (BbINONHAETCS COBMECTHO C ycnyroi 60208)

By>xMpoBaHue ypeTpbl

JNleyeHune Ha annapate CMAPT TMPOCT - 1 ceaHc

JleyeHune Ha annapate AHAPOrvH - 1 ceaHc I KaTeropuun CIOXXHOCTH

JleyeHune Ha annapate AHAporvH - 1 ceaHc II kaTeropun CNOXXHOCTH

JleyeHune Ha annapaTte AHAPOrMH + MaccaXk NpocTaTthbl - 1 ceaHc

JleyeHune Ha annapaTte AHAPOrWH + Maccax npoctaThl - 10 ceaHcoB

JleyeHune Ha annapaTte CMAPT MPOCT - 10 ceaHcoB

12 000
15 000
1400
2 200
2700
1850
2 400
5600
2 200
3500
5 000
7 000
2 200

1100
1000

1300
5000

7 000
1700

2400

20 000

3000

800

10 000
15 000

1500
15 000
800
4200
3100

3 000
1600

1600

2 200

3300

29 000

14 000
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15151
15152

15160
15035
15036
15057

15050
15075

15076
15037
15038
15039
15072
15073
15041
15080
15081
15094
15085
15093
15111
15088
15089
15090
15091

15092

15103
15104
15105
15107
15157
15108
15109
15121
15122
15129
15130
15123

15124

15131

15125

15128

15126

A03.28.001
A03.28.001

A16.28.025
A16.21.038
A16.21.038
A16.21.043

A16.21.038
A16.28.045.004

A16.28.045.004
A16.28.045.004
A16.28.045.004
A11.21.002
A16.21.025
A16.21.025
A16.21.025
A16.21.013
A16.21.013
A16.21.013
A11.21.005
A11.21.005
A16.20.042.001
A16.20.042.001
A16.28.026
A16.21.002
A16.21.002

A16.21.002

A16.21.037.001
A16.21.037.001
A16.21.037.001
A16.28.072
A16.28.072
A16.28.072
A16.28.072
A16.21.003
A16.28.089
A16.28.089
A16.28.089
A16.28.026.002

A16.28.039.001

A16.28.039.001

A16.28.071.001

A16.28.071.001

A16.19.010

LicTockonus B yCI0BUSIX OMEPALIMOHHOM
Lucrockonus ¢ YCTaHOBKOVI MOYETOYHUKOBOIo CTEHTA B YCNOBUAX OI'IepaLI,VIOHHOVI

ANUUNCTOCTOMUS

MnacTvka KpanHen nioTu C ee coXpaHeHUEM (C YYETOM aHECTE3NM)
®peHynoTomus (C y4eTOM aHecTe3nn)

YaaneHue HakoxHbIX 06pa3oBaHuit 111 kaTeropum CNOXHOCTU

DpeHynoToMus

MUKpOXUpYpruyeckas BapnKoLETIKTOMUS MOLIOHOYHBLIM AocnyrnoM (C 1-i CTOPOHbI)
I kKaTeropumn CNOXXHOCTH

MUKPOXUPYpPruyeckas BapuKOLIENTSKTOMUST MOLLIOHOYHBIM 0CMynoM (C 1-i CTOPOHbI)
IT kaTeropnm CNOXXHOCTH

MUKpOXUpYpruyeckas BapnkoLETIKTOMUS MOLIOHOYHBLIM AocnynoM (C 1-i CTOPOHbI)
III kaTeropmm CNOXXHOCTH

MWKpOXMpypryyeckasi BapuKoLENIKTOMUS MOLIOHOYHBIM AOCTYNOM (C 2-X CTOPOH) -
C VYETOM aHECTE3NM

buoncums smuek ¢ 2-X CTOPOH C onepaunoHHbIM LOCTYMNOM

Onepauust npu rmapouene I KaTeropum CIoXHOCTU

Onepauust npu rmapouene II kKateropun CIOXHOCTU

Onepauus npu rnapouene III kateropumn cNoXXHOCTU

LinpkyMumsusa I kateropmm CnoXxHocTn

LinpkyMumsms II kateropmm cloXxHoCcTn

Linpkymumsus III kaTeropun CnoXXHoCTn

MyHKUMOHHasA 6uoncmsa npoctaTthl MynbTUdOKaNbHasa I KaTeEropun CNoXXHOCTU
MyHKUWOHHas buoncust NpoctaThl MynbTUdoKanbHas II kKaTeropumn cNoXHOCTH
TpaHco6TypaTOPHbIN TPOAKAPHBI CUHTETUUYECKMIA CUHT I KaTeropum CnoXXHOCTH
(TVT-0)

TpaHcobTypaTOpHbIN TPOaKaPHbIA CUHTETUYECKMIA CAMHT II KaTeropmum CNoXHOCTH
(TVT-0)

TpaHcypeTpanbHasl aNeKTpope3ekUmnsi MOYeBOro ny3bipsi

TpaHcypeTpanbHas 3N1eKTpope3eKLUmMst NPeacTaTeNbHON Xenesbl Npy ageHoMe
npoctatkl (ArMK) I kaTeropnn cnoXxHocTn (06beM NpocTaThl A0 60 Ky6.cM.)
TpaHcypeTpanbHas aNeKTpope3eKLUsa NPeacTaTenbHON Xenesbl Npy ageHoMe
npoctatb! (ArMXK) II kaTeropmm cnoxxHoctn (06beM npoctaThbl 60 - 90 Ky6.CM.)
TpaHcypeTpanbHas 3N1eKTpope3eKLUmMst NPeacTaTeNbHON Xenesbl Npy ageHoMe
npoctatbl (AMMK) III kaTteropumn cnoxHoctn (06bem npoctaTbl 6onee 90 ky6.cM.)
WcceueHne kncTbl NpugaTtka suuka (cnepmatouene) I kateropum CnoXxHOCTK
Mccevenne kncTbl NpuaaTka audka (cnepmarouene) II kateropumn CnoXxHoOCTH
WcceueHne kucTbl npuaaTka simdka (cnepmatouene) III kaTeropum CloXXHOCTM
TpoakapHas UMCToCcToMMS 1 KaTeropnm CoXKHOCTH

Lincroctomus

TpoakapHas umctoctomms II kaTeropnm CNoXKHOCTH

TpoakapHas uncrtoctomus III kaTteropun CNoXXHOCTH

AIEHOM3KTOMMUSA

YUpecKoXKHas MyHKLUMS KMCTbl MOYKKU I kKaTeropmm CnoXxxHocCTu

YpecKoxHas NyHKUUS KMCTbl NOYKK IT KaTeropmum CNoXHOCTU

YpeckoxHasa NyHKUMSA KMCTbl noyku III kaTeropmm CnoXHoOCTH

TpaHcypeTpanbHas 3/1EeKTPOPE3eKLMS LUENKM MOYEBOIO My3blps

TpaHcypeTpanbHas onTuyeckas ypeTpoToMust I KaTeropum CnoXXHoCTU

TpaHcypeTpanbHas onTuyeckast ypetpotomus II kateropum cnoXXHOCTH

Jlanapockornunyeckoe ncceveHme KUCTbl NoYkn I kaTeropumn crnoXHoOCTu
Jlanapockornuyeckoe ncceyeHme KUCTbl noyku II kateropmm CnoxxHocTu

McceueHne ceuLLa@ NPOMEXHOCTHU

13 000
15 000

27 000
14 000
15 000
15 000

10 000
35000

45 000
55 000
65 000
26 000
35000
45 000
55 000
25 000
30 000
40 000
20 000
25 000
65 000
100 000
50 000
65 000
75 000

88 000

23 000
28 000
33 000
16 500
33 000
22 000
30 000
78 000
30 000
40 000
50 000
37 000

45 000

60 000

49 000

65 000

30 000
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15127 A16.28.017
15132 A16.28.054
15133 A16.28.050.001
15162 A16.28.050.001
15163 A16.28.050.001
15134 A16.28.049
15136 A16.28.001.001
15156 A16.28.001.001
15158 A16.28.001.001
15159 A16.28.001.001
15155 A16.28.052.001
15161 A16.28.084.003
15138 A16.28.017.001
15144 A16.28.017.001
15139 A16.28.082
15140 A16.28.045.001
15141 A16.28.045.002
15142 A16.28.029
15143 A16.28.038.001
15145 A16.28.038.001
15146 A16.28.038.001
15148 A16.28.080
15165 A16.21.010
15149 A16.20.027.001
15150 A03.28.001
[epmaTtoBeHeposiorms

16001 B01.008.001
16002 B01.008.002
16034 B01.008.001
16035 B01.008.002
16036 A03.01.001.002
16047 A03.01.001.003
16032 B01.008.001
16033 B01.008.002
16100 B04.008.002
16220 A03.01.001
16037 A03.01.001

LncrtonutoTtomms

YpeTeponuToaKCTpakLums

KoHTaKTHas ypeTeponutoTpuncus I kateropum CnoXxHOCTH
KoHTakTHas ypeTeponutoTpuncus II kateropum CnoXxxHocTu

KoHTakTHas ypeTteponutotpuncus III kaTeropmm CnoXXHOCTH

YpeckoxxHast HedponuToTpuncus

YpeckoxHas NyHKUMoHHas HedpocTomms (6e3 cToMMocT He(pPOCTOMUYECKOTO

OpeHaxa)
l-|peCK0)KHa$1 NYHKUWNOHHaA HeCDDOCTOMMFl I KaTeropmun CnoXxXHoCTu

YUpeckoxHas nyHKUnoHHas HedpocTomms II kaTeropmm ClnoXxHOCTH
YpeckoxkHas NyHKUMOHHas HedpocTomms III kaTeropum CnoXXHOCTH
3ameHa HeppoCTOMMYECKOro ApeHaxa (6e3 CToMMOCTH ApeHaxa)
TpaHcypeTpanbHas hrMbponnenokanmkonMToTpUncus

KoHTakTHasi umctonuToTpmncms

KoHTaKTHast LUMCTONIMTOTPUNCUSA NPU KPYMHBIX U MHOXXECTBEHHbIX KaMHSX
McceyeHne napaypeTpasnibHON KUCTbI

MepeBsi3ka 1 nepeceveHne SUYKOBOMN BEHbI C UCMO/Ib30BaHNEM

BWAE03HAOCKOMMYECKUX TEXHONOT UM

KnmnupoBaHWe SIMYKOBOM BEHbI C UCMOJIb30BAHWEM BUAEO3HAOCKOMNUYECKMX
TEXHOJIOrnM

Pe3ekumsa Mo4eBoro nysbips
Mnactuka ypetpsl I kaTeropmm

Mnactuka ypetpsbl II kaTeropuu

Mnactuka ypetpsol III kaTeropun

TpaHCNo3uumMs YpeTpbl Npy NOCTKOMTASIbHOM LIMCTUTE

Opx3KTOMMUSA

PeKOHCTpYyKT1BHas onepaums npu MoYenysblpHO-BRaraamLiHOM CBULLe
SHAOCKOMNMYECKasi 3NEKTPOKOAry/isiLMS C/IM3MCTON MOYEBOIO Ny3bIps
Mpvem JEPMATOBEHEPOJIOIA nepBuYHbIi

MpueM aepMaToBEHEPOSIOra MOBTOPHLIV (B Npeaenax Kypca JIeYeHns uim

obcnenoBaHns B TeveHue 1 mec.)
Mpvem TPUXOJTOTA nepBUYHbIN

Mpuem TPUXOJIOTA noBTOpHbLIN (B Npeaenax neveHusi/obcnenosanns 1 mMec.)

Lindposas Tpmxockonus (BXoauT B Npuem)

doToTpuxorpamma

Mpuem fepmaToBeHepoiora NepBUYHbINA (K.M.H., A.M.H., 3acnyx.Bpad PO)
Mpuem aepMaToBeHeposiora NoBTOPHbIN (K.M.H., A.M.H., 3aC/yX.Bpay PO) B
npegenax Kypca neveHvst v obcnenosaHus 1 mec.

Mpuem aepmaTtoBeHeponor, NpocdocMoTp (B T.4.0CMOTP MNepea narepem)

[AuarHoctvika HoBoobpasoBaHmii (1 eA.) C UCMoNb30BaHWEM AEePMATOCKOMNa

Lindpposas aepmatockonus (1 ea.)

35000

25 000

55 000

65 000

70 000

65 000

26 000

44 000

52 000

62 000

16 500

85 000

45 000

65 000

40 000

60 000

65 000

46 000

20 000

55 000

150 000

58 000

60 000

73 000

15 500

2 500

2 300

2900

2 500

1250

2 800

2 600

2 400

1500

400

800
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16409 A11.01.003
16405 A02.01.006
16222 B01.008.001
16210 A16.01.013
16230 A16.01.017
16231 A16.01.017
16232 A16.01.017
16233 A16.01.017
16234 A16.01.017
16235 A16.01.017
16236 A16.01.017
16240 A16.01.017
16241 A16.01.017
16242 A16.01.017
16243 A16.01.017
16244 A16.01.017
16245 A16.01.017
16246 A16.01.017
16247 A16.01.017
16248 A16.01.017
16237 A24.30.004
16250 A16.01.031
16251 A16.01.031
16252 A16.01.031
16253 A16.01.031
16254 A16.01.031
16206 A24.01.005
TpaBmaTtosniorus
18001 B01.050.001
18002 B01.050.002
18004 B01.050.001
18005 B01.050.002
18007 B01.050.002
18006 B01.050.001
18360 A16.24.016
18301 A16.04.047
18316 A16.04.047
18322 A16.04.047
18323 A16.04.047

BHYTpU1KOXHOE obKanbiBaHWE o4ara npu rHeE3HOW anioneumumm co CTOMMOCTbIO

npenapaTta
JIIOMUHUCLIEHTHas! AMarHocTuka Koxu (ocMoTp namnon Byaa)

OcMOTp Ha neankynes

YpaneHue reMaHrnom Ha nuvue (1 anemeHT)
YpaneHve HoBoobpa3oBaHus Ha Tene a0 0,3 cM (paanoBOSHOBOM METOA)

YnaneHve HoBoobpa3oBaHusi Ha Tene Ao 0,5 cM (paavoBONHOBON MeToz)
YpaneHve HoBoobpa3oBaHMs Ha Tene A0 1 cM (paaAMoBOIHOBOWM MeToA)
YpaaneHne HoBoobpa3oBaHUS Ha Tene cBbille 1 cM (paanoBONHOBOM METOA)
YpaneHve HoBoobpa3oBaHuUs Ha nuue cBbile A0 0,3 cM (paanoBOHOBOM METOA)
YpaneHve HoBoobpa3oBaHMs Ha nuue cBbiwe Ao 0,5 cM (paanoBonNHOBO METOA)

YpaaneHve HoBoobpa3oBaHMs Ha NuLe cBbille cBbilie 0,5 cM (paavoBOHOBOM

MeTon)
YnaneHne HoBoobpa3oBaHus Ha Tene ao 0,3 cM (nasep)

YnaneHune HoBoobpa3oBaHus Ha Tene go 0,5 cm (nasep)
YpaneHne HoBoobpa3oBaHus Ha Tene o 1 cm (nasep)
YnaneHune HoBoob6pa3oBaHus Ha Tene 6onee 1 cm (nasep)
YpaneHne MHOXeCTBEHHbIX HOBOObpa3oBaHUs Ha Tene (nasep)
YnaneHune HoBoobpa3oBaHus Ha nuue ao 0,3 cm (nasep)
YnaneHue HoBoobpa3oBaHus Ha nuue ao 0,5 cm (nasep)
YpaneHne HoBoobpa3oBaHus Ha nuue ao 1 cm (nasep)
YnaneHne HoBoobpa3oBaHus Ha nuue 6onee 1 cm (nasep)
KpuoaecTpykums HoBobpasoBaHus

JNeyenune pybuoB (1 KaTeropum cnoXxHocTn) 6e3 CTOMMOCTU npenapaTta
JleueHune pybLoB (2 KaTeropumn CNoXXHoOCTK) 6e3 CTOMMOCTN npenapaTta
JNeyeHune pybLoB (3 KaTeropumn CNoXxXHocTn) 6e3 CTOMMOCTU npenapaTta
JNeyenne py6uos (1 amn.npenapata)

JNeyenune pybuos (2 amn.npenapara)

Kpunomaccax / nmuo/ 1 ceaHc

Mpvem TPABMATOJIOTA-OPTONMEOA nepBuYHbIi

MpueM TpaBMaTosIOra-opToneaa NOBTOPHbIV (B Npeaenax Kypca fevyeHus 1
ob6cnenoBaHus B TedeHme 1 mec.)

Mpvem TPABMATOJIOFA-OPTOMEZA (K.M.H., A.M.H., 3aClyXXeHHbI/ Bpad P®),
NEPBUYHbI

Mpuem TPABMATOJIOFA-OPTOMEOA (K.M.H., A4.M.H. 3aCiy>eHHbIl Bpay PO®),
MOBTOPHbIN (B Npeaenax Kypca SiedeHns n obcnenoBaHus B TedeHve 1 mec.)
Mpuem TpaBMaTosora-optoneaa MpoHvHa A.B., NOBTOPHBIN

Mpuem TPABMATOJ/IOTA-OPTOMEAA TMpoHuHa A.B., NepBUYHBIiA

YpaneHne HeBpoMbl MopTOHa

[narHocTtnyeckast / caHauMOHHAs apTpOCKOnuMsl naeYeBoro cycrasa I kateropum
C/TOXXHOCTM

[wnarHocTtnyeckasl / caHauMoHHas apTpoCcKonums nieyeBoro cycrasa II kateropmm
CNOXXHOCTU

[unarHoctmnyeckas / caHauMoHHAs apTPOCKOMNUS FOIEHOCTOMHOMO cycrasa I
KaTeropmm CnoXxHocTu

[wnarHocTtnyeckasl / caHauMOHHas apTPOCKOMNWS rofIEHOCTOMHOro cycrasa II
KaTEropmum CNoOXHOCTH

2 600

200

900

1500
1000

1500
2 500
3000
1300
2 000
3200
1500
2 700
3 500
6 000

10 000
1700
3000
4 500
7 000
1 000
1100
2 200
4 400
3300
4 400
1 000
2 500
2 300
2 600
2 400
2 500
4 500

38 000
60 000

70 000

60 000

80 000
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18302

18309
18311

18332

18312

18321

18324

18325

18328

18308
18327

18333
18410

18326

18411

18331

18306

18412

18307

18413

18414

18329

18415

18330

18319

18304

18422

18430

18423

18431

18424

18432

A16.04.047

A16.04.036
A16.04.047

A16.03.024.009

A16.04.003

A16.04.024.001

A16.03.024.003

A16.04.012.002

A16.04.017.005

A16.04.050

A16.04.013

A16.03.092
A16.03.024.005

A16.02.009.002

A16.03.024.005

A16.04.006

A16.04.017.003

A16.03.024.005

A16.04.046.001

A16.03.024.005

A16.03.024.005

A16.02.011.002

A16.03.024.005

A16.02.011.002

A16.04.015.002.

001

A16.04.015.002

A16.03.021

A16.04.021.004

A16.03.021

A16.04.021.004

A16.03.021

A16.04.021.006

[unarHoctnyeckasi / caHauMoHHas apTPOCKONUSl KOSIEHHOro CcycTasa I kaTeropum 55 000
C/IOXXHOCTH

Mnactuka cycraBa Npyn NpuBbLIMHOM BbiBMXE Mieda (onepaums Jlatapxe) 70 000
[narHocTtnyeckas / caHauMOHHAs apTpOCKOnusl KoneHHoro cycTtasa II kateropum 70 000
CNIOXXHOCTH

Koppervpytowias octeotoMust 6epLoBbIX KOCTEN 90 000
YpaneHune cBo604HOro BHYTPUCYCTAaBHOMO Tena M3 CycTaBa (A0MNOSTHUTENBHO K 25 000
CaHaLUMOHHOMN apTPOCKOMUK)

Pesekumns MeHucka KONeHHOro cyctaBa (MEHUCKIKTOMMS) - AOMOSHUTENBHO K 30 000
APTPOCKOMWUM KONIEHHOr0 CyCcTaBa

TpaHcnosunuus 6yrpuctocti 60/blLESEPLIOBOI KOCTU 70 000
ApTpoae3 rofieHoCTOMNHOro cycrasa 120 000
LLIoB HaIOCTHOW MbILLLbI Nieva (AOMOTHATENBHO K CAHALMOHHOM apTPOCKOMNUM 50 000
nyjie4yeBoro cycrasa)

LLloB MeHUCKa KONEHHOro cycrasa / MeananbHOro yaepXXusartens HagkoneHHuKa 30 000
(LOMONHUTENBHO K CaHaLMOHHOW apTPOCKoNuu)

ApTpoae3 TapaHHO-NATOYHOro CycTasa CTonbl 90 000
eMnnaTennakromms 90 000
PeKOHCTpYyKTUBHas onepaums Ha CTone npv nonepeyHoM nsockoctonum - 1 crona - I 50 000
KaTeropmm CrioXXHOCTU

AyTonnactuka MeamanbHOro yaep>xmeaTens HaaKoneHHMKa 80 000
PeKkOHCTpYyKTUBHas onepaums Ha CTone npy NonepeYyHoM MoCKOCTONMUM - 2 CTOMbI - 70 000
I kaTeropum CNOXHOCTK

ApTpocKonuyeckasi caHaumsi KUCTbl beikepa 80 000
ApTPOCKONMUYECKNIA LLIOB CyCTaBHOW rybbl NiieyeBoro cycraBa (onepauust baHkapTta) 90 000
6e3 cToumMocTn uMnnaaHTa

PeKOHCTpYyKT1BHas onepaums Ha CTone npy NonepeyHoM naockocTonum - 1 crona - 60 000
IT kaTeropvu cnoXxHoCTn

ApTpockonuyeckas cybakpomuanbHash AEKOMMPEeCcus naevyeBoro cycrasa 70 000
PeKkoHCTpyKTMBHas onepaums Ha cTone Npu NonepeyHoM niIoCKOCTONUKU - 2 CTOMbI - 90 000
IT kaTeropmm cNOXXHOCTH

PeKkoHCTpyKTMBHAs onepaums Ha CTorne rnpu nonepeyHoM niockoctonuu - 1 crona - 80 000
IIT kaTeropumn CNOXHOCTH

ApTPOCKOMUYECKMI TeHOAE3 ANIMHHON rOfoBKM Guuenca 75000
PeKkOHCTpYyKT1BHas onepaums Ha CTone npy Nonepe"yHoM Mna0CKOCTONWM - 2 CToMbI - 100 000
III kaTeropumn CNOXHOCTH

ApTpockonuyeckasl TEHOTOMUSI AJIMHHOW roNoBKU buuenca 70 000
ApTpoCcKONUYecKas nnactTuka nepeaHen / 3agHen KpecToobpasHbIX CBSA30K 85 000
KOJIEHHOr0 CyCTaBa CUHTETMYECKMM UMNIAHTOM (6e3 CTOMMOCTN MMNNAHTa)

ApTpockonuyeckasl ayTonnactuka nepeaHent / 3aaHein KpectoobpasHbiX CBA30K 110 000
KOMIeHHOro cycTaBa

YpaneHue metannodukcaTopoB I kKaTeropum ClIoXHOCTU 30 000
ToTanbHOe 3HAONPOTE3MPOBaHME Ta3obeapeHHoro cycraea (6e3 cToMMocTu 60 000
nMnaaHTa) I kKaTeropum CnoXXHOCTH

Ypanenune metannodukcatopos II kaTeropum cnoXxHocTu 40 000
ToTanbHOe 3HAONPOTE3MPOBaHMeE Ta3obeapeHHoro cycraea (6e3 cToMMocTu 80 000
nmnaaHTa) II kaTeropum CNoXHOCTU

Ypanenune metannodukcatopos III kaTeropun cnoxHocTu 50 000
ToTanbHOe 3HAONPOTE3MPOBAHME KONIEHHOrO CycTaBa (6e3 cToMMocTn uMnaHTa) I 60 000

KaTeropmun CnoXxXHoCTu
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18450

18451

18480

18433

18452

18399

18453

18465

18454

18455

18456

18457

18458

18459

18460

18470

18471

18473

18474

18475

18476

18477

18478

18479

18490

18461

18463

18462
18464

18435

18335
18427

18436

A16.03.022.006

A16.03.022.006

A16.03.028.004

A16.04.021.006

A16.03.022.006

A16.03.033.002

A16.03.022.006

A16.03.033.002

A16.03.022.006

A16.03.022.006

A16.03.028.009

A16.03.028.009

A16.03.028.007

A16.03.028.007

A16.03.028.007

A16.03.028.010

A16.03.028.010

A16.03.028.010

A16.03.028.011

A16.03.028.011

A16.03.028.011

A16.03.028.008

A16.03.028.008

A16.03.028.008

A16.03.028.006

A16.03.028.002

A16.03.028.005

A16.04.001
A16.03.028.006

A16.02.009.009

A16.02.009
A16.02.005.001

A16.02.009

BnokupyeMbiit UHTpaMeayNspHbIA OCTEOCUHTES MJIEYEBON KOCTU WTUGHTOM Moz

DEHTreH-KOHTPOEM I KaTeropmm CrnoXXHOCTH

BnokvpyeMbIii MHTPaMeayISPHbIA OCTEOCUHTES MJIEYEBON KOCTU WITUGHTOM Moz

PDEHTreH-KoHTponeM II KaTeropmm CloXXHOCTU
OCTEOCVHTES JTIOKTEBOr0 OTPOCTKA JTIOKTEBOW KOCTU

ToTanbHOe 3HAONPOTE3MPOBAHNE KOJIEHHOrO CycTaBa (6e3 ctouMocTn uMnanTa) II

KaTeropmn CinoXxXHoCTu

BnokupyeMmbiit UHTpaMeaynnspHbIA OCTEOCUHTE3 6eApeHHON KOCTU WTUGhTOM Noj

DEHTreH-KOHTPOEM I KaTeropmm CroXXHOCTH
MepeMoHTa)x annapara BHELLHeW CbMKCE]LlVIM I kaTeropumn cnoOXHOCTH

BnokvpyeMblii MHTPaMeayISPHbIA 0CTEOCUHTES 6eAPEeHHON KOCTM WTUGhTOM Mo

peHTreH-koHTponem II kaTeropmm CNoXKHOCTU
MepeMOoHTaX annapaTa BHelLHen dukcauun II kKaTeropum cnoXXHOCTH

BnokupyeMmbiit UHTpaMeayNisipHbIA OCTEOCUHTES 60/1bLIEGEPLIOBON KOCTU LITUDTOM

NOL DEHTreH-KOHTPosieM I KaTeropmum CnoXHOCTH

BnokupyeMblii MHTPaMeayISIPHbIN 0CTEOCUHTES 60/1bLIe6EpPLIOBON KOCTW WTUGHTOM

NnoA PeHTreH-KoHTposeM II KaTeropun CNnoXXHoOCTn
OcTteocnHTe3 Nnoabhkek I kaTeropmnm CoXXHOCTH

OcteocuHTe3 noabixek II kateropun CNoXHOCTU

OcTeocnHTe3 HeapeHHO KOCTU MacTvHaMu I KaTeropum CIoXXHOCTU
OcTeocnHTe3 HeapeHHo KOCTM nnacTuHaMu I1 kaTeropum CnodXXHOCTH
OcTeocnHTe3 6eapeHHoN KOCTU nnacTuHamu III KaTeropum CnoXHOCTU
OcCTeocnHTE3 NneYeBoit KOCTU NnacTHaMu I kaTeropmMm CrIoXHOCTM
OCTEoCHHTE3 NNeYeBoi KOCTU MiacTMHaMu II KaTeropum CNoXXHOCTH
OcTeocnHTE3 NneyeBoit KOCTU ninactuHamu III kaTeropmMm CrOXHOCTM
OCTeocnHTE3 KOCTEN NpeanieYbst NIacTMHaMm I KaTeropum CloXXHOCTU
OcTeocnHTE3 KOCTEN Npeanneybst nnacTuHamm II kateropum CNoXHOCTM
OcTeocnHTEe3 KOCTEN npeaniedbst niactuHamum III KaTeropum CoXXHOCTU
OcCTeocnHTE3 KOCTEN FOfieHN niacTuHamu I KaTeropum CroXHOCTU
OcTeocuHTE3 KOCTel rofieHn nnacTuHamm II kaTeropum crnoXXHoCTv
OcTeocnHTE3 KOCTElN rofieHn nnactuHamu III kaTeropum CNoXXHOCTM
OcTeocuHTE3 KOCTel CToMbl MAacTMHaMu I KaTeropum CnoXXHOCTU
OCTeoCUHTE3 KITHOUULBI MaCTUHOW

OcTeocrHTE3 HaKONEHHMKA

dukcaumsa akpoOMManbHOMO KOHL@ KNH0YULbI NMPU ero BbiBUxXe
OCTeOCHHTES3 KOCTEN KUCTW MM CTOMbI CNMLAMM

LLloB axunnoBa cyxoxunus

LLIoB cyx0oXunmns npsiMoi MbllLbl 6eapa / COBCTBEHHOW CBA3KW HAaAKONEHHMKA
MnacTvka axunnoBa CyXoXunus

PeMHCEpLI,MFI ANCTanbHOro CyXoXxunusa ,qurnaBoﬁ MbILLLbI Nieva I KaTeropumu
CNOXXHOCTU

70 000

80 000

35000

80 000

70 000

15 000

80 000

20 000

70 000

80 000

50 000

60 000

50 000

60 000

70 000

50 000

60 000

70 000

50 000

60 000

70 000

50 000

60 000

70 000

50 000

40 000

35000

40 000
30 000

70 000

70 000
110 000

70 000
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18441
18437
18440
18438
18442
18439
18443
18444
18445
18320
18305
18446
Xupyprus
17001
17002
17080
17081
17100
17200
17201
17203
17204
18223
18611
18102
18103
18104
18106
18122
18155
18559
18158
18225

18159
18108

18109
18189

18190
18110
18111

A16.02.009
A16.02.006.001
A16.02.006.001
A16.02.009.004
A16.02.009.004
A16.02.009.004
A16.02.009.004
A16.04.015.001
A16.04.015.001
A16.04.015.001
A16.04.015.001
A16.04.037
B01.057.001
B01.057.002
B01.057.001
B01.057.002
B04.057.002
B01.024.001
B01.024.002
B01.024.001
B01.024.002
A16.03.021.002
A16.22.002
A16.01.002
A16.01.002
A16.01.002
A16.01.002
A16.30.076
A16.01.012
A16.01.012
A16.04.039
A16.04.039

A16.30.064
A16.01.027.001

A16.01.027
A16.01.027.001

A16.01.027
A16.01.016
A16.01.006

PenHcepumst ANCTaNbHOrO CyXOXUINS ABYIIABOM MbllLbl Nieya II kaTteropum
CIIOXKHOCTK

PenHcepums cyxoxXunnmna ANMHHON FOMoBKW ABYr1aBoM Mbllwubl nieva I kaTteropum
CNIOXXHOCTH

PenHcepumst CyxoXunms AJIMHHOW rofIOBKM ABYT/1aBoM MbiwUbl nieda II kateropum
CIIOXKHOCTH

LLioB cyxoxunuii pasrnbaTeneit nanbUeB KUCTU I KaTeropum CnoXXHOCTH

LLioB cyxoxunuii pasrubaTeneii nanbUeB KUCTK II KaTeropum CroXHOCTH

LLloB cyxoxunuii crubateneit nanbueB KUCTU I KaTeropumn CNOXHOCTM

LLioB cyxoxunuii crubatenei nanbLUes KUCTU II KaTeropum cnoXXHOCTU
AyTonnacTuka KonnatepasnbHbIX CBS30K KOJIEHHOro cycTaBa I kaTeropum CnoXXHOCTH
AyTonnactuka KonnaTepasbHbIX CBA30K KOMEHHOro cycrtasa II kaTeropmm CnoXHOCTU
Mnactuka konnatepanbHbIX CBS30K KOMEHHOrO CycTaBa CUHTETUYECKMMU
nmnaaHTamu (6e3 ctoMmMocTy umMnnanTa) I kaTeropum CNoXHOCTU

MnacTuka KonnaTepanbHbIX CBS30K KOJIEHHOMO CyCTaBa CUHTETUYECKUMU
nmnnaHTamm (6e3 CToMMocTvt MMnaHTa) II KaTeropmum CAOXHOCTH

AyTOnnacTuka npv paspbiBax nepeaHenatepanbHOro yria KoJeHHOro cycraBa
Mpuem XUPYPTA nepBUYHbIN

MpueM xmpypra NOBTOPHLIN (B Npeaenax Kypca JiedeHus u 06cneioBaHUs B TeYeHME
1 mec.)

Mpuem XUPYPTA (K.M.H., 3aCly)eHHbI Bpay P®) nepBuYHbIi

Mpuem XUPYPTA (K.M.H., 3aC/Ty>XeHHbI Bpay P®) noBTOpHbIN (B Npeaenax Kypca
NeyeHust n obcrnenoBaHus B TeyeHne 1 mec.)

Mpuem xupypra (npocdocMoTp)

Mpviem HEMPOXWUPYPIA nepBryHbIif

Mpuem HEMPOXMPYPIA NOBTOPHBbIf

MpvieMm HEMPOXWUPYPIA nepBuuHbIi (K.M.H., 3aCyXXeHHbIN Bpay PO)

MpuemM HEMPOXMPYPIA NOBTOPHbINA (K.M.H., 3aC/y>XeHHbIi Bpay PO)

YaaneHve no3vumoHHOro BUHTa

YaaneHue WUToBUAHOM »Kenesbl

JleueHve naHapyums: - MOAKOXHbIN
JleyeHve naHapuums: - KOCTHBI¥
JleueHve naHapyums: - B/cycTaBHOM
JleyeHve naHapuums: - NapaHuxmm

BckpbiTWe, ApeHUpOBaHNE reMaToMbl
BckpbiTve 1 ApeHnpoBaHue (pnerMoHb

BckpbITHE 1 ApeHMpoBaHWe herMoHbl 2-0M KaTeropum CloXHOCTU
BckpbiTve rHoiHoro 6ypcuTa I kaTeropum CrioXkHOCTY
BckpbITHe rHoWHOro 6ypcuTa II KaTeropum CrioXXHOCTM

Mcceyenne cauilen, ductyn
JleyeHune BpocLUEro HOrTs (XMpYpruyeckoe / paaMoBO/THOBLIM METOZIOM)

YaneHue HorTeBoW NNacTuHbl (XMpypruyeckoe / paavoBOSTHOBLIM METOAO0M)
MnacTmka HOrTeEBOrO NoXa (XMpYpruyeckuii MeToa)

Mnactmka HorteBoro no)a (CyprutpoH/ nasep)
YnaneHne atepoM Ha ronose, Tene
YaaneHue BoCnasneHHbIX aTePOM Ha rofioBe, Tene

80 000
45 000
50 000
30 000
40 000
45 000
60 000
60 000
70 000
50 000
70 000
40 000
2 500
2 300
2 600
2 400
1500
2 900
2 400
3 000
2 500
5000
50 000
3 000
4 500
4 000
3 000
2 000
6 000
12 000
3500
5000

4 000
4 500

2 500
7 000

9 000

4 000
6 000
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18112
18113
18114
18164
18118
18119
18183
18188
18129
18130
18135
18136
18137
18138
18139
18140
18141
18142
18143
18144
18230
18231

18152
18185

18153
18208
18207
18200
18199
18260

18261
18201

18202

18204

18205

18206

18209
35014

35020

18220

A11.04.004
A11.04.004
A11.04.003
A11.30.024
A16.01.001
A16.01.001
A11.04.006
A11.04.006
A16.04.018
A16.04.018
A16.03.034
A15.03.003
A15.03.003
A15.03.002
A15.03.003
A15.03.003
A15.03.003
A16.30.032.001
A16.02.009.004
A16.02.001
A15.03.002
A15.03.002

A15.03.010
A15.03.010.001

A16.03.084
A16.03.049
A16.03.049
A11.22.002.001
A11.22.002.001
A11.06.001.001

A11.30.024
A06.30.008

A06.30.008

A16.03.014.002

A16.03.014.002

A16.03.014.002

A11.30.001
A16.09.001.001

A16.09.001.001

A16.01.010

BHyTpu1CyCTaBHOe BBeAeHMe NieKapCTBeHHbIX NpenapaToB (6e3 cToMMocTy
npenapara)

BHyTpucycTaBHOe BBeAeHME NieKapCTBEHHbIX NpenapaToB (CO CTOMMOCTLIO
npenapara)

MNyHKUMA cycTaBa

[JwnarHoctmnyeckast nyHkums (reMaTtoma, MHGUIbLTpaT, rurpoma)

YaaneHvne MHOPOAHOIO Tesa MSArKUX TKaHen - 6e3 pacceyeHust

YaaneHume MHOPOAHOro Tena MArKUX TKaHel - C pacceyeHneM
MNepuapTukynsapHoe (OKONOCYCTaBHOE) BBEAEHWNE NIeKapCTBEHHbIX CPEACTB
(6nokapa) /6e3 ctonmMocTn npenapata/

MepuapTukynsapHoe (OKOMOCYCTaBHOE) BBEAEHWE NEKAPCTBEHHBIX CPeACTB/co
CTOMMOCTbIO NpenapaTa

BnpaeneHve BbiBMXa MasibiX CYCTaBOB

BnpaeneHue BbiBMXa KPYMHbIX CyCTaBOB

3akpbiTasi py4dHas penosuumm

Mncoeas nMMobunusaums Ha npeansieybe

MMncoBasi UMMOBMIM3aLMS A0 BEPXHEN TPETU MleYa

MMncoBas MMMOBUIN3aLUMSA TUNA «CaMOXOK»

'ncoBas UMMOBUNIM3ALIMS A0 BEPXHEN TPeTn beapa

Mncoeas nmMmobmnusaums Kuctu (cTonol), B T.4.JIOHreTa

Mwncosas nMMobuIn3aumsa nanbua

YganeHue rurpoMbl Manoro cycraBa (Xvpypruy.)

HanoxxeHne CyxoXunbHOro LwBea

JlurameHToTOMMUS

MMMobunusaumst Kuctu ¢ npumeHeHnem 3D opTtesa

MMMobunusaumsa npeanneybs ¢ npumerHerHvem 3D opTesa

CHSTUE LUMPKYNSIPHOW MMNCOBOM MOBA3KM
CHATME MNAacTUKOBOro rurnca

KoHTponb, 0bpaboTka crnuy annapaTa Mnu3apoBa

[eMoHTaX annapaTta BHelHeln hukcaumm I kaTeropum CIoXXHOCTM
[leMOHTaX annapaTa BHewHel dukcaumm I KaTeropum CioXxHOCTU
MyHKUMS WMTOBMAHOM Xenesbl (1-2 y3na)

MyHKUMS LWMTOBMAHON Xene3bl (3-4 y3na)

MyHKumsa numdaTMyeckoro ysna

MyHKUMSA HOBOOBPA30BAHUS MSATKUX TKAHEN

ductynorpadums ¢ y4eTom 1 amn. KOHTPACTHOro BellecTBa (NMPUMEHSIETCS COBMECTHO

c venyron 60206, nmbo ¢ ycnyron 37140)

ductynorpacus ¢ y4eToM 2 amn. KOHTPACTHOrO BelecTBa (MPUMEHSIETCS COBMECTHO

c ycnyrom 60206, nM6o c ycnyron 37140)
YaaneHue MeTannoKOHCTPYKLUMIA I KaTeropum CnoXxHoCTu

YpaneHve MeTannoKoHCTPYKUuiA I KaTeropum cinoXXHOCTH
YpaneHve MeTannoKOHCTPYKUWIA III KaTeropmum CNoXHOCTU

JlanapoueHTes (NyHKUWS U APeHMPOBaHUE 6PIOLLIHON MOA0CTH)
lMneBpanbHas NyHKUMS AMarHocTUYeckas (TopakoLeHTes)

MneBpanbHas NMyHKUMs ieyebHas - TopakoLeHTes (C yaaneHMeM rMapoTopoKkca)

lMepecagka KOXXM TOHKMM NIOCKYTOM No MeToay TupLua

1750
2 700
2 000
1500
2 500
4 000
1750
2 700
2 000
3 500
3000
2100
2 400
2 400
3 500
1 800
1100
6 000
5 500
1 900
4 000
5 500

2 000
2 000

2 100
10 000
15 000

3 000

4 000

3 000

3 000
3 000

4 000

10 000

15 000

20 000

15 000
5000

20 000

12 000
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18221
18222
18612
18613
18614

18500

18554

18501
18502
18504
18570
18506
18601
18507
18508
18509

18510

18512

18513

18514

18515

18516

18517

18518

18519
18520

18521

18560

18561

18550

18660

18610

A16.30.017.003
A16.30.019.004
A16.22.007
A16.22.001
A16.14.031.001

A16.30.001.002

A16.30.001.002

A16.30.001
A16.30.001
A16.30.001
A16.30.001
A16.30.002
A16.30.002
A16.30.002.002
A16.30.004.001
A16.30.004.001

A16.30.004.004

A16.30.004.012

A16.30.004.015

A16.30.004.016

A16.30.004.002

A16.30.004.002

A16.30.004.002

A16.30.004.002

A11.06.002
A16.01.017

A16.01.017

A16.01.005.005

A16.01.005.005

A16.14.006.001

A16.14.006.001

A16.14.009.001

AMMyTauua nanbua crons
AMNyTaums danaHru nanbla KUCTu
Pesekums LMTOBMAHOM Xesesbl
reMUTUPEoUaAIKTOMMUS

XoneaoxonutoToMms

rpbl)l(ecequMe npu naxoBoWi rpbiXe C annonnacTukon I KaTEropun CnoXHoctu

prl)KecequVle npu naxoBoWi rpbiXe C annonnactukon II KaTEropun CnoXHoctu

pbbKeceyeHne Npu NaxoBoW rPbiXKe C NIaCTUKOW MECTHBIMU TKaHAMM
IpbiXXeceyeHve Npy peLnanBHO NaxoBon rpbixe

pbbxeceveHre npy 6eApeHHON FPbKE C MNIACTUKON MECTHLIMM TKAHAMM
pbiXeceuyeHne nNpu 6eapeHHON FpbiXXe C annonIacTUKON

IpbbKeceveHne NynoYHOM rPpbbKM MECTHBIMU TKaHSMM

lepHMONIacTMKa PELMAMBHON MYyNOYHOW MPbhKM

pbbKeceyeHne NynoYHOM rpbbkK C anIoniacTMKoi

I'pbikeceyeHne rpbbku 6eM10i IMHUM XUBOTA C NIACTUKOW MECTHBIMU TKAHAMMU
IpbhKeceyeHne rpbiku 6enoN IMHUK XXMBOTa C a/IONIacTMKOM
I'pbkeceyeHne nocseonepaLmnoHHON rPbXKK C NIACTUKON MECTHBIMU TKaHAMM
I'pbikeceyeHne nocsieonepaLmnoHHON rPbKK C ansionnacTmkoi - I kateropus

C/OXXHOCTN

I'pbikeceyeHne NocseonepaLmnoHHON rpbKK C anioniacTukol - I1 kateropus
C/IOXXHOCTM

IpbiXeceyeHne NoceonePaLIMOHHON FPbbKK C annoniacTukoi - III kateropus
CNIOXXHOCTK

ManovnHBa3nBHOE yCTpaHeHWe anacTasa NpsMbIX MblLL XunBoTa - I kaTeropus
C/TIOXKHOCTN
ManovHBa3MBHOE yCTpaHeHWe avacTasa npsiMbIX Mol XueoTa - II kaTteropus
CNOXXHOCTU

ManovHBa3nBHoe YCTPpaHEHNE AMacTa3a NpAMbIX MbllL XXMBOTA C annoniacTmkom - I

KaTeropua CnoXXHocCTum

ManouHBa3nBHOe YCTpaHEHNE AnacTa3a NpaMbIX MblILL XKNMBOTa C annonIacTMKom -

IT kaTeropus CNOXHOCTH
Broncus nepudepnyecknx nMMboy3nos

YpaneHve Ao6pokavecTBeHHbIX HOBOOOPa30BaHWUI KOXW, MOAKOXHOW KNEeTYaTKu U

MSrKUX TKaHeW - I kaTeropusi cnoXHoctv (Ao 5 cM B avameTpe)

YpaneHune ,Cl,O6pOKaLIECTBEHHbIX HOBOOGpa3OBaHVIﬁ KOXWH, I'IOD,KO)KHOVI KNETYaTKN U

MSIFKMX TKaHel - II kaTeropus cnoxHocTu (6onee 5 cM B AMaMeTpe)

YpaneHune ,Cl,O6pOKaLIECTBEHHbIX HOBOOGpa3OBaHVIﬁ KOXWH, I'IOD,KO)KHOVI KNETYaTKN U

MSIrKMX TKaHel - III kaTeropus CIOXKHOCTM

YpaneHune ,El,O6pOKaLIECTBEHHbIX HOBOOGpaBOBaHMVI KOXWH, MOAKOXHOM KNETYATKU U

MSrKMUX TKaHew - IV kaTeropusi CloXHoCTH
Jlanapockonuyeckas XoneumcTakToMmns I kaTeropum cnoXxHoOCTu
Jlanapockonunyeckast Xxoneumcraktomms II kateropmum CrioXXHOCTH

XOneuncTaKToMmns ManovHBa3nBHas

12 000

7 000
35 000
40 000
45 000

50 000

60 000

45 000
57 000
45 000
55 000
45 000
60 000
50 000
50 000
60 000

45 000

40 000

55 000

75 000

45 000

50 000

55 000

65 000

24 000

15 000

20 000

35000

50 000

65 000

80 000

45 000
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18551

18555

18556

18557

18558

18563

18552
18600
18602
18603
18605
18608
18606
18607
18609
18615
18616

18604

dnebonorns
34001

34002
34003
34004
34039
34012
34010
34027
34011
34006
34015
34016
34017
34018

34019

A16.30.001.001

A16.30.001.001

A16.30.002.001

A16.30.004.010

A16.30.004.013

A16.30.004.002

001

A11.14.001

A16.21.027

A16.02.016

A16.03.036

A16.30.005.003

A16.30.005.001

A16.16.033.001

A16.16.033

A16.30.008

A16.30.008

A16.30.008

A16.09.026.001

B01.057.001
B01.057.002
B01.057.001
B01.057.002
B01.057.001
A11.12.003
A16.01.015
A16.01.015
A16.01.015
A22.12.003.001
A22.12.003.001
A22.12.003.001
A16.12.014.002
A16.12.014.003

A16.12.014.003

JNanapockonumyeckoe ycTpaHeHne NaxoBoi rpbiku

Jlanapockonuyeckoe ycTpaHeHne 6eapeHHON rpbixu

Jlanapockonuueckoe ycTpaHeHue NynoYHon rpbiku

Jlanapockonuyeckoe yCTpaHeHWe rpbbkii 6enoii IMHUK XUBOTa

Jlanapockonuyeckoe yCTpaHeHWe NocieonepaLyoHHON rpbixu

. JTanapockonu4yeckoe ycTpaHeHue anactasa npsMblX MbILL, XXMBOTA

Jlanapockonuyeckas 6uoncms HoBoobpPa30BaHWUI NEYEHU

KoppeKuns ruHekoMacTum (C 0AHOW CTOPOHbI)

PacceuyeHune KoMbLIEBUIHOM CBA3KM NMPU CTEHO3UPYIOLLEM IMFAMEHTUTE
PeBackynsipusmpytoLlas ocreonepdopaums

MnacTuka avadparmManbHON FPbKK C UCNOMb30BAaHWEM BUAEO3IHAOCKOMUYECKUX
TEXHOJIOT UM

MnacTuka avadparmManbHON rpbixu

dyHaoNMKauus nanapockonmyeckas

OyHaonmMkaums

NcceueHne KOXM M NMOAKOXKHO->KUPOBOK KNIETUATKN NepeaHeit BPIOLLIHON CTEHKM
(abpoMmHonnacTuka) I kaTeropmm CNoXXHOCTU

NcceueHne KOXM 1 NMOAKOXKHO->KMPOBOM KNETUATKN NepeaHeit BpIOLLHON CTEHKU
(abaommHonnactmka) II KaTeropmm CNoXHOCTU

NcceueHne KOXM U NMOAKOXKHO-KMPOBOM KNETUATKN NepeaHeit BpIOLLHON CTEHKU
(abpommHonnactuka) III kaTeropumn CroXHOCTH

Mnactuka avacdparManbHON rpbiXM MECTHBIMU TKaHAMM

Mpuem XWUPYPTA (cdbnebonora) nepBuYHBbIit

Mpuem XUPYPTA (cbnebonora) NOBTOPHLIV (B Npeaenax Kypca ieuYeHns uim
obcnenoBaHns B TeuveHue 1 mec.)

Mpuem XWUPYPTA (cbnebonora) nepBuyHbIi (K.M.H., A.M.H., 3aC/y>KEHHbIN Bpay PO )
Mpuem XUPYPTA (cdbnebonora) NoBTOPHbINA (K.M.H., A.M.H., 3aCiy>eHHbIl Bpay P®)
(B Npeaenax Kypca fieyeHns unm obcnenoBaHns B TedeHue 1 mec.)

Mpuem XWUPYPTA (cbnebonora) nepes KT-aHruorpaduen

CknepoTtepanusi neHHas (1 noBepXHOCTb)

CknepoTepanusi BApUKO3HO-M3MEHEHHbIX BeH 1 30Ha

MuKpOCKepoTepanus TeNeaHrMosKTasmm

YoaneHne eavHUYHbIX TENEaHrMO3KTasui 1a3epoM HEMHBA3MBHOE

DHAOBEHO3HAs NlazepHas Koarynsums I kateropmMm CnoXHOCTH

SHA0BEHO3HAs NasepHas koarynsums II kaTeropum CroXHOCTH

DHAOBEHO3Has nasepHas koarynsaums III kaTeropumn cnoXxHOCTH

KpoccakTomms

HaadacumnanbHas nepessaska nepgopaHTHbIX BeH (1 nepdopaHT)

HaadacumnansHasa nepessska nepcdopaHTHbIX BeH (2 nepdopaHTa)

100 000

100 000

125 000

125 000

150 000

150 000

30 000

30 000

10 000

20 000

70 000

50 000

50 000

40 000

90 000

110 000

130 000

55 000

2 500
2 300
2 600
2 400
500

10 000
7 000
3 000
1200
40 000
50 000
60 000
40 000
15 000

20 000
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34020

34007

34008

34009

34021

34022

34028

34023

34024

34029

34025

34026

MammMonorus
35001

35002

35021

35022

35050

35051

35003

35005

35010

35011

35024

35049

35059

35070

35026

35027

35028

35039

A16.12.006.001

A16.12.006.001

A16.12.006.001

A16.12.006

A16.12.006.001

A16.12.006.001

A16.12.006.001

A16.12.006.001

A16.12.006.001

A16.12.006.001

A16.12.051.001

A16.12.051.001

B01.027.001

B01.027.002

B01.027.001

B01.027.002

B01.027.001

B01.027.002

B01.027.001

A11.20.010.003

A11.20.023

A16.01.012

A11.20.010.003

A11.30.013

A11.30.013

A06.20.004.005

A11.20.010.003

A11.20.010.003

A11.20.010.003

A15.01.001

MuHWNNE6KTOMUS €ANHNYHOIO NPUTOKA B BacceiiHe 60MbLIOW UK Masnon
MOAKOXXHOW BEHbI
MuHundnebakTomus (1 kaTeropms CAOXHOCTU)

MuHnnebakTomMms (2 KaTeropms ClIOXKHOCTH)
MuHndnebakTomus (3 kaTeropms CAOXKHOCTU)

KoMbuHMpoBaHHas hnebakToMus 60MbLLION NOAKOXHOW BeHbl I kaTeropum
CIIOXKHOCTK

KoMbuHMpoBaHHas dhnebakToMust 60nbLION NOAKOXHOM BeHbl II kaTeropum
CNIOXXHOCTH

KoMbuHMpoBaHHas hnebakToMus 60MbLLION NOAKOXHOW BeHbl III kaTteropum
CIIOXKHOCTK

KoMbuHMpoBaHHas hneb3KkToMusl Manoi NOAKOXHOW BeHbl I KaTeropum CrIoXXHOCTM
KoMbuHMpoBaHHas hebaKToMUs Manoi NoAKOXHOW BeHbl II KaTeropum cioXXHOCTU

KoM6uHMpoBaHHas (hne6akToMUs Manoii NoAKOXKHOM BeHbl III kKaTeropum CIOXKHOCTM

CTBOsI0Bas XMMMYecKkas cknepoobnmtepaums 60/bLION MOAKOXHON BEHbI

CTBONIOBas XMMmM4yeckas CKnepooﬁnMTepaum Masioli NOAKOXXHOMN BEHbI

Mpuem Bpaya XUPYPIA-OHKOJIOIA / MAMMOIJIOIA nepBUYHbIN
MpueM Bpada xmpypra-oHKosiora / MaMMosiora NOBTOPHIV (B Npeaenax Kypca

neyeHuns unm obcnenosBaHns B TeveHve 1 mec.)
Mpuem Bpauva XUPYPIA-OHKOJIOI'A / MAMMOJOTA (K.M.H., A.M.H, 3aCnyX.Bpay

P®) nepBuYHbIii

Mpuem Bpaya XUPYPIA-OHKOJIOIA / MAMMOJIOTA (K.M.H., A.M.H, 3ac/yX.Bpay
P®) noBTOpHBbIN (B Npeaenax Kypca nedveHus unu obcnenosanms 1 mMec.)

MpueM Bpaya Xnpypra-oHKoora/ MaMMosiora K.M.H., 3aCy>KeHHOro Bpaya P
OBYMHHMKOBOW J1.K. nepsuyHbii

MpueM Bpaya xmpypra-oHKosiora / MaMMosiora K.M.H., 3aC/ly>KeHHoro Bpava P®
OBYMHHMKOBOW J1.K.NOBTOPHbIA

061Kt OCMOTP OHKOMOora (C peKTanbHbIM UCCNIEAOBAHUEM)

|-|YHKL|,VIF| KUCTbl MOMIOYHOW XXene3bl

JleyeHune nakTocTasa (py4yHoe pacuexunBaHue)
JleyeHne mactuTa

Cor-6uoncusi 06pa3oBaHNst MOJTOHYHOW XKeNesbl

Cor-6uoncust 06pa3oBaHNs MArKUX TKaHei
ToHKoUrosibHas 6uoncus 06pasoBaHNs MATKUX TKaHEN

MpeponepaunoHHas pa3meTka 0bpa3oBaHWsi MOIOYHOM xene3bl (CO CTOMMOCTbIO
Urnbl)

ToHKoUronbHas 6uoncust 06pas3oBaHNs MOIOYHOM XXenesbl

ToHkouronbHas 61oncKUs NOBEPXHOCTHOrO 06pa3oBaHNsl MONIOYHOM XKenesbl

CkniepoTepanus KUCTbl MOJTOYHON XKenesbl

MepeBs3Ka Nocne pesekumn MOOYHON Xeesbl/MacTakToMun 1 kaTeropus
C/TIOXXHOCTM

15 000

35000

45 000

60 000

65 000

75 000

90 000

50 000

60 000

70 000

25 000

30 000

2 500

2 300

2 600

2400

3600

3100

2700

2 000

3 000

1500

10 500

10 500

2700

5000

2700

2700

2 000

1200
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35018 A16.20.032
35040 A15.01.001
35047 A16.30.026.001
35048 A16.30.026.002
35029 A16.20.032
35041 A15.01.001
35030 A16.20.032
35033 A16.20.043.001
35043 A16.20.085
35044 A16.20.085
35055 A16.20.085.009
35034 A16.20.043
35035 A16.20.043.012
35038 A16.20.032.012
AHecTe3nonorus
80001 B01.003.001
80007 B01.003.004.00
80042 301.003.004.00
80018 301.003.004.00
80019 301.003.004.00
80047 301.003.004
80046 B01.003.004
80048 B01.003.004
80049 B01.003.004
80045 B01.003.004
80044 B01.003.004
80039 B01.003.004.00
80100 201.003.003
80115 B01.003.003
80109 B01.003.003
80110 B01.003.003.00
80025 é01.003.004.01
80026 é01.003.004.01
Kononpoxronozrvm

CekTopasibHas peseKLysi MOSIOYHOM Xene3bl C 3a60poM MaTepuana Ha rmcTosiornio
(6€3 CTOMMOCTM FMCTOMOrMYECKOro UCCNEAoBaHmMs) I KaTeropum CIoXHOCTY

MepeBsizka Noc/ne pe3ekunn MOIOYHOM Xenesbl/MacTakToMuun II kaTeropus
CNIOXXHOCTH
YpaneHne umnnadTa, TpaHcnaaHTaTta (6e3 kancynbl)

YpaaneHve MMnnaHTa, TpaHcnnaHTaTa (C Kancynoum)

CekTopasibHas pe3eKLuymsi MOJIOYHOM Xenesbl C 3a60poM MaTepuana Ha rmcTosioruio
(6€3 CTOMMOCTM FMCTOOrMHECKOro UcciieaoBaHms) 11 KaTeropum CnoXxHOCTM

MepeBsizka NOCNe pe3eKUnM MOMOYHOM Xenesbl/MacTakToMuu III kaTeropusi
CNIOXHOCTH

CekTopanbHasl pe3eKkuysi MOJIOYHOM XXenesbl C 3abopoM MaTepuana Ha rMCToNoru
(6e3 cToMMoCTK rncronormyeckoro uccrnegosanms) I kateropmm CNOXHOCTK

MoAKOXHAs MaCT3KTOMMUS C PEKOHCTPYKLMEN (CTOMMOCTb UMMNJIaHTaTa He BK/OYEHA)

PEKOHCTPYKLMSI MONOYHOW Xene3bl C OAHONM CTOPOHbI (CTOMMOCTb MUMMaHTa He
BK/OYEHA)

PEKOHCTPYKLIMS MOMTOYHOM Xene3bl C IBYX CTOPOH (CTOMMOCTb UMIMJIAHTa He
BKJIOYEHA)

PeKOHCTPYKTUBHas ornepauus Ha MOJIOYHOM Xefese C NPUMEHEHNEM AO0CTYNa
WHBEPTUPOBAHHbLIM T

MacTtakToMus

MpocTtas mMacTakTOoMMA (NoaKoXxHas no Muporosy)

PeseKkuus MOJTIOYHOW Xene3bl CybToTaslbHasi C PEKOHCTPYKLIMEN U
3HAONpoTe3upoBaHueM (6e3 cToMMocTv NpoTesa)

KoHcynbTauus Bpada aHecTesunonora

BHyTpvBEHHaa aHecTe3ns - 1 amn.

BHyTpuBEHHas aHecTe3ns Mpu KOMOHOCKONUK (MU racTpo/KOMOHOCKOMNUN)
MoaaepXxuBatoLas BHYTPMBEHHasi aHECTE3MS (LONOMHUTENbHAs aMnyna)
BHyTpuBeHHas ToTanbHasi aHecTe3us

AHecTe3nonornyeckoe nocobue Aol yaca (BktoUas paHHee nocreonepaumnoHHoe
BeaeHve)

AHecTe3nonornyeckoe nocobue [0 2 4acoB (BK/IOYAs paHHee MocieonepaunoHHoe
BeAEeHVEe)

AHecTe3nonornyeckoe nocobue Ao 3 4acoB (BK/IOYAs paHHEE Moc/eonepaLnoHHoe
BeAEHWE)

AHecTe3nonornyeckoe nocobue A0 4 4acos (BKIOYas paHHee MocneonepaunoHHoe
BeAEeHVEe)

AHecTe3nonornyeckoe nocobue Ao 5 4acoB (BKIOYAsi paHHee NocieonepaLnoHHoe
BeAEHWE)

AHecTe3nonornyeckoe nocobue 6onee 5 yacos (Bkouas paHHee
nocneonepaunoHHoe BeaeHue)

Moaaep>ku1BatoLLas aHeCTe3UsS NMpY YCTaHOBMIEHHONM 3NuAypanbHOM noMne - 1 nomna
MpebbiBaHWe B Nanate UHTEHCMBHOW Tepanuu (A0 CYTOK)

MpebbiBaHWe B Nasnate MHTEHCUBHOWN Tepanuu - pebeHok Ao 18 net (Ao cyTok)
MpebbiBaHWe B peaHMMaumnn (CyTKm)

MNpebbiBaHme B peaHuMaumnm (Ao 5 yacos)

MacouHsblii Hapko3 30 MWH

Macou4HbI Hapko3 Ao 1 yaca

40 000

1400

55 000

70 000

45 000

1600

50 000

150 000

100 000

150 000

150 000

100 000
70 000

120 000

2 500

5000

6 000

1300

7 000

18 000

20 000

25 000

30 000

35000

40 000

6 000

10 000

6 500

25 000

13 000

9 000

11 500
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19001
19002
19040
19041
19042
19003
19050
19037
19068
19044
19081
19045
19073
19055
19027
19056

19038
19010

19006
19007

19043

19039
19011
19034
19035
19013
19032
19033
19017

19021
19022

19023
19024

19036

19049

19067

19075

19066

B01.018.001
B01.018.002
B01.018.001
B01.018.002
A03.19.001
A03.19.002
A03.19.002
A16.19.006
A16.19.006
A16.19.011.001
A16.19.011.001
A16.19.011.001
A11.02.002
A16.19.018
A16.19.003.001
A16.19.018

A16.19.044
A16.19.024

A16.19.013
A16.19.016

A16.19.013.004

A16.19.016
A16.19.034
A16.19.034
A16.19.034
A16.19.013.002
A16.19.013.002
A16.19.013.002
A16.19.017

A16.19.041
A16.19.013.001

A16.19.013
A16.19.013

A16.19.013

A16.19.013.004

A16.19.024

A16.19.024

A16.19.024

Mpuem KOJIONPOKTOJIOMA nepeuyHbIi

MpueM KONONPOKTONOra NOBTOPHbLIN (B Npeaenax Kypca nevyeHns unmn obcnegoBaHus
B TeyeHue 1 mec.)
Mpuem Bpaya-KOJIONPOKTOIOIA nepeuyHbIi (K.M.H., A.M.H., 3ac/yX.Bpaya P®)

Mpuem Bpaya-KOJTIOMNPOKTOJIOMA nNoBTOPHbLIN (K.M.H., A.M.H., 3aciyx.Bpaya PO®) (8
npegenax Kypca sied4eHms unm obcnenoBaHust B TedeHme 1 mec.)

AHocKonns

PektopomaHockonus (B T.4. 6buoncms)

PekTopomaHockonus

JleyeHune cBuLLIEN NPSMON KULLKW NIUraTypHbIM CnocoboM

JleyeHue cBULLEN NPAMON KULLKW NIUraTyPHbIM CMOCO60M HANOXXEHMEM CETOHa
YaaneHne nepuaHanbHbIX KOHAWMNOM (eAMHUYHbIE) A0 5 WT.

YpaneHve nepuaHanbHbiX KOHAWNOM (€ANMHUYHbIE) CBbIWE 5 LWT.
YpaneHue nepuaHanbHbIX KOHANIOM (MHOXECTBO)

Bnokaza aHanbHOM TpeLWHbI (CO CTOMMOCTbLIO NMpenapaTa)
YpaneHve MHOPOAHOro Tena NPsIMol KULWKK I KaTeropum CnoXHOCTH
McceueHune aHanbHOM TpellnHbl I KaT. CI0XKHOCTU

YpaneHve MHOPOAHOro Tena NpsAMol KUWKKM II KaTeropum CnoXHOCTH

BckpbiTne TPOM6MPOBAHHOIO reMoOppPOMAANBLHONO y3a
BcKkpbITve HarHOMBLUErocs 3NUTENNaabHOro KONYMKOBOro X04a

Mcceuenne oaMHOYHOroO rmnepTpocmpoBaHHOro y3a
WcceyeHne ogHOro TpoM6MpOBaHHOMO reMoppouaasbHOrO y3na

[le3apTepu1saums ofHOro reMoppoMAabHONO y3a C MyKoneKkcuen

McceveHne ogHOro Hapy»HOro TpoMbMpoBaHHOIO reMOpponaanbHOro yana
pPaANOBOJTHOBbLIM METOIOM

BckpblTYE rHOMHOrO MapanpoKTUTa I KaTeropmum CrnoXHOCTU

BckpbiTWe rHOMHOMO MapanpokTuTa II KaTeropmm CoXXHOCTH

BckpblTe rHOMHOro napanpoktuTa III KaTeropum cnoXXHoCTu

JIurnposaHne BHyTPEHHMUX reMopponaanbHbIX Y3108 I KaTeropumn CloXXHOCTU

JlnrmpoBaHue BHYTPEHHUX reMoppounaanbHbiX Y3108 II kaTeropumn crnoXxHocTu
JlurnposaHune BHYTpeHHMX reMoppouaanbHbiX y310B III kaTeropumn cnoxHocTu
DNeKTPO3KCUM3NA noamna

McceyueHmne aHanbHOM 6axpoMKu
CKNIEpO3MpPOBaHNE OIHOr0 reMOpPPOMAANbLHOIO Y3na

emoppounaskToMus I KaT. CIOXHOCTH

FeMmoppounaskToMmus II KaT. CNOXHOCTM (OTKpbITasi reMOPPOMAIKTOMUS
rapMOHUYECKMM CKasbrnenem)

FemoppounaskTomus III kaT. cNoXHOCTU (OTKpbITas reMOPPOMAIKTOMUS
rapMOHUYECKMUM CKasbrnenem)

Femoppounaaktomms (HAL- RAR)

WcceueHne anuTenmnanbHoro KonunkoBoro xoaa (onepaums Kapuaakuca)
McceueHune anuTenmanbHoOro Kon4nmkoBoro Xoaa

JlasepHas obnsums ceueBbix xoao. (Silac)

2 500
2 300
2 900
2 500
600

2 000
1700
7 000
12 000
5000
8 000
10 000
5000
5000
25 000
7 500

8 000
6 000

8 000
12 000

11 000

13 000
7 000
10 000
13 000
6 000
8 000
15 000
7 500

7 000
4000

65 000
80 000

100 000

100 000

70 000

85 000

70 000
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19028 A16.19.003.001
19078 A16.19.003.001
19029 A16.19.010
19030 A16.19.010
19031 A16.19.010
19065 A16.19.010
19020 A16.19.013
19070 A16.19.033
19071 A16.19.033
19072 A16.19.033
19080 A16.19.021.015
Hapkonorus
20001 B01.036.001
20002 B01.036.002
20100 A11.12.003.001
20099 A11.12.003.001
20094 A11.12.003.001
20095 A11.12.003.001
20098 A13.29.018
20097 A13.29.018
20006 A11.12.003
20015 A11.02.002
20016 A11.02.002
20012 A11.12.003
20013 A13.29.008.002
20014 B04.034
20030 B04.036.002
Mcnxorepanus
20101 A13.29.008.001
20105 A13.29.008.001
20102 B01.035.001
20104 B04.036.002
Urnopednekcorepanus
21001 B01.041.001
21004 A21.24.002
21019 A21.24.002
21020 A21.24.002
21015 A21.24.002
21016 A21.24.002

McceueHune aHanbHoOM TpelnHbl II KaT. CNoXHOCTU

WcceueHune aHanbHOM TpewmHbl 11T kaT. CnoXHOCTU

McceyeHmne cBMLI@ NPSIMOMN KMLWKKM I KaT. CNOXHOCTH

WcceueHue cauLLa NpsiMor KMLWKKM II KaT. CNOXHOCTM

Mcceuermne cevwwa npsiMoi Kuwkm III KaT. CIoXHOCTU

J1azepHas gecTpykums napapekTansHoro cauwa Filac

YpaneHue Hapy>XHOro reMopponaasnbHOro y3na pagnoBOIHOBbIM METOAOM
YpaaneHue nobpokayecTBEHHbIX 06pa3oBaHUiA NPSAMON KULWKK I kaTeropum
CNOXHOCTU

YpaneHve ao6pokavecTBeHHbIX 06pa3oBaHmMi NpsSMOiA KULWKK 11 kaTeropum
CIOXXHOCTK

YpaaneHne nobpokayecTBEHHbIX 06pa3oBaHuUii NpsiMoli kuwku III kaTeropum

CNIOXXHOCTH
Onepauus JToHro (NoAC/IM3MCTas pe3ekuUms NPAMON KULLKK)

KoHcynbTaums Bpada HAPKOJIOIA, nepsuyHas

KoHcynbTaumst Hapkosiora, noBTopHas

KanenbHuUa Anst AETOKCMKALMK NPUW ankorosibHoW 3aBucuMocTy (cxema 1)
KanenbHuua ans AeTOKCUKALIMKU MPY a5IKOroNIbHOM 3aBUCUMMOCTU (CXeMa 2a)
KanenbHuUa Anst AETOKCMKALMK MPUW ankorosibHoW 3aBucuMocTH (cxema 26)
KanenbHuua ans AeTOKCUKALIMKU MPY a5IKOroNibHOM 3aBMCUMMOCTU (CXeMa 2B)
OMOUMOHaNbHO-CTPeCccoBas rmnHoTepanus nHamemayanbHas (1 ceaHc 1 yac)
SMOLMOHANBHO-CTPeccoBas rmnHoTepanus rpynnosas (1 ceaHc 1 yac)
KoauposaHue ankoronm3ma (Topnezo)

KoanpoBaHue ankoronusma (beHacTuH)

KoanposaHue ankoronusma (A6puduna)

PackoavpoBka (BBeaeHMe aHTNAOTa)

McuxoTepanus ceMeliHas Npy ankorosibHOM 3aBMcMMoCTy (40 MUH.)
McuxoTepanus pauMoHasibHas Npy ankorosibHoM 3aBMcMMocTy (40 MUH.)
MpueM Bpada-Hapkosora, NpodunakTUYecKuni

McuxoTepanus (oanMH ceaHc 60 MUH)

McuxoTepanus (oauH ceaHc 90 MUH)

MNpueM Bpaya-ncuxmaTpa / ncvxoTepanesTa

MpreM Bpaya-ncuxuaTpa NpobunaKkTMYECKuii

KoHcynbTaums PEQJIEKCOTEPAMNEBTA
UrnoykanoiBaHne 6onee30 MuH. - 1 ceaHc
WrnoykansisaHue 6onee30 MuH. - 10 ceaHcoB
UrnoykaneiBaHne 6onee30 MuH. - 5 ceaHcoB
MwuKponyHKTypa

BakyyMm-Tepanus

35000
40 000
50 000
60 000
70 000
70 000
10 000
12 000
17 000
22 000

120 000

2900

2 500

3400

3900

3900

3900

3900

2400

6 000

7 500

6 500

3700

3400

2900

1700

5000

7 000

2 900

1700

2 500

2 800

24 000

12 500

800

1300
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21017 A21.24.002
21018 A21.24.002
21005 A21.24.002
21011 A21.24.002
21013 A21.24.002
23003 A18.05.009
MeanumnHckme cnpaBku
25001 B03.070.100
25031 B03.070.101
25019 B03.070.100
25059 B03.070.100
25003 B03.070.117
25004 B03.070.103
25007 B03.070.104
25067 B03.070.104
25101 B03.070.150
25102 B03.070.150
25008 B03.070.105
25009 B03.070.106
25057 B03.070.107
25014 B03.070.109
25015 B03.070.110
25016 B03.070.111

MoBepXHOCTHAs UrnoTepanvs MHOroMroNb4aTblM MOSIOTOYKOM
AKYMYHKTYPHbIN MDTUHT

KomnnekcHas urnotepanusi (IrnoykanbiBaHue+aypuKynoTepanus)
JleyeHune Tabakokypenus (1 ceaHc)

JleyeHune n3bbITo4HOro Beca MmetoaoM urnopednekcorepanum (1 ceaHc)

KposonyckaHue (C y4eToM CTOMMOCTU BHYTPUBEHHOIO KanenbHOro BANBaHWs
duspacteopa)

Mea.komucens ¢ ocdopmneHveM crnpasku "BoauTenbckas komuccuna" (kateropum "A",

“B“, llMll)

Mepn.komuceus ¢ odopMieHMeM crnpaBku "Boautenbckas kommccus”

Mea.komucems ¢ ocbopmneHreM crnpasku "YnpasneHue TpaktopoM" (kateropuu A, B,
M)

Mea.komucems ¢ ocdopMieHneM cnpasku "YnpasneHve TpakTopom"

MpodocMoTp ¢ ochopMneHNEM cripaBku B 6acceiH (C 0OCMOTPOM Bpaya-
Aepmatonora)

SKkCnepTu3a TPYAOCNOCOBHOCTH
Mega.komuncens ¢ oopmneHvem cnpaskun dopmel N2 086y (Mpu noctynneHnn B
cpefHecneumanbHble, BbicluMe yYebHble 3aBeaeHusl, Mpy NpueMe Ha paboTy)

Mepa.komuncens ¢ oopmneHvem cnpasku dopmbl N2 086y (npu noctynneHun B
cpefHecneumanbHble, BbiClMe yYebHble 3aBeeHNs, Npu npueme Ha paboty) BE3
PEHTTEHA OrK

Mporpamma: npensapuTenbHbIli MeauUMHCKuIF ocmoTp (BA30BbIN)

MporpaMma: npeAsapuTeNnbHbI MeaumuHckmii ocMoTp (BA30BbIN) 6e3 peHTreHa
orK

Mepa.kommncens ¢ odopmneHveM cnpasku no gopme N2 072 y (caHaTOpHO-KypopTHas
KapTa)

Mepa.komuncens ¢ odopmneHvem cnpaeku no gopme N2 076/y (caHaTOpHO-KypopTHas
KapTa ans geten)

Meg.komucems ¢ ocdopmneHvem crnipasku dopmbl N2 001-I'C/y (npu noctynneHun Ha
roccnyx6y) - npy ycnoBum NpoxXoXXAeHUs AncnaHcepusaumm MexHee 1 roga Hasag

Mepa.komuncens ¢ odopmneHrem cnpasku dopmbl N2 070y (ans nonyyYeHns nyTeBok)

Mepn.komuceuns ¢ odopmneHrem cnpaeku no gopme NQ 082/y (ans Bblie3aa 3a
rpaHuy)

Mea.komucems ¢ ocdopmneHveM crnpasku no dopme N2 079/y (ans odopmneHus
pebeHka B narepb oTAbIXa)

1100

2 800

2 600

2 600

2 600

1700

2 500

3600

2 500

3600

1500

600

9 000

7 500

9 000

7 500

2 400

2 400

4 800

2 400

1800

2 400
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25023 B03.070.112
25025 B03.070.115
25060 B03.070.118
25069 B03.070.118
25070 B03.070.118
25071 B03.070.118
25061 B03.070.118
25072 B03.070.118
25033 B03.070.119
25062 B03.070.118
25073 B03.070.118
25028 B03.070.117
25074 B03.070.118
25063 B03.070.118
25075 B03.070.118
25064 B03.070.118
25076 B03.070.118
25065 B03.070.118
25066 B03.070.118
25068 B03.070.118
MpoueaypHbIi KabnHer

26001 A11.12.003
26130 A11.12.003
26002 A11.02.002
26186 A11.01.002
26155 A25.23.001.001
26131 A11.02.002
26231 A11.02.002
26003 A11.12.003.001
26119 A11.12.003.001
26200 A11.12.003.001
26163 A11.01.002.007
26164 A11.01.002.007

Mej.KoMUCCHs Ans AOMYCKA K 3aHATUAM CMOPTOM C BblA3yel CnpaBKku

Mea.komnceust ¢ ogopmneHmem cripasku B T’MMC (rocyaapCTBEHHYO MHCMEKLUMIO MO
MasloMEpHbIM Cyaam)

Men.kommuceust ans opopMIeHnst MEAULIMHCKOWM KHWXKKKU (paboTHUKM
KOHTaKTUpyioLme ¢ nuiiesbiMn npoayktamu (K)) NMPEAB.MEAOCMOTP
Mea.koMmucens ans opopMeHns MeAULMHCKOM KHUXKKWN (paboTHUKK
KOHTaKTupytowme ¢ nuwesbiMn npoayktamm (XK)) NEPMOANY.MEAOCMOTP
Men.kommuceust anst opopMIeHnss MEAULIMHCKOWN KHWXKKKU (paboTHUKM
KOHTaKTUpyioLme ¢ nuiiesbiMn npoayktamu (M)) MEPMOANY.MEAOCMOTP
Mea.koMmucens ans opopmMieHns MeAMLMHCKOM KHUXKKWN (paboTHUKK
BOAONPOBOAHBIX ceTent (2K)) MEPMOANY.MEAOCMOTP

Men.kommuceust ans opopMieHnst MEAULIMHCKOW KHWXKKKU (paboTHUKM
KOHTaKTMpVIoLMe C nuiLieBbIMK npoavkTamu (M)) MPEAB.MEAOCMOTP
Mea.koMmucens anst opopmieHnst MEAULIMHCKOM KHUXKKKU (paboTHUKM
BOZOMNPOBOAHbLIX ceTeit (M)) NMEPMOANY.MEOOCMOTP

Mea.komnceust ¢ odopmneHmem cripasku N 002-40O/y "MeanumHckoe 3akitoyeHme 06
OTCYTCTBUM MEAMLIMHCKUX NMPOTUBOMOKA3aHMii K MCMOSTHEHMIO 06513aHHOCTE

YaCTHOrO OXDaHHWKa
Men.koMmuceust Ans opopMIeHnss MEAULIMHCKOWN KHWXKKKU (paboTHUKM
BOAOMNPOBOAHLIX ceTeit (XK)) NPEAB.MEAOCMOTP

Mea.koMmucens ans opopmieHns MEAULIMHCKOWM KHUXKKM (BOCUTAHUE U 0BydeHne
neteit (OK)) NEPMOANY.MEOOCMOTP

Odopmnenne gybnukata cnpaeku "Boautenbckas kommceuns”

Mea.koMmucens ans opopMieHns MEAULIMHCKOWM KHUXKKM (BOCUTAHUE U 0BydeHne
neten (M)) NEPMOANY.MEOOCMOTP

Men.koMmuccus ans opopMIeHnss MEAULIMHCKON KHWXKKKU (paboTHUKM
BOAONPOBOAHLIX ceTeit (M)) NMPEAB.MEAOCMOTP

Mea.kommucens anst opopMIeHns MEAULIMHCKON KHUXKKU (KOMMYHabHbIE U
6bIT.Ccyx6bl (XK)) MEPUOANY.MEAOCMOTP

Men.koMmuccus ans opopMIeHnss MEAULIMHCKOW KHUXKKK (BOCMUTAHUE U 0BydeHne

neten (X)) NPEAB.MEAOCMOTP

Mea.koMuccns Anst opopMIEHUS MEANLIMHCKON KHWKKU (KOMMYHAbHbIE 1
6bIT.Ccyx6b (M)) NEPMOANY.MEOOCMOTP

Mea.koMucens Ans opopMIIeHNUsS MEANLIMHCKON KHWWKKM (BOCnUTaHWe 1 obyyeHune

neteii (M)) MPEAB.MEAOCMOTP

Mea.koMuccrst 4nst opopMIEHUst MEANLIMHCKOM KHUXKKM (KOMMYHasIbHbIE U
6bIT.cy>x6b1 (XK)) MPEAB.MEAOCMOTP

Men.koMuceus ans opopMiIeHUs MEAULMHCKON KHKKU (KOMMYHasbHbIE U1
6bIT.criy>x6b1 (M)) MPEAB.MEAOCMOTP

NHbekumn (6e3 cToMM. MeamMKaMeHTOoB): - B/B

MHbekumm (6e3 cTtomM. MeamkaMeHToB): - B/B - 10 npoueayp

NHbekumn (6e3 cToMM. MeamkaMeHToB)- B/M, /K

Mpo3epvHoBas npoba n/k

JleueHne murpeHun npenapatom Apxosu (1 BBeaeHue)

NHbekumm (6e3 cTtomM. MeankaMeHToB)- B/M, n/k - 10 npoueayp

MHbekumu (6e3 cTtomM. MeankaMeHToB)- B/M, /K - 5 npoueayp

KanenbHuua (B/B kanenbHOe BMBaHMe 6e3 CTOMMOCTM npenapaTa)

KanenbHuua (B/B kanenbHoe BnnBaHue 6e3 ctoMMocTy npenapata) - 10 npoueayp
KanenbHuua (B/B kanenbHoe BiMBaHWe 6e3 CTOMMOCTM npenapaTa) - 5 npoueayp

AyToremoTtepanus (6e3 npenapaTta)

AyToremoTtepanus (C npenapaTom)

2 600

2 500

10 090

8830

7 280

7 940

8 540

6 390

1800

7 940

8830

1250

7 280

6 390

8 655

9 300

7 105

8 300

9125

8125

500

4000

350

450

23 000

3 000

1400

1100

9 300

4900

450

800
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26019

26148

26149

26150

26151

26152

26188

26139

26140

26185

26141

26142

26147

26143

26144

26051

26052

26133

26053

26054

26062

26109

26066

26126

26069

26110

26064

26169

26065

26090

26095

26091

26092

26111

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

KomMbunHupoBaHHoe neveHne 60n1eBoro cmHapoma cxema 1 (Co CTOMMOCTbIO
npenapatoB: bapanruH 3,0; HoBokanH 0,5% 5,0; dekcameTta3oH, NaCl 200)
KombnHupoBaHHoe neveHne 6oneBoro cmHapoma cxema 2 (Co CTOMMOCTbIO
npenapatoB: bapanruH 3,0; dydunuH 2,4% 5,0; OdekcameTasoH, NaCl 200)
MeaunkameHTo3Hoe neyeHne cxema 3 ( B/B kanenbHo: NaCl/ PeononuriokuH +
MNeHTOKCUDUNNWH; B/B CTDYIMHO: akToBernH 5,0)

MeavkaMeHTO3HOe NieyeHne cxeMa 4 ( B/B kanenbHo NaCl+ 2 npenapata u3:
uedTpuakcoH 1 unm 2 rp/ HukotuHoBas k-Ta/[dpoTaBepuH/TnoKTOBas k-Ta + B/B
CTDVIAHO ToudochaneHuH)

MeankaMeHTO3HOE NleveHne cxeMa 5 ( B/B kanenbHo rnoko3a 5% 200+ HoBokanH

0,5 20 Mn+ apoTtaBepuH+ TraMuH/MMPUAOKCUH)

MeaunkameHTO3HOe nieyeHune cxema 6 ( B/B kanenbHo NaCl/rntoko3a 5% +
umtodnasmH 10.0)

KanenbHuua: KoMbUMHMpOBaHHOE neveHne yponornyeckoe (Co CToMMOCTbIO
npenapatoB: PeambupuH 200, Metporun 100, MeHTokcmdmnaunH 5,0)
KanenbHuua (Co CTOMMOCTbIO Npenapara - rioko3a 5%)

KanenbHuua (Co CTOMMOCTbIO NpenapaTa - HOBOKauH)

KanenbHuua (Co CTOMMOCTLIO Npenapara - KETOHas)

KanenbHuua (Co CTOMMOCTbBIO NpenapaTa - TMOKTOBas Kucnota / 6epnuntmoH)
KanenbHuua (Co CTOMMOCTLIO Npenapara - ApoTaBepuH (Howmna)
KanenbHuua (Co CTOMMOCTbIO Npenapata - ackopbuHoBas Kucnorta)
KanenbHuua (Co CTOMMOCTLIO Npenapara - peononukritokmH 100/200)
KanenbHuua (co cToMMocTbio Npenapata - pacteop PuHrepa 200,0)
KanenbHuua (Co CTOMMOCTbIO NpenapaTta - NPeAHN30/10H)

KanenbHuua (co CTOMMOCTbIO NpenapaTa - peambepuH)

KanenbHuua (Co CTOMMOCTbIO NpenapaTa - akToBernH 5 M)

KanenbHuua (Co CTOMMOCTbIO Npenapata - reMoaes)

KanenbHuua (Co CTOMMOCTLIO Npenaparta - TMocynbdat HaTpusl)
KanenbHuua (Co CTOMMOCTbIO NpenapaTa - renTpan)

KanenbHuua (Co CTOMMOCTbIO NpenapaTa - LiepakcoH)

KanenbHuua (co ctoMmocTbio npenapata - Beccen ys @)

KanenbHuua (co cToMMoCTbio Npenapara - rentpan 2 amn.)

KanenbHuua (Co CTOMMOCTbIO NpenapaTa - KOHTPOJIOK)

KanenbHuua (Co CTOMMOCTBIO Npenapara - FopAoKC)

KanenbHuua (co cToMMocTbio npenapata - BeHogep 100 mr)

KanenbHuua (co cToumocTblo npenaparta - ankgep 100 mr)

KanenbHuua (co cToMmMocTbio npenapata - BeHogep 200 mr)

KanenbHuua (co ctoMmocTbio npenapara - uedTpuakcoH 1 r.)
KanenbHuua (Co CTOMMOCTbIO Npenapara - LedTpnakcoH 2 r.)
KanenbHuua (co ctommocTbio npenapata - metporun 100 mn)

KanenbHuua (Co CToMMOCTbIO Npenapara - aHrnogniokc 2,0)

KanenbHuua (co CTOMMOCTbIO NpenapaTa - NeBoh/IoKCaLUmH)

1600

1600

1600

1500

1400

1500

2 600

1200

1200

1300

1400

1200

1200

1200

1200

1200

1400

1300

1300

1200

1600

1200

1600

2 200

1400

1300

2 200

2 000

2 900

1200

1300

1200

1200

1400
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26112

26124

26125

26161

26162

26055

26056

26190

26057

26191

26120

26156

26157

26121

26122

26123

26199

26189

26094

26160

26058

26158

26250

26159

26192

26059

26193

26060

26194

26061

26083

26084

26086

26081

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003.001

A11.12.003

A11.12.003

A11.12.003

A11.12.003

A11.12.003

A11.12.003

A11.12.003

A11.12.003

A11.12.003

A11.12.003

A11.12.003

A11.12.003

A11.12.003

A11.12.003

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

KanenbHuua (Co CTOMMOCTLIO Npenaparta - 3ypuinmH)

KanenbHuua (Co CTOMMOCTbIO Npenapara - AeKCaMeTa3oH)

KanenbHuua (Co CTOMMOCTbIO Npenapata - uepakcoH 1000 mr)
KanenbHuua (Co CTOMMOCTbBIO Npenapara - NEHTOKCMMWUINH / TpeHTan)
KanenbHuua (CO CTOMMOCTbIO NpenapaTa - HUKOTMHOBAs KUCNOTa/ KCaHTMHONA
HUKOTMHAT - 1 amn.

MHbekums B/B (CO CTOMMOCTbIO NpenapaTta - TMocynbdaT HaTpus)
NHbekumns B/B (CO CTOMMOCTbIO NMpenapaTa - uepedbponnsmH)

MHbekums B/B (CO CTOMMOCTbIO NpenapaTa - uepebponusnH)- 10 npoueayp
NHbekums B/B (CO CTOMMOCTbIO MpenapaTa - akTOBErnH)

MHbekums B/B (CO CTOMMOCTbIO NpenapaTa - akToBeryH) - 10 npoueayp
NHbekums B/B (CO CTOMMOCTbIO Npenaparta - acceHumane 5,0)

MHbekums B/B (CO CTOMMOCTbIO NpenapaTa - Kanbuus xnopuga 10 mn)
NHbekums B/B (CO CTOMMOCTbIO MpenapaTa - Kanbuus rokoHat 10 mn)
MHbekums B/B (CO CTOMMOCTbIO Npenapata - 6apanruH)

NHbekums B/B (CO CTOMMOCTbIO MpenapaTa - AeKCaMeTa30H 4 Mr- 8 Mr)
NHbekums B/B (CO CTOMMOCTbIO NpenapaTta - AeKcaMeTasoH 12 mr)
MHbekums B/B (CO CTOMMOCTbIO NpenapaTa - uedTprakcoH 1 r)

MHbekums B/B (CO CTOMMOCTbIO NpenapaTta - uedTpuakcoH 2 1)

NHbekums B/B (CO CTOMMOCTbIO NpenapaTa - CYnpacTuH)

MHbekums B/B (CO CTOMMOCTbIO NpenapaTta - Mekcuaon 5 mn)

NHbekumst B/M (CO CTOMMOCTbIO NpenapaTa - KOPTEKCHH)

NHbekumst B/M (CO CTOMMOCTbIO NpenapaTa - APoTaBepUH (HOLUMA)
MHbekumst B/M (CO CTOMMOCTbIO MpenapaTa - 3TaM3uaT)

MHbekumst B/M (CO CTOMMOCTbLIO NpenapaTa - AnknodeHak (opTodeH)
MHbekums B/M (CO CTOMMOCTbIO Mpenapata - kopTekcuH) - 10 npoueayp
MHbekumst B/M (CO CTOMMOCTbIO NpenapaTa - LepebponnaunH)

MHbekums B/M (Co CTOMMOCTbIO NpenapaTa - uepebponusuH) - 10 npoueayp
MHbekums B/M (CO CTOMMOCTbBIO MpenapaTa - akTOBEruH)

MHbekums B/M (CO CTOMMOCTbIO MpenapaTa - aktoservnH) - 10 npoueayp
NHbeKkumns B/M (CO CTOMMOCTbIO Npenapata - gunpocnaH 1,0)

NHbekums B/M (CO CTOMMOCTbIO Npenapata - [loHa/rnioKo3aMuH)
NHbekums B/M (CO CTOMMOCTbIO Npenapata - XoHaporapa / mykocaT) 1 mn
MHbekumst B/M (CO CTOMMOCTBIO MpenapaTa - XoHaporapa / MykocaT) 2 Mi

NHbekums B/M (CO CTOMMOCTBIO Npenapata - uedTprakcoH 1,0)

1200

1300

1200

1200

1200

600

1000

8 000

750

6 000

750

550

550

500

550

600

600

700

500

500

450

450

450

450

3600

600

5000

450

3600

1200

650

550

600

500
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26082

26196

26087

26088

26145

26146

26195

26028

26228

26085

26030

26098

26232

26031

26096

26032

26023

26197

26097

26047

26048

26033

26045

26073

26079

26067

26046

26071

26178

26011

26037

26128

26175

26132

26038

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.02.002

A11.12.009
A11.05.001
A11.12.009

B04.014.004.01
304.014.004.00
304.014.004.00
304.014.004.01
é04.014.004.01
304.014.004.01
304.014.004.01
§04.014.004.02
304.014.004.04
1

A11.01.003.001.

003

A11.01.003.001.

004

B04.014.004.02
0

A11.01.003.001.

001
B04.014.004.03
7
B04.014.004.04
2
B04.014.004.05
5

A11.01.003.001.

002
B04.014.004.02
304.014.004.03
304.014.004.04
304.014.004.02
204.014.004.04
304.014.004.04
304.014.004.04
304.014.004.02
4

NHbekumns B/M (CO CTOMMOCTBLIO Npenapata - cynpactuH 1,0)

MHbekums B/M (CO CTOMMOCTbIO Npenapata - ketopon 1,0)

NHbeKkumns B/M (CO CTOMMOCTBIO Npenaparta - AeKCaMeTasoH 4 Mr/8mr)
MHbekumst B/M (CO CTOMMOCTbIO NpenapaTa - Mekcngon 2,0 mr)

NHbekums B/M (CO CTOMMOCTBLIO Npenapata - TnammH 1,0)

MHbekums B/M (CO CTOMMOCTbIO NpenapaTa - NMpuaokcuH 1,0)

NHbekumst B/M (CO CTOMMOCTbIO Npenapata - Mmekcugon 2,0 mr) - 10 npoueayp
3abop KpOBM U3 BEHbI HA UCCIefoBaHWe

3abop KpoBM M3 Nanbla Ha uccnegoBaHve

3abop KpoBM M3 BEHbI Ha UCC/ieAoBaHWe, BbINOMHAEMOE B Apyrux nabopatopusix
BakumHaums ot napoTtuTa (KynbTypasibHas XuBas)

BakuuHaumsa Baktpusup (KpacHyxa, KOpb, MapaTuT)

BakuuHauus Tpuaia (KpacHyxa, Kopb, NapaTuT)

BakuuHaums ot kopu (KynbTyparnbHas XXmBas)

BakuuHaums oT napotuta n Kopu (KynbTypanbHas xusas)

BakuuHaumsa oT KpacHyxu (KynbTypasibHas XXueast)

BakuuHaumsa ot nonnommenuTa (nepopanbHas)

BakumHaums ans npodwunakTviku amseHtepuu (Lvrennsak)

BakumHaums "dHueBup / dHueBup HEO" (npoTuB knewesoro sHuedanuTa)
MocTaHoBka Npobbl «[MackmHTecT»

OueHka pesynbTaTta npobbl «AMacKUHTECT»

BakumHaums ot MeHuHruta (MeHakTpa)
MocTaHoBka Npobbl «MaHTy»
BakuuHaumsa ot BMNY (Fapaacwn)

A ]

BakuuHaums "Potatek" / "PoTa-V-21a" (npodmnaktika poTaBupyCcHOM UHbeKLmm)
BakuvHaumsi ans npodunakTMkM NHEBMOKOKKOBOM UHdekumumn (MHEMOTEKC)
OueHka pesynbtaTta npobbl «MaHTy»

BakuvHaumst ans npodunakTMkM MHEBMOKOKKOBOM UHdekummn (MHeBMoBaKc 23)
BakuuHaumsa ans npogunaktvuku rpunna (Onto-M TeTpa)

AHaTOKCUH CTONBHAYHBI

BakuuHaums ans npodunakTuki NHEBMOKOKKOBOV MHdekummn (MpeseHap 13)
BakuuHauums ana npodunaktvkn rpunna (dno-M)

BakumHaums ot MeHunHruta (MeHKsaadm)

BakuuHaums ot nonvomuenuta "MonnoBakCnH"

BakuuHauums ans npodunakTuki BETPsHOW ocnbl (Bapunpukc)

450

450

450

450

450

450

3 600

250

100

1000

700

1900

2 200

1100

1400

800

1100

1200

2 000

2 400

300

7 200

900

13 500

4000

4200

300

4200

1400

700

4200

1200

7 200

1800

5 600
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26078

26009

26187

26072

26127

26015

26070

26138

26035

26043

26008

26020

26074

36037

22024

36036

26040

26029

26080

26198

26041

26089

26075

26184

26076

26182

26183

B04.014.004.04
204.014.004.01
304.014.004.03
g04.014.004.02
304.014.004.03
304.014.004.01
1

B04.014.004.00
9

B04.014.004.00
é04.014.004.02
304.014.004.00
304.014.004.00
8

A07.17.001

B04.014.004.03

8
A18.05.019.001

A26.08.019.006

A18.05.019

A12.05.027

A12.22.005.001

A26.08.072

B04.014.004.02
8
A09.05.193.001

B04.014.004.03
0
B04.014.004.00
6

A26.08.072

B04.014.004.03
9
A26.08.072.001

A26.08.072.003

BakumHaums "Knew-3-Bak" (npotus knewesoro aHuedanuta)

BakuuHauma AAC n AAC-M (npotus andtepun, CTonbHska)

BakumHaumsa ans npodvnaktiky rpynna (Ynetpukc KBaapm)

BakumHaums ana npodunakTvku audtepum, Koknowa, ctonbHska ("Agacens")
BakumHaumsa ans npodvnaktvky rpunna (Cosurpunmn)

BakumHaums "TeTpakcum" (npodunaktnka amdrepum, CTonbHsAKa, KOKOLWA,

NOJIMOMUENUTA Y AETEN, HauMHas ¢ 3-MecsI4YHOro Bo3pacTta

BakumHaums UHdaHpuke Mekca (Npotne andTepum, CTonbHsKa, KoKW,
nonvoMunenuTa, renatuta B u remodunbHoON MHGeKUMN)

BakuuHaums "Jyeakc B" (npoTuB renatuta B) ans peteit

BakumHaumsa ans npodwvnakTukm audrtepun, koknowa, crtonbHsika ("MHdaHpukc")
BakumHauus "PereBak B" (npotue renaTtuTa B) ans getei

BakumHaums MeHTakcnm (npodunaktuka andTepun, CTonbHsKa, KOKIIOLWA,
nonvMoMmnenuTa u uHdexkumi, BeisbiBaeMbix Haemophilius influenzae Tuna b)
[bixatensHas agnarHocTuka uHdekummn Xenmkobakrep (TecT)

BakumHaums "PereBak B" (npotue renatuTa B) ans B3pocnbix

BJIOK 10 npoueayp

DKCMpecc-TECT Ha BbIAB/EHWE KOPOHaBupyca (Ma3ok)

B/1OK

DKCrpecc-onpeaeneHe nokasartenei ceepToiBaeMoct kposu (MHO,
NpoTPOMBMHOBOE BpeMS)

MeankaMeHTO3Hasi NMoAroTOBKA K MOKO30TONEPAHTHOMY TECTY

SKkcnpecc AnarHocTuka rpunna A/B

BakumHaums ana npodwunakTvku renatuta A (Anbrasak M)
JKcnpecc-onpeaeneHve kapanocneleduueckoro noamMnenTuaa TPOMOHUHA
BakumHaums ana npodunakTvkn renatuta A ans B3pocsbix (XaBpuKC)
BakuuHaums "KombuoTtex" (NpoTue renatuta B) ans peteit

Skcnpecc anarHoctuka rpunna A/B n Covid-19

BakumHaums "KombuoTtex" (npotus renatuta B) ans B3pochnbix

Okcnpecc anarHoctuka (5): rpunn A/B; Covid-19; RSV n ageHoBupycC

Jkcnpecc amvarHoctuka (6): rpunn A/B; Covid-19; RSV, ageHoBMpYC, MMKOMa3Ma
NMHEBMOHMA

2 000

1000

1600

4 500

1200

2 400

5200

1100

2 200

800

4 600

800

1200

8 000

1000

1000

600

250

1200

2 600

1000

2 600

1000

1400

1200

1400

1500
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26026

26104

22022

26050

26025
22025

26103
26102
26005
26170
Maccax
29004
29048
29000
29003
29020
29021
29022
29001
29002
29005
29006

29027
29007

29009
29010

29042

29043

29012
29018

29046

29047

29045

29029
29013

29014
29044
29015
29032
29016
29017

29023

A26.08.070

A12.05.005

A03.18.001.001.
001
A26.19.089

B03.016.006
A02.30.001.001

B03.016.006
B03.016.002
A09.05.023
A09.05.026

A21.03.007
A21.03.007
A21.30.002

A21.01.005

A21.30.003

A21.30.004

A21.01.001
A21.01.001
A21.01.001
A21.03.002.004

A21.03.002.005

A21.30.005
A21.03.002.005

A21.30.005
A21.01.003.001

A21.01.003.001.
001
A21.01.003.001.
002

A21.01.002
A21.01.004.001

A21.01.004.001.
001
A21.01.004.001.
002
A21.01.004.001

A21.03.007
A21.01.004.005

A21.01.004.001
A21.01.004.001.
001

A21.01.009
A21.01.009
A21.01.009.001
A21.01.009.005

A21.01.009.003

MNpoBeaeHne AMarHOCTUYECKOro 3KCMpecc-TecTa Ha CTPENTOKOKK

Onpeaenenue Mpynnbl KpoBu + Rh dakTop
MeavkaMeHTO3Has NMOAroTOBKa K KOMOHOCKOMMM
MpoBeaeHne 3KCNpecc AMarHoCTMKN Ha poTaBmpycC

KfIMHMYeCKnin 3Kcnpecc-aHanms Moun (TecT-cuctema)
MpepapeiicoBbii (MPeaCMEHHbIN) MEANLIMHCKUIA OCMOTP

O6wwit aHanus mMoum (*) (cito)

O6wmii aHanus kposwu (*) (cito)

OnpepeneHune ypoBHS caxapa B KPOBM (3KCNpecc MeToa)
OnpeaeneHne ypoBHS XonecTepyHa B KpOBM (3KCNpecc MeToa)
Maccaxx cnuHbl (30 MUH)

Maccaxx cnuHbl (45 MUH)

[HeTtckuii Maccax - 1 ceaHc 30 MUH (o 3-X neT)

Maccax ronosbl (JT06HO-BUCOYHOM M 3aTbIIOYHON 06nacTy)
[OeTtcknii Maccax - 1 ceaHc 30 MUH (€ 3-X NIeT A0 7 NET BKIIOUYUTENBHO)
[JeTckuii Maccax - 1 ceaHc (2-ast KaTeropusi CNOXHOCTH) 45 MUH.
[OeTtcknii Maccax - 1 ceaHc (3-51 kKaTeropusi Clno)kHoctu) 60 MUH
Maccax obwmii (60 MMH)

Maccaxk 06wwmit (90 MUH)

Macca NosICHNYHO-KPECTLI0BOW 061acTu

Maccax LeNHO-rpyAHOro oTAena No3BOHOYHMKA

Maccaxx rpyaHOro otaesia no3BOHOYHMKA
Maccax LWeNHO-rPyAHOro U NOSICHUYHOrO OTAENa NO3BOHOYHMKA

Maccaxk 061acTV rpyAHON KNETKU
Maccax LWeliHO-BOPOTHUKOBOMN 30HbI

KOMMNEKCHBIN Macca LUEMHO-BOPOTHUKOBOM 30HbI U nnua (aetn) 30 MuH
KoMnneKcHbIN AeTCKMI Maccax + nuuo (aetu) 45 MUH

JleuebHbllt Maccax nuua
Maccaxk BEpXHEN KOHEUYHOCTH

Maccaxx BEpPXHEN U HMXKHEN KOHEYHOCTEN
Maccax LWelHO-BOPOTHUKOBOM 30HbI M BEPXHEN KOHEYHOCTU
Maccaxx BEPXHUX KOHEYHOCTEN

MaccaXxk CrHbl U HUXKHUX KOHEYHOCTEMN
Maccax Kuctu u npeanneybsd

Maccaxx BEpXHelN KOHEYHOCTH, Haanneybst 1 06iacTy ionaTku

Macca) BepxHeil KOHEYHOCTH, HaanIedbs U 06/1acTyi JIoNaTKK - 2 pyKn
Macca)k HUXKHEN KOHEYHOCTU

MaccaXk HXKHUX KOHEYHOCTEMN

Maccax HUKHEN KOHEYHOCTM 1 MOSACHULIbI

Maccax CTornbl U rofieHn

Maccax KOneHHOro cycrasa

1000

470

2 200

700

250
250

800
1000

300

500
1900
2 600
1900

900
1900
2 400
2 800
2 900
4 400
1300
1400

1400
1600

1700
1300

1900

2 400

1300
1200

2 000

2 000

2 000

2700
900

1400
2 000
1300
2 000
1400
1300

900
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29024

29025

29026
29049

29028
29301
29302
29303
29304
29305
29401
29104
29148
29142
29143
29099
29120

29121

29122
29101
29098
29103
29105
29106

29127
29107

29109
29110

29112
29118

29145

29144

29129
29113

29114

29115
29116

29117

29123

29124

29125

29126

A21.01.004.002

A21.01.004.003

A21.03.007
A21.01.003.001.
002

A21.03.007
A21.01.001
A21.01.001
A21.01.001
A21.01.001
A21.01.001
A21.01.007
A21.03.007
A21.03.007
A21.01.003.001.
001
A21.01.003.001.
002

A21.30.002

A21.30.003

A21.30.004

A21.01.001
A21.01.001
A21.01.001
A21.01.005
A21.03.002.004
A21.03.002.005

A21.30.005
A21.03.002.005

A21.30.005
A21.01.003.001

A21.01.002
A21.01.004.001

A21.01.004.001
A21.01.004.001.
002

A21.03.007
A21.01.004.005
A21.01.004.001

A21.01.009
A21.01.009.001

A21.01.009.005

A21.01.009.003

A21.01.004.002

A21.01.004.003

A21.03.007

Maccax nne4yeBoro cycrasa
Maccaxx NnoKTeBoro cycrasa

Maccax< LUENHO-TPYAHOrO M NMOSICHUYHO-KPECTLIOBOrO OTAeNa
KoMMieKcHbIM Maccax LWeNHO-BOPOTHUKOBOM 30HbI U nnua (B3pocible) 30 MUH

Macca rpyIHOro u nosiCHNYHOro OTAENA NMO3BOHOYHMKA
AHTULIENTIONUTHBIA MAaccaX< o6LLMi

AHTULIENTIONWUTHBIA MacCaX >XMBOTA

AHTULIENTIONUTHBIA MAaccaXk aroamu,

AHTULENTIONUTHBIN Maccax 6eaep

AHTULIENTIONUTHBIA MAaccax rnsey

BaHouHbI Maccax (oaHa 30Ha)

Maccax cnuHbl - aboHeMeHT 10 ceaHcoB

Maccax cnuvHbl (45 MUH) - aboHemeHT 10 ceaHcoB

KoMnneKcHbIN Maccax LeNHO-BOPOTHUKOBOM 30HbI M nnua (aetn) 30 MUH -
aboHemeHT 10 ceaHcoB

KoMMneKCcHbIN AETCKMI Maccax + nnuo (aetn) 45 MyH. A6oHeMeHT 10 ceaHcoB

[Oetcknii Maccax - 1 ceaHc 30 MUH (A0 3-X NeT) - aboHeMeHT 10 ceaHcoB

[Hetckuii Maccax - 1 ceaHc 30 MUH (C 3-X A0 7 NET BKIOYUTENBHO) - aboHeMeHT 10
CeaHcoB

[eTtcknii Maccax - 1 ceaHc (2-ast kKaTeropusi CIOXXHOCTN) 50 MUH. - aboHeMeHT 10
CeaHcoB

[JeTtcknii Maccax - 1 ceaHc (3-5 KaTeropus cnoxHoctn) 60 MUH - aboHeMeHT 10
CeaHCcoB

Maccaxk obwmii 60 MUH - aboHeMeHT 10 ceaHCoB

Maccaxk 06Lwmin 90 MUH - aboHeMeHT 10 ceaHcoB

Maccax ronoBbl! (JTO6HO-BUCOYHO M 3aTbIIOYHOW 06n1acTu) - aboHeMeHT 10 ceaHcoB

Maccaxk MOSICHUYHO-KPeCTLOBO 06n1acTu - aboHeMeHT 10 ceaHcoB

Maccax LIeHO-rpyAHOro OTAENa NO3BOHOYHMKA - aboHeMeHT 10 ceaHcoB
Maccax rpyaHoro otaena no3BoHOYHMKA - aboHeMeHT 10 ceaHcoB

Maccax WeNHO-rpyaHOro 1 NOsSICHUYHOMO OTAENa NO3BOHOYHMKA - aboHeMeHT 10
CeaHCcoB

Maccaxx 061acTi rpyaHon KneTku - aboHeMeHT 10 ceaHcoB

Maccax LIeiHO-BOPOTHMKOBOW 30HbI - aboHeMeHT 10 ceaHcoB

JleyebHbln Maccax nuua - aboHeMeHT 10 ceaHcoB
Maccaxx BepXHEN KOHEYHOCTM - aboHeMeHT 10 ceaHcoB

Maccaxk BEpXHUX KOHEYHOCTEN - aboHeMeHT 10 ceaHCcoB

Maccaxk BepXHeil KOHEYHOCTH, HaanIedbs M 0651acTi lonaTku (2 pyku)- aboHEMEHT
10 ceaHcoB

Macca)< CnHbI U HUXKHUX KOHEYHOCTEN - aboHeMeHT 10 ceaHcoB

Maccaxx KucTu 1 npeannedbs - aboHemeHT 10 ceaHcoB

Maccaxk BepXHelN KOHEUYHOCTU, Haannevbs U 061acT IonaTtky - aboHemMeHT 10
CeaHcoB

Macca)k HUXKHEN KOHEYHOCTU - aboHeMeHT 10 ceaHcoB

Macca) HUXXHEN KOHEUYHOCTU U NOACHULbI - aboHeMeHT 10 ceaHcoB

Maccax cTonbl 1 roneHun - aboHemeHT 10 ceaHcoB

Maccaxk KoneHHoro cycrasa - aboHemeHT 10 ceaHcoB

Maccaxx nneyeBoro cycrasa - aboHeMeHT 10 ceaHc

Macca) NOKTEBOro cycTaBa - aboHeMeHT 10 ceaHCoB

Maccax LWeNHO-TPyAHOro 1 NosICHUYHO-KPECTLIOBOro oTaesNa - aboHeMeHT 10
CeaHcoB

900

900

1900
2 200

1400
2900
900
900
1100
800
550

16 000
22 000
16 000
20 000
16 000
16 000

20 500

24 000
25 000
37 000

7 500
11 000
11 000

11 000
14 000

15 000
11 000

11 000
10 200

16 500

16 500

23100
7 500

12 000

11 000
12 000

11 000

7 500

7 500

7 500

16 000
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29128

29146

29147

29149

29132

A21.03.007

A21.01.004.001.
002
A21.01.004.001.
001

A21.01.003.001.
002
A21.01.009.001

Maccaxk rpyAHOro M NosiCHUYHOro OTAeNa NO3BOHOYHMKA - aboHeMeHT 10 ceaHcoB
Maccaxk BEpXHEN N HMXXHEN KOHEYHOCTEN - aboHeMeHT 10 ceaHCcoB

Maccax LIeiHO-BOPOTHUKOBOW 30Hbl U BEPXHEN KOHEUYHOCTU - aboHeMeHT 10
CeaHcoB

KOMMMEKCHBIN Maccax LUEMHO-BOPOTHUKOBOM 30HbI M nnua (B3pocibie) 30 MUH -
aboHemeHT 10 ceaHcoB
Maccaxk ABYX HUXXHUX KOHEUYHOCTEN - aboHeMeHT 10 ceaHcoB

0380pP0OBUTEJILHO-CMIOPTUBHbIE YCIYIU

30012

30009

30036

30038

30063

30075

30076

30071

30035

30069

30005

30070

30011

30085

30087

30043

30090

30050

30086

30039

30092

30051

A19.03.002.001

A19.03.002.001

A19.03.002.001

A19.03.002.001

A19.03.002.001

A19.23.003

A19.23.003

A19.30.012

A19.08.001

A19.30.012

A19.03.002.002

A19.30.012

A19.03.002.002

A19.03.002.001

A19.03.002.001

A15.02.001

A19.03.002.001

A15.02.001

A19.03.002.001

A15.02.001

A19.03.002.001

A15.02.001

3ausiTve JIOK B rpynne ao 3-x yenosek no UHANBUAYASIbHOWM nporpamme (I
KaTeropusi COXHOCTM)

3ausiTve JIOK no MHAVBUAYA/TLHOWM nporpamme B rpynne Ao 3-x yen. /
aboHeMeHT Ha 10 nocelueHuin

WHanemayanbHoe 3aHsaTve JIOK (II kaTeropus cnoXHocTw)
NHaneuayanbHble 3aHaTusa JIOK (II kateropus cnoxHoctu) / aboHeMeHT Ha 10
nocelLLeHni

WHanemayanbHoe 3aHsTve JIOK (III kaTeropus CNOXHOCTU 45 MUH.)

3aHATME Ha KOMMeKce ¢ b1onornyeckon obpaTHoi cBA3bi0 "BUOKMHEKT"

aHATWE Ha KOMIJeKce ¢ bronormyeckon obpaTHOM CBA3bIO "BUOKUHEKT" aboHeMEHT
3 6 6 "B " ab

Ha 10 3aHsTUI

O3HakoMUTENbHOE 3aHsITME Ha NoaBecHoM cucteme "Ik3apTa” (30 MUH)
3aHsTUE AbIXaTenbHOM rMMHACTUKON (B T.4.no CTpenbHWKoBoW) (B rpynne 4o 5
yen.)

MHanBuayanbHOe 3aHSTUE Ha NOABECHOMN cucTeMe "Jk3apTa”

3aHaTtus JIOK B rpynne

MHanBuayanbHOe 3aHATME Ha NOABECHON cucTeMe "Jk3apTa” - aboHEMEHT Ha 5
3aHATUN

3aHaTus JIOK B rpynne / aboHeMeHT Ha 10 noceLleHni

3aHatme JIOK B rpynne no NHOMBUOYAIBHON 03710POBUTE/IbHON MporpamMMe ¢

AtonuwesbiM [M1.C.

3aHatme JIOK B rpynne no NHOMBUOYAIBHON 03710POBUTE/IbHOM MporpamMMe ¢

ATonweBbiM [1.C. abOHEMEHT Ha 5 3aHATUM

KuHesmnoTelinmpoBaHue I kaTeropusi CrIoHOCTM

3ausiTve JIOK B rpynne no UHAVBUMAYA/IbHOW 03n0poBuTenbHOI nporpaMMe ¢

AtonuwesbiM M.C. aboHeMeHT Ha 10 3aHATU

KuHesunoTelinupoBaHue I kaTeropusi ClIoKHOCTU (Telinamm nauneHTa)

3ansTue JIOK B rpynne no MHAVBUAYAIbHOW nporpamMe ¢ anemeHTamu
KuMHe3unoTepanuu ¢ AtonwesbiM I1.C.

KuHesnoTeiinupoBaHue II kaTeropum cro)XHOCTU

3ausiTve JIOK B rpynne no MHAVBUAYA/IbHOW nporpamMme c anemeHTaMu
KnHesnotepanum ¢ AtonwesbiM N.C. - aboHeEMeHT Ha 10 3aHATUI

KvHesnoTelinmpoBaHue II kaTeropum cCioXHOCTU (TelnaMmn naumeHTa)

12 000

16 500

16 500

18 700

16 500

1000

7 000

1200

9 000

2 000

1200

9 000

500

2 200

650

9 900

5400

1200

5000

600

9 000

400

1600

1200

13 000

800
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30091

30044

30080

30041

30082

30042

30081

30078

30061

30059

30065

30066

30089

30088

30049

30062

30056

30095
30096

30094

30093

30097

30098

A19.03.002.001

A15.02.001

A19.03.002.001

A19.03.002.001

A19.03.002.001

A19.03.002.001

A19.03.002.001

A19.03.002.001

A19.23.002.014

A19.23.002.014

A19.23.002.014

A19.23.002.014

A19.23.002.014

A19.23.002.014

A19.23.002.014

A19.23.002.014

A19.23.002.014

A19.23.002.014
A19.23.002.014

A21.01.002.001

A21.01.002.001

A19.23.002.014

A19.23.002.014

3ansTue JIOK B rpynne no MHAVBUAYAIbHOW nporpamMe c anemeHTamu
KuHesnotepanum ¢ AtoniueBbiM [1.C. - abOHEMEHT Ha 5 3aHsATUM

KuHesnoteiinupoBaHue III kaTeropusi CNoXHOCTH

MH,CIMBVI,D,ya}'IbHoe 3aHATHE NO KMHE3NOoTEPANnn

NHamBmayanbHoe 3aHsTue JIOK (ans aetel - 2-ast KaTeropust ClIOXKHOCTK)

MH,CIMBVI,D,ya}'IbHoe 3aHATHME NO KMHE3MOoTEPANum - aboHEMEHT Ha 5 3aHsTUi

NHanBmayanbHoe 3aHsTue JIOK (ans petelt - 3-9 KaTeropust CI0XKHOCTH)

NHauBmayanbHoe 3aHATUE NO KMHEe3noTepanum - aboHeMeHT Ha 10 3aHsATUi

3aHsiTHe JIOK ¢ getbMu ¢ 0bydeHunem poauteneit (111 kaTeropusi CNoXHoOCTU 45
MWH.) abOHEMEHT Ha 5 3aHsATUi

MHameuayansbHoe 3aHsTue JIOK ¢ petbMu (BoliTa Tepanus) 45 MUH - abOHEMEHT Ha
10 3aHsaTUI

MHameuayansbHoe 3aHsaTue JIOK ¢ netbmu (BoiiTa Tepanus) 45 MUH C 0byyeHneMm
poauTtenen

KoMnnekcHoe nHavBuayanbHoe 3aHsaTve ¢ aetbMn 30 MuH: JIOK, Boita/ BobaTt-
Tepanusi, Bubponnatdopma Manuneo, dutéon

KoMnnekcHoe nHavBuayanbHoe 3aHsaTve ¢ aetbMn 60 MuH: JIOK, Boita/ BobaT-
Tepanusi, Bubponnatdopma Manuneo, dutéon

KoMnnekcHoe nHavBuayanbHoe 3aHsaTve ¢ agetbMn 30 MuH: JIOK, Boita/ BobaT-
Tepanus, BubponnatdopMa Fanuneo, putéon - aboHeMeHT 10 3aHATUIA

KoMnnekcHoe nHavBuayanbHoe 3aHsaTue ¢ agetbMn 60 MuH: JIOK, Boita/ BobaT-
Tepanus, Bubponnatdopma Fanuneo, putéon - aboHeMeHT 10 3aHATUIA

NHamemayansHoe 3aHsTve JIOK ¢ petbmu (bobat Tepanus)

WHanemayansHoe 3aHsTue JIOK ¢ getbmu (Bobat Tepanus) - aboHemeHT Ha 10
3aHSATWIA

NHanBmayanbHoe 3aHsTUe Ha BubponnaTdopme Manvneo

WMHavBmayansbHoe 3aHsaTue Ha B1ubponnaTdopMe Manuneo - 5 3aHaTui

MHamBuayanbHoe 3aHSATME Ha BUbponnatdopme Manuneo - 10 3aHATuiA

Maccax nuua MeauLMHCKUIA € TedebHoM U3KYNbTYpOr ANs MblLuLy,
ApPTUKYNSILMOHHOIO anapata no Metoamke Koctunbo Mopanec

Maccax nuua MeauLMHCKUIA € eYebHoM U3KyNbTYpor ANs MblLuLy,
APTUKYNALUMOHHOMO anapaTa no metoauke Koctunbo Mopanec - aboHeMeHT Ha 10
npouenvo

KomnnekcHoe MHAMBMAYyanbHoe 3aHsTe Ha Bubponnatdopme Mannneo ¢ neuebHol

u3kynbTYypOI

KomnnekcHoe MHAMBMAYyanbHoe 3aHsTe Ha Bubponnatdopme Mannneo ¢ neuebHo
(u3KynbTYpOK - 5 3aHATUI

7 000

1800

3300

1200

14 500

1500

27 000

7 000

26 000

3 000

2 800

3800

24 000

35000

3 000

25 000

1200
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9 600

3 000

26 000
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30099

30101

30057

30102

30103

30058

30104

30105

30106

30013

30000

30014

30055

30015

30016

30017

30018

30030

30025

30026

30027

30028

30029

A19.23.002.014

A19.30.006.001

A19.23.002.014

A19.30.006.001

A19.30.006.001

A19.23.002.014

A19.30.006.001

A19.30.006.001

A19.30.006.001

A19.03.002.003

B01.020.001

A19.03.002.003

B01.020.001

A19.03.002.003

A19.03.002.003

A19.03.002.003

A19.03.002.003

A19.03.002.002

A19.30.009

A19.30.009

A19.30.009

A19.30.009.002

A19.30.009.002

KoMnnekcHoe uHAMBMAYaNnbHOE 3aHsATME Ha BubponnaTdopMe Manuneo ¢ neyebHom

uskynbTYypoit - 10 3aHATUI

PoboTn3npoBaHHas MexaHOoTepanus Ha annapaTte ApTPOMOT - 1 3aHaTne

Mo3xeukoBas cTumynsumsa (banameTpukc) - 1 3aHaTue

Po60TU3MpOBaHHas MEXaHOTEpanus Ha annapaTe ApTPOMOT - 5 3aHsATUI
PoboTn3MpoBaHHas MexaHoTepanus Ha annapate ApTpoMoT - 10 3aHsATUi
MozyeukoBasi cTuMynsumsa (banameTpukc) - aboHeMeHT Ha 10 3aHATUI

KomnnekcHoe 3aHsTue: JIOK nnamsuayansHo 30 MuH + PoboTusmpoBaHHas
MexaHoTepanus Ha annapate ApTpoMoT 30 MWH - 1 3aHsaTVe

KomnnekcHoe 3aHsTue: JI®K niansmayanbHo 30 MuMH + PoboTu3npoBaHHas
MexaHoTepanus Ha annapate ApTpoMoT 30 MUH - 5 3aHsATuiA

KomnnekcHoe 3aHsTue: JIOK nnamsuayansHo 30 MuH + PoboTusmpoBaHHas
MexaHoTepanusi Ha annapate ApTPoMoT 30 MUH - 10 3aHATUI

3aHsTNe Ha peabunMTauMOHHBIX TpeHaxepax /MHAMBMAYanbHOe

KoHcynbTaumsa cneumanucta JIOK

3aHATUE Ha peabUNNTALMOHHBIX TPEHAXEpaX /MHAMBUAYaNbHOE - 5 3aHATUI

KoHcynbTaumsi MHCTpyKTOpa-MeToancTa no BoliTa- / BobaTt-Tepanun n JIOK

3aHATME Ha PeabunuUTaLMOHHBIX TPEHaXKepax /MHAMBMAYanbHoe - 10 3aHATUIA

3aHATME Ha peabunMTauMOHHBIX TPeHaXxepax B rpynne Ao 5 uen.

3aHSATUSI Ha peabUNUTALMOHHBIX TPEHaXKepax B rpynne - 5 3aHaTui
3aHsITUE Ha peabunUTaLMOHHbLIX TpeHaxepax B rpynne - 10 3aHaTui
A60OHEMEHT: 3aHsATUE B BacceltHe (B rpynne) - 10 3aHATUM

3aHATME B bacceliHe: rmapopeabunutaumns (MHAMBMAYaNbHOE)

3aHATHE B 6acceliHe: ruapopeabunutaums (MHAMBUAYanbHoe) - 5 3aHATUI
3aHsiTHE B bacceliHe: ruapopeabunuTaumns (MHanemayansHoe) - 10 3aHaTui
3aHATHe B rpynne (6acceiiH)

3aHATHE B bacceliHe (B rpynne) - 5 3aHaTui

YJ1IbTPA3BYKOBbIE UCCJIEAOBAHMUA (Y3UN)

50050
50033

50097

50088

50089

50031

50032

50106

50029

50034

A04.10.002
A04.12.005.005

A04.12.005.005

A04.12.005.002

A04.12.005.004

A04.12.006.001

A04.12.006.002

A04.12.006.002

A04.12.003.001

A04.12.005.006

DXOKT
[ynnekcHoe ckaHMpoBaHWe 3KCTPaKpaHUabHbIX CErMEHTOB MarucTpasnbHbIX
apTepuii ronosbl (cocyabl Len)

[JynnekcHoe ckaHMpoBaHWe 3KCTPaKpaHUasbHbIX CEFrMEHTOB MarucTpasnbHbIX
apTepuii ronoBbl (cocyabl Wewn) ¢ hyHKUMOHaNbHbIMU Npo6aMu

[JlynnekcHoe CKaHMpPOBaHWeE apTepuil BEPXHUX KOHEYHOCTEN
[lynnekcHoe CKaHMPOBaHWE BEH BEPXHUX KOHEUYHOCTEN
[lynnekcHoe CkaHMPOBaHWE apTepuit HUXKHUX KOHEYHOCTEN

[lynnekcHoe CKaHMPOBAHME BEH HKHMUX KOHEYHOCTEMN

,U,YI'IHEKCHOG CKaHupoBaHune (KOHTpOJ'Ib nocne onepaumm) BEH HWMXXHUX KOHEYHOCTEW

Y31 6ptolHOM a0opThbl U/WUNK HUXXHEN NMOMON BEHBI

TpaHCKpaHmaanoe AynnekCcHoe CKaHMpoBaHMe apTepMVl roONI0BHOro Mo3ra

12 000

1500

1900

6 700

12 500

15 000

2 000

9 000

16 000

1300

2 400

5700

2 400

11 000

700

3000

5500

7 000

1900

8 000

15 000

900
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3 800
3300

4 000

3300

3300

3300

3300

1200

1900

4 200
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50063

50001

50070

50077

50062
50065

50099

50195
50041

50094
50066

50003

50080

50052

50085

50096

50005

50008

50010

50035

50036

50069

50012

50110

50053

50102

50101

50054
50055

50103

A04.23.001.001
A04.16.001
A04.14.002
A04.14.002.001.
001

A04.14.001
A04.16.001
A04.24.001.002

A04.09.002
A04.26.005

A04.26.004
A04.01.001

A04.28.001

A04.01.001.001

A04.12.001.002

B03.043.002

A04.12.001.002

A04.28.002.003

A04.20.001.001

A04.12.022

A04.20.003

A04.20.003

A04.30.010

A04.30.001.001

A04.30.001.003

A04.30.001

A04.30.001

A04.30.001

A04.30.001
A04.30.001.007

A04.30.001.007

TpaHckpaHWanbHas ynbTpacoHorpabus

Y3W opraHoB 6ptoLLHON NOOCTU (NeYeHb, XXENYHbIN Ny3blpb, NOAKENYA0UHAS
enesa, ceneseHka)
Y3 xen4yHoro ny3bips

Y3W-onpeaeneHne MyHKUMM XENYHOro ny3blps

¥Y3W neyenun
Y3W ¢ BoaHO-CUOHHOM Npoboit

Y3W nneyeBoro cnieTeHns

Y3W nerkux (Tonbko Mo Ha3HA4eHWo NysibMoHooroB Mea MapaHTa)
Y3U opbutsbl 1 rnasHoro s6noka (1 rnas)

Y3-usmepenue N30 asyx rnas

Y3W nepenHeit 6pioLHON CTEHKM, NaxoBbIX U 6eapeHHbIX obnactei ans
ANArHOCTUKN rDbIK

Y3WM noyek n Haano4eyHnKoB

Snactorpadms (A0MOSHUTENBHO K BbiNosHIeMoMy Y3 oAHOMMEHHOrO opraHa)

[ynnekcHoe ckaHMpOBaHME NOYEYHbIX apTepuit (TONbKO C pe3ynbTaTaMu Y3W noyek
oT Bpayei Men MapaHTa (cpokoM He 6onee 1 Mec.))

Onpegenenue JIM (noappkeyHO-NIeYeBOro MHAEKCa) (BbIMOHAETCS COBMECTHO C
ycnyron 50031)

[ynnekcHoe CKaHMPOBaHWE MOYEYHbIX apTepuit (C NCCNEeA0BAaHUEM MOYEK)
Y31 mMo4eBoro nysblpsi ¢ MOYETOUHNKAMMU

Y3W >keHCKMX OpraHoB Masnoro Tasa TpaHcabaoMuHanbHO/TpaHCBarMHanbHO
[JonnnepomeTpns opraHoB Masnoro Ta3a (rMHeKonorus)

Y3U amHaMuku cospeBaHust donnunkyna (nepBuyHoe)

Y3W anHamumkmn cospeBaHus HONnKyna NoBTOpHoe (B Npeaenax OAHOro LMKIa He
6onee 3 pas, ecnv nepBuYHOE UCCneaoBaHne nposeaeHo B Mea NapaHT)
KoHTponbHoe Y3M opraHoB Manoro Tasa B npegenax 04HOro MeHCTpyanbHOro LMkna
(ycnyra ans Bpaden Y3U)

Y31 B 1 TpuMecTpe 6epeMeHHoCTM Ao 11 Hepenb

Y3 B I TpumecTpe 6epemMeHHOCTM € 11 a0 14 Hepenb ¢ oueHkon nnoaa /
YyNbTPa3ByKOBOE CKPMHWHIOBOE MCCneaoBaHune npu cpoke 6epemeHHocTn 11-14
Hefenun no OLUeHKe aHTeHaTasIbHOro PasBUTUS NI0AA C LESbio BbISIBIEHUS
XPOMOCOMHBIX aHOMaJINiA, NMOPOKOB Pa3BUTMSI, PUCKOB 3aAEPXXKN pOCTa Nioaa,
npexaeBpeMeHHbIX poAoB, NpesknaMncum (CKpUHUHT I)

¥Y3W Bo 2 TpumecTpe 6epemeHHOCTM € 14 fo 28 Hegenb / YnbTpa3BykoBoe
CKPMHWHIOBOE mMccneaoBaHne npu cpoke 6epemeHHocTn 19-21 Hegenu no oueHke
aHTeHaTa/IbHOro PasBUTUSA M0Aa C LENbIO BbiSB/IEHUSI XPOMOCOMHbIX aHOMasuid,
MOPOKOB pPa3BUTKS, PUCKOB 3aA€PXXKN poCcTa N/ioda, npexaeBpeMeHHbIX pogoB,
nneaknaMncum (cknuHUHE 1T

Y3U Bo 2 TpumecTpe 6epeMeHHOCTH Ha annapaTax 3kcnepTHoro knacca (¢ 3D u 4D
nccnenoBaHUSaMN)

Y3U Bo 2 TpumecTpe 6epemMeHHOCTH (2 nnoaa) Ha annapaTax 3KCNepTHOro knacca (c
3D u 4D vccnenoBaHusMm)

¥Y3W Bo 2 TpumecTpe 6epeMeHHOCTM (2 nnoaa)

Y31 B 3 TpuMecTpe 6epeMeHHOCTH

Y3U B 3 TpuMecTpe 6epeMeHHOCTM Ha annapaTtax aKkcnepTHoro knacca (¢ 3D n 4D
NccneaoBaHMsaMM)
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3 000
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1900

2 300
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1100

2 600
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2 600
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50056

50014

50105

50061
50057

50021

50081

50051

50091

50020

50119

50082

50064

50087

50093

50067

50086
15058
50043
50017
50015
50039
50047
50037
50024
50092
50083

50023

50078

50098

50060
50045
50046
50027

50071

A04.30.001.008

A04.12.024

A04.12.024

A04.04.001
A04.20.001.004

A04.22.001

A04.22.001

A04.22.001

A04.22.001

A04.20.002

A04.20.002

A04.20.002

A04.20.002.001

A04.20.002.002

A04.20.002.003

B03.052.001

A04.21.001.001
A04.21.001.001
A04.21.002
A04.28.003
B03.052.001
A04.23.001
A04.03.002
A04.04.001.001
A04.01.001
A04.01.001
A04.01.001

A04.06.002

A04.24.001

A04.24.001.001

A04.06.003
A04.03.002
A04.03.002
A04.04.001

A04.04.001

Y3 B 3 TpuMecTpe 6epemMeHHOCTH (2 nnoaa)
[JonnnepoBckoe nccnegoBaHne nnoga, nnaueHTb

[JonnnepoBckoe nccnenosaHue nnoga, nnaueHTtol B III TpumecTpe npum
MHOIOMN/I0AHON 6EPEMEHHOCTM

¥Y3W noHHOro couneHeHus

LiepeukomeTpus (Y3U weiikn MaTkn y 6€peMeHHbIX)

Y3U WUTOBMAHOW M NapalMTOBMAHON >Xenesbl

Y3W WMTOBUAHON Xene3bl Ha annapaTax 3KCNepTHOro YpoBHS (B T.4.3nactorpadus)
Y3U-KOHTPOSIb MYHKUMW WMTOBMAHOM Xene3bl (1-2 y3na)

Y3W-KOHTPOb NYHKLWK WUTOBUAHOM Xenesbl (3-4 y3na)

Y3W MOMOYHBbIX Xene3 + peroHapHble NMMdoy3nbl (NoAMbILIEYHbIE, Hal- U
NOAK/THOUYUYHBIE)
Y31 MonouHbIx xene3 MNEPEA MamMMorpaduei (MMMNaHTbl)

Y3U MonouHbIx Xenes + pernoHapHble MMdoy3nbl Ha annapaTax 3KCNepTHOro
YDOBHS (B T.4.3nactorpacus)
Y3W-KOHTPOb MYHKLMX MOJIOUYHOW XKENEe3bl

MpeaonepaunoHHblit Y3U-KOHTPONb MapKUPOBKM 06pa3oBaHNs MOSTOYHOM XKenesbl
Y3W-KOHTpOnb TpenaHbuoncum 06pasoBaHni

Y3W yponormyeckoe koMnnekcHoe (MoYKM, HaanoyYeyYHUKN, MOYETOUYHUKN,
npeacTaTenbHas xenesa (TpaHcabaoMMHabHO), MOYEBOM My3blpb C ONpeaeNeHNeM

0CTaTO4YHON MOouYM)
¥Y3W npocTtatbl Y My>XUMH TpaHCPEKTasIbHO

Y3W npocTaThl Y My>XXUMH TpaHCpeKkTanbHO (MOYeBOM My3blpb, NPOCTaTa) C
onpeaeneHmeM oCTaToOuHON MOUM
Y3W nonoBoro 4neHa

Y3 opraHoB MOLLOHKW C onpeaeneHnemM KpoBoToKa

Y3W opraHoB Manoro Tasa y My>4uH TpaHCabAoMMHanbHO (MOYEBOM My3bIpb,
npocTaTa) C onpeaesieHMeM 0CTaTOYHON MoYM

HelpocoHorpadwvs

Y3W no3BOHOYHUKA Y AETEN

Y3W aByx TazobeapeHHbIX CycTaBoB y AeTel A0 roga

Y3W Msrkux TkaHel (B T.4. MOBEPXHOCTHLIX 06pa30BaHMi)

Y3U-KOHTPOSb MYHKLMWU MAFKUX TKaHeW, NOBEPXHOCTHbIX
06pa3oBaHuii/nuMdaTUYeCcKMX Y310B

Y3W MsArkux TkaHew (B T.4. MOBEPXHOCTHbIX 06pa30BaHUiA) Ha anmnapaTax
3KCMEPTHOrO YPOBHS (B T.4.3nactorpadms)

¥Y3W numdatuuecknx ysnos (1 permon)

¥Y3W nepudepuyecknx Hepsos (1 HepB)

Y3W nepudepryeckmx HepBoB (HECKOIbKO aHAaTOMUYECKMX obnacTeit)

Y3 BUIOUYKOBOW >KeNesbl

Y3W weiHoro otaena no3BOHOYHUKA

Y3M nosiCHUYHO-KPECTLIOBOro OTAeNa NO3BOHOYHUKA

Y3W ogHoro cyctaBa (KOMEHHOro, rofieHOCTOMNHOro, MIeYEBOro, JIOKTEBOrO,
ny4ye3ansCcTHoro...)

Y3M-KOHTPONb MYHKLMWN CyCTaBa

5100

1800

1900

1100
1100

1900

2 600

1300

1900

2 300

1200

2700

1300

1400

2 500

4 000

2 400
2 800
2 000
2 300
2 000
2 500
2 200
2 400
1900
1100
2 600

1400

2 200

5200

1700

2 200

2 200
2 200

1100
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Y3W cntoHHBbIX Xenes

KomnnekcHoe Y3W ana MyxunH (bpioiHas NonocTb, NOYKK, HaAMOYeYHUKK, Masbli
Ta3, MOLUOHKA, LMTOBMAHASA Xenesa)

KomninekcHoe Y3W ans »eHwmH (6ptoll. NonocTb, NOYKM, HAAMOYEUYHUKM, ManbIi
Ta3, MOJIOYHbIE XXene3bl, LWMTOBMAHAs Xenesa)

KomnnekcHoe Y3W ansa aeteit oo 1 roga (6prollHas nosiocTtb, Ta306eapeHHble
CyCTaBbl, HelpocoHorpacdus, X0 KI)

KomnnekcHoe Y3W ansa aeteit oo 1 ropa (6prollHas nonocTb, Ta306eapeHHbIe
cycTaBbl, HelpocoHorpadus, X0 KT, noyku)

KomnnekcHoe Y3W ansa aeteit oo 1 roga (6proluHas nosiocTtb, Ta306eapeHHble
CycTaBbl, HelMpocoHorpadus)

KomnnekcHoe Y3W ansa aeteit oo 1 ropa (6prollHas nonocTb, Ta306eapeHHbIe
CYCTaBbl, HEMPOCOHOrPadusi, NOYKN)

Y3W opraHoB Lwen KOMMIEKCHOE (LUMTOBMAHAS Xenesa, COHHBIE XEeNe3bl, MsArkme
TKaHW, MMMdaTYECKME V3bl)

Y3W nneBpanbHON NoiocTu

Mammorpadust ABYX MOMOYHbIX XKesie3

Mammorpacdus ABYX MOMOYHBIX Xese3 (C NeYaTbid CHAMKA Ha MieHKe)
MammMorpacdusi 04HON MOIOYHOM Xenesbl

Mammorpacdusi 0AHON MONOYHOW Xene3bl (C NeYaTbio CHUMKA Ha MIIEHKE)
Mammorpadusi AByX MOSIOYHbIX xene3 (MMIM1AHTDI)

Mammorpadust AByX MOoYHbIX xenes (MMMJIAHTDI) (c neyaTblo CHUMKA Ha
nieHke)

Mammorpacdust 0aHOM MonloYHow xenessbl (MMIMJIAHT)

Mammorpacus ogHoi MonoyHow xenesbl (MMIMJTAHT) (c neyaTblo CHUMKa Ha
nieHke)

PeHTreHorpadwms yepena B 2-X NPOEKLUSIX

CekToporpadus ogHOM MOJIOYHOM XKenesbl

[ykTorpadus
PeHTreHorpacdus yepena B 2-x Npoekumnsx (C neYaTblo CHUMKA Ha MieHKe)

Mpu1UENbHbLIN CHUMOK TYPELIKOro ceasa
OnucaHne MaMMOrpaMMmbl / TOMOCUMHTE3A, BbIMONHEHHbIX B Apyrux JIMY

MpeaonepaLUmnoHHbI PEHTIEH-KOHTPO/Tb MapKUPOBKW 06pa30BaHMsi MOIOYHOM
Xenesbl

MpuLEenbHbIN CHUMOK TypeLKoro ceana (C nevyaTbio CHUMKA Ha MeHKe)
PeHTreHorpadus koctein Hoca

PeHTreHorpadusa kocten Hoca (C neyaTblo CHUMKa Ha MNJeHKe)
PeHTreHorpacus WerHOro oTaena No3BoHOYHMKa (2 NpoeKumm)

PeHTreHorpacus WenHOro oTaena No3BoHOYHMKa (2 npoekumn) (C neyaTbio CHUMKA
Ha nieHke)
®YHKUMOHaNbHbIE PEHTFEHOrPaMMbl LLEMHOrO OTAEMNa NO3BOHOYHMKA

®YHKUMOHasbHbIE PEHTFEHOrPaMMbl LWEMHOro OTAeNa NO3BOHOYHMKA (C NeYaTbio
CHUMKa Ha MieHKe)
PeHTreHorpadumsi 1-2 WwWenHOro NO3BOHKOB Yepes poT

PeHTreHorpacus 1-2 WwenHOro rno3BOHKOB Yepes poT (C NevyaTbio CHMMKA Ha
Mn/eHKe)
PeHTreHorpadus rpyaHoro otaena no3BOHOYHMKA

PeHTreHorpacdmsa rpyaHoro otaena no3BOHOYHMKA (C NeYaTbio CHMMKA Ha MIEHKE)
PeHTreHorpadus NOSICHMYHO-KPECTLIOBOrO OTAE/a NO3BOHOYHMKA
PeHTreHorpacmst NOSCHNYHO-KPECTLLOBOrO OTAENA MO3BOHOYHMKA (C NeYvaTbio
CHMMKa Ha M/eHKe)

PeHTreHorpadem rpyAHOro U NOACHNMYHOIro OTAENI0B NMNO3BOHOYHMKA C CLUMBKOW M
CHUMKOM

50022 A04.07.002
50018 B03.052.001
50019 B03.052.001
50058 B03.052.001
50059 B03.052.001
50121 B03.052.001
50122 B03.052.001
50068 B03.052.001
50028 A04.09.001
PEHTTEHOJIOTMYECKWE NCCNEAOBAHUA
60300 A06.20.004
60300* A06.20.004
60301 A06.20.004
60301* A06.20.004
60306 A06.20.004
60306* A06.20.004
60307 A06.20.004
60307* A06.20.004
60009 A06.03.005
60305 A06.20.004.001
60302 A06.20.009
60009* A06.03.005
60010 A06.03.059
60303 A06.20.009
60304 A06.20.009
60010* A06.03.059
60019 A06.03.056
60019* A06.03.056
60020 A06.03.010
60020%* A06.03.010
60022 A06.03.010.001
60022* A06.03.010.001
60021 A06.03.007
60021%* A06.03.007
60023 A06.03.013
60023* A06.03.013
60025 A06.03.016
60025%* A06.03.016
60050 A06.03.014.001
60051 A06.03.016.002

PeHTreHorpacus rpyAaHoro v nosiCHUYHOrO OTAESIOB MO3BOHOYHMKA, HUMKHUX
KOHEYHOCTEN C CLUMBKOW M CHUMKOM

1400
8 400
8 400
7 400
8 200
5000
5 800
3500
1200
3500
3900
2 300
2700
4 300
4700

3 000
3400

2 100

1900

9 400
2 500

1550
1900
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60052

60026

60026*

60003
60003*

60029
60029*
60004
60004*
60005
60005*
60031
60031*
60032
60032*

60033
60033*
60209
60209*
60034
60034*
60027
60027*
60028
60028*
60035
60035*
60047
60047*
60036
60036*
60037
60037*
60038
60038*

60041
60041%*

60039
60039%*
60042
60042*
60043
60043*
60046
60046*
60049

60049%*

A06.03.017.002

A06.03.016.001

A06.03.016.001

A06.03.023
A06.03.023

A06.03.022
A06.03.022
A06.03.026
A06.03.026
A06.03.024
A06.03.024
A06.03.028
A06.03.028
A06.03.029
A06.03.029

A06.03.032
A06.03.032
A06.03.032
A06.03.032
A06.03.034
A06.03.034
A06.03.017
A06.03.017
A06.03.037
A06.03.037
A06.03.041
A06.03.041
A06.03.040
A06.03.040
A06.03.043
A06.03.043
A06.03.045
A06.03.045
A06.03.046
A06.03.046

A06.03.050
A06.03.050

A06.03.053

A06.03.053

A06.03.053.001
A06.03.053.001
A06.03.053.002
A06.03.053.002
A06.03.053.002
A06.03.053.002
A06.03.053.002

A06.03.053.002

PeHTreHorpacus HUKHUX KOHEYHOCTEN B NPSIMON NMPOEKLMM C 3aXBaTOM Tas3a C
CLUMBKOW U CHUMKOM

@OyHKUMOHAbHbIE PEHTreHOrpaMMbl MOSICHUYHO-KPECTLIOBOMO OTA€eNa NO3BOHOYHUKA

@OYHKUMOHAsIbHbIE PEHTTeHOrpaMMbl MOSICHUYHO-KPECTLIOBOrO OTA€e1a NO3BOHOYHUKA
(C NneyaTbio CHMMKaA Ha MEHKE)

PeHTreHorpadus pebep (oaHOM NOMNOBUHbLI FPYAHON KNETKN)

PeHTreHorpacdusi pebep (04HON NOMOBWHLI FPYAHON KNETKK) (C NevaTbio CHUMKA Ha
naeHke)

PeHTreHorpadusa kio4umLbl

PeHTreHorpacdusa knounupbl (C neYaTbio CHUMKA Ha MAEHKE)

PeHTtreHorpacdus nonatku (oaHa npoekums)

PeHTtreHorpacdusa nonatku (ogHa npoekums) (C neYaTbio CHUMKA Ha MEHKEe)
PeHTreHorpadust rpyamHbl (aABe Npoekuun)

PeHTtreHorpacdus rpyamHbl (aBe npoekumnn) (C neyaTbio CHUMKA Ha NJIEHKE)
PeHTreHorpacdus nnevesol KOCTU

PeHTreHorpadus nneyeBon KOCTK (C NeYaTbio CHUMKA Ha MNJIEHKE)

PeHTreHorpaduns noKTeBoi 1 Ny4eBor KOcTu (Npeansieyse)

PeHTreHorpadusi NOKTEBOW M Ny4eBoi kocTu (npeannedbe) (C NeYaTblo CHUMKA Ha
naeHke)

PeHTreHorpadust KUCTU B 2-X MPOEKLUSIX

PeHTreHorpacdus KUCTK B 2-X Npoekumsix (C neyaTbio CHUMKA Ha MJIEHKE)
PeHTreHorpadwvs: onpeaeneHne KOCTHOrO BO3pacTa

PeHTreHorpadus: onpeaeneHve KOCTHOrO Bo3pacTta (C NeYaTblo CHUMKA Ha MeHKe)

PeHTreHorpadmsa nanbueB KACTU B 2-X MPOEKLMSIX
PeHTreHorpadus nanbuUeB KACTW B 2-X NPOEKUMsIX (C neyaTbio CHUMKA Ha MNieHKe)

PeHTreHorpacusa konumka 1 Kpectua

PeHTreHorpacdusa konumka n Kpectua (C nevyaTtbio CHUMKA Ha MAEHKE)
PeHTreHorpadusa KpecTLoBO-NoAB3/O0LLHbIX CYCTaBOB

PeHTreHorpadus KpecTuoBO-NoAB3A0LHbLIX CYCTaBOB (C NeYaTbio CHMMKA Ha
nnaeHke)

PeHTreHorpacdua kocrtel Tasa

PeHTreHorpadusa kocten Tasa (C nevyaTbio CHUMKA Ha MIeHKe)
PeHTreHorpacmsa NOHHOIO COYSIEHEHMS

PeHTreHorpacdusa noHHOro couneHeHus (C nevyaTbio CHUMKA Ha MNJIEHKE)
PeHTtreHorpacdusa 6eapa B 2-x npoekumsx

PeHTtreHorpacdusa 6eapa B 2-x npoekumsx (C neYaTblo CHUMKA Ha M/IEHKE)
PeHTreHorpacdva HagKoneHHWKa B 2-X NPOEKLUMAX

PeHTreHorpacdums HagkoneHHUKa B 2-X NpoeKumsix (C nevaTbio CHUMKA Ha M/eHKe)

PeHTreHorpacus 60nblIebepLIOBOM U ManobepLoBOi KOCTU (KOCTU FOneHN)

PeHTreHorpadus 6onbluebepLoBol U ManobepLoBoi KOcTh (KOCTU ronenun) (c
neyaTbio CHUMKA Ha M/eHKe)

PeHTreHorpadusi NSTOYHOW KOCTU B 2-X NPOEKLMSX

PeHTreHorpacus NSTOYHON KOCTU B 2-X NMPOeKUMsiX (C NeYaTbio CHUMKA Ha MJIEHKE)

PeHTreHorpacdmsi CTonbl B 2-X NPOEKLMSAX

PeHTreHorpacdus ctonbl B 2-X Npoekumsix (C nevaTblo CHYUMKA Ha MIIEHKE)
PeHTreHorpadmsi ctonbl (1) ¢ Harpy3koi (NIOCKOCTOMNME NPOAOSIbHOE U
nonepeYHoe)

PeHTreHorpadwms ctonbl (1) ¢ Harpyskoi (NIocKoCTonme NpoaosibHOE U
nonepeyHoe) (C NeYaTbio CHUMKA Ha NJIEHKE)

PeHTreHorpacus cton (2) c Harpyskon (MiocKoCTonue NpoaosibHOE M MOMepeYHoE,
[Be NpoeKLumn)

PeHTreHorpadms cton (2) ¢ Harpyskoi (NnockocTonve NpoaosibHOE U NomnepeYHoe,
ABe NpoeKkumnn) (C nevaTbio CHUMKa Ha MieHkKe)

PeHTreHorpadus cton (2) ¢ Harpyskoi (NiockocTonue NonepeyHoe, npsiMas
npoeKLms)

PeHTreHorpacdus cton (2) ¢ Harpyskoi (niockocTonue nonepeyHoe, npsiMas
npoekums) (C NevaTblo CHUMKa Ha MieHKe)

PeHTreHorpacdms cton (2) ¢ Harpyskow (niockocTonve nNpoaosibHoe, bokoBast
npoeKLms)

PeHTreHorpacdus cton (2) ¢ Harpyskoi (nnockocTonve npoaosibHoe, 6okoBast
npoekums) (C NevaTblo CHUMKa Ha MieHKe)
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60040

60040*

60017

60017*

60030

60030*

60220

60220*

60016

60016*

60011
60011*

60018
60018*
60001
60001*
60002
60002*
60202
60202*

60103
60103*

60208
60208*

60207
60207*

60007

60007*

60006

60006*

60206
60206*

A06.03.051

A06.03.051

A06.04.001

A06.04.001

A06.04.005

A06.03.057

A06.03.057

A06.03.057

A06.07.009

A06.07.009

A06.08.001
A06.08.001

A06.08.003
A06.08.003
A06.09.007.001
A06.09.007.001
A06.09.007.001
A06.09.007.001
A06.20.001
A06.20.001

A06.28.002
A06.28.002

A06.28.007
A06.28.007

A06.28.011
A06.28.011

A06.28.013

A06.28.013

A06.30.004.001

A06.30.004.001

A06.30.008
A06.30.008

MeauuuHckue NporpaMmsl

70089**

70087**

70004

70055

B03.070.118

B03.070.118

B03.070.127

B03.070.135

PeHTreHorpacdmsa nanbueB CTOMbl B 2-X NPOEKLMSX
PeHTreHorpadus nanbues CTOMbl B 2-X NPOeKUMsX (C nevaTbio CHUMKA Ha MNJieHKe)
PeHTreHorpacvsi BUCOYHO-HUXXHEYEOCTHOrO CyCTaBa

PeHTreHorpadus BUCOYHO-HMKHEYENHOCTHOrO CycTaBa (C neyaTbio CHUMKA Ha
nneHke)

PeHTreHorpacdms cyctaBa (Mne4eBoro, IOKTEBOMO, Ny4e3ansiCTHOro,
Ta306e4peHHOro, KONEHHOMO, FOIEHOCTONHOrO)

PeHTreHorpadus cycrasa (nae4eBoro, IOKTEBOro, /lyde3ansiCTHOro,
Ta306e4peHHOro, KOJIEHHOrO, FONEHOCTONHOro) (C NeYaTbio CHMMKA Ha MieHke)
PeHTreHorpacdmsa cycraBa nocne penosvumum (B TOT Xe A€Hb)

PeHTreHorpadus cycraBsa nocne penosuumm (B TOT Xe AeHb) (C NevaTbio CHUMKA Ha
naeHke)
PeHTreHorpadust HKHEN YHesTiocTu

PeHTreHorpacus HUKHel YentocT (C NeYaTbio CHUMKA Ha M/eHKe)

PeHTreHorpadus Hocornotku no 3emMuoBy (6okoBast)

PeHTreHorpadms Hocornotku no 3emMuoBy (bokoBast) (C nevaTbio CHMMKA Ha
nneHke)

PeHTreHorpacus NpMaaToyHbIX Nasyx Hoca

PeHTreHorpadvms npMaaToYHbIX MNasyx Hoca (C NeYaTblo CHUMKA Ha NieHke)
PeHTreHorpadmsi opraHoB rpyaHoi KNeTku B 1 npoekumm

PeHTreHorpadus opraHoB rpyaHoii KNeTkn B 1 npoekumm (C nevaTbio CHUMKA Ha
naeHke)
PeHTreHorpadusi OpraHoB rpyAHON KJIETKM B 2-X NMPOEKLINSX

PeHTreHorpacdusi OpraHoB rpyaHoN KNeTkn B 2-X Npoekumsix (C neyaTblo CHUMKA Ha
nneHke)
McTepocanbnuHrorpadus (BbIMOHAETCA COBMECTHO C ycnyron 14106 unu 14107)

McTtepocanbnuHrorpadust (BbINOMHSIETCS COBMECTHO € ycnyroi 14106 nnm 14107) (c
neyaTbio CHUMKA Ha MN/EHKe)

BHyTpMBEHHasi yporpacdusi C y4ETOM KOHTPacTHOIO BELLEeCTBa

BHyTpMBeHHas yporpadusi ¢ y4eToM KOHTPacTHOro BelecTBa (C neyaTblo CHUMKA Ha
nneHke)

PeTporpagHasi umctorpacmsi C y4eTOM KOHTPACTHOro BELLECTBA

PetporpagHas uucrorpadus € y4eToM KOHTPACTHOro BellecTsa (C neyaTbio CHUMKa
Ha MieHkKe)

YpeTporpadus (BbINOIHSETCS COBMECTHO C yciyroi 15083)

YpeTporpadus (BbINOSHAETCS COBMECTHO € ycnyroi 15083) (c neyaTbio CHUMKA Ha
nneHke)

PeHTreHorpadusi NoYek M MOYEBLIBOASLLMX NyTel (0630pHas)

PeHTreHorpacust noyek 1 MoYeBbIBOAALWMX MyTei (0630pHast) (C neYaTblo CHUMKa
Ha MJieHKe)

PeHTreHorpadmsi opraHoB 6prowHol nonocty (0630pHas)

PeHTreHorpacus opraHoB 6ptoLHOi nosnocTy (063opHast) (C neYaTblo CHUMKA Ha
nneHke)

ductynorpadus (BbINOMHAETCS COMECTHO ¢ ycnyron 18201 unm 18202)

ductynorpacms (BbINOMHSETCA COMECTHO ¢ ycnyroi 18201 unm 18202) (¢ nevaTtbio
CHUMKa Ha MieHKe)

MepB.bili rog 6e3 3a60T (oT poxaeHus Ao 1 roga) «CraHaapT»
Mepsebii rog 6e3 3a60T (0T poxaeHns Ao 1 roga) «CraHgapT + Maccax
Pactem 3p0poBbiMK (aeTu ctapwe 1 roaa)

Mporpamma o6cnegosaHna "STOP MonosHast 60nb" CKPUHWHE
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70038
70039
70422
70060*
70061%*
70062*
70063*
25036
25035
70115
70210
70211
70212

Boaoneuenue
31201
31202
31203
31204
31205
31206
31207
31210
31208
31209
31301
31302
31313
31316
31317
31318
31307
31308

31314
31315

31311
31312

B03.070.134.00
é03.070.134.00
303.070.140.06
803.070.140

B03.070.141

B03.070.142

B03.070.143

B03.070.144

B03.070.145

B03.070.149

B03.070.128

B03.070.128

B03.070.128

A20.30.030
A20.30.005
A20.30.001
A20.30.001
A20.30.001
A20.30.038
A20.30.010
A20.30.010
A20.30.011
A20.30.011
A20.30.014
A20.30.014
A20.30.014
A20.30.014
A20.30.014
A20.30.014
A20.30.036
A20.24.002

A20.24.002

A20.24.002

A20.30.015
A20.30.015

OBLUWIA PASOEN

80051

80005

80050

80008

80200

80009

80010

80086

16011

B01.003.004.00
301.003.004.00
301.003.004.00
é01.003.004.00
301.001.007

B01.003.004.00
301.003.004.00
301.003.004.00
216.01.013

MporpamMma "KoMnnekcHoe yponormvdeckoe obcneaoBaHne "Myxckoe 340poBbe
"CTAHOAPT"

Mporpamma "KomnnekcHoe yponorudeckoe obcnenosaHue "Myxckoe 340poBbe
"PACLLUMPEHHAS"

MporpamMmma peabunutaumm: EMDR-Tepanus (3) ¢ KOHCYNbTaLMEN HEBPONOra

[JwncnaHcepmzaums MyxxumH (18-39 ner)

[OuncnaHcepusaumsa Myx4mnH (40+)

[wncnaHcepmzaums xeHwmH (18-39 ner)

[uncnaHcepmsaums xeHwmH (40+)

Mporpamma "30POBbE PEBEHKA" (ocdopmnenve B 44Y)
Mporpamma "3[10POBbE PEBEHKA" (MegocMOTp nepen LWKomon)

CTALUMOHAP: Mporpamma MACTPO-KOJ/IOHO-KOM®OPT 3 aHs (noBblweHue
KOMOPTHOCTH OMNJ1IauMBaETCA OTAENBHO)

BeneHne 6epeMeHHOCTV 1 TpuMecTp (NpeHaTanbHbIN CKPUHUHE B MPOrpamMMy He
BXOANT, 0DODPMASIETCA OTAENBHO)

BeneHune 6epeMeHHOCTH 2 TpUMECTp (NpeHaTasbHbI CKPUHUHI B MPOrpaMMy He
BXOAMT, 0hODMIAETCA OTAESBHO)

BeneHne 6epemeHHOCTM 3 TPUMECTpP

BaHHa »xeMuy)xHas

BaHHa neyebHasa xBolHas

BaHHa neyebHas consHas (HU3KOM KOHLEHTPaLmMK)

BaHHa neuebHas consaHas (cpeaHen KOHLEHTpaumm)

BaHHa neyebHas consiHas (BbICOKOW KOHLEHTpaLmn)

BaHHa neyebHas (Moao-6poMHas)

"'mapomaccax

M'mapomaccax - aboHemeHT 10 npoueayp

Ayl UMpKYNSpHbINA

[yw aoxkaesou

Annavkaums ¢ nedyebHom rpssbio - 1 30Ha

Annnukaumsa c nevyebHon rpsasbio - 1 30Ha - 5 npoueayp

Annnunkaumsa c neve6Hol rpsasbio - 1 30Ha - 10 npoueayp

AnnnuKaumsa ¢ nevyebHon rpssbio - 2 30HbI

Annnunkaumsa ¢ nevye6bHoN rpsasblo - 2 30HbI - abOHEMEHT Ha 5 mpoueayp
Annnukaumsa ¢ nevyebHon rpsasblo - 2 30Hbl - aboHeMeHT Ha 10 npoueayp
Annavkauus napadunHO-030KepmUTOBas

Annnukaums napaduHo-030KkepuToBas - 5 npoueayp

Annnukaumsa napadguHo-o3okeputosas - 10 npoueayp
Annnvkaumsa napaduHo-o3okeputosas - 20 npoueayp

Annnavkauus ¢ HadTanaHoM (1 30Ha)
Annavkauus ¢ HadTanaHoM (2 CMeXHblE 30HbI)

MpoBoaHukoBas aHecTe3us Mo Jlykawesndy-06epcty
MpoBoaHMKOBas aHecTe3us no bpayH-YconbLeBoii

MpoBoaHWKOBas aHecTe3ns 6eapeHHO-CeaanvLHOro HepBa
NHpunbTpaunoHHas aHectesuns (1 amnyna)

MocneonepaunoHHoe HabnoaeHne BpayoM aKyLlepoM-rMHEKOIoroM
NHdunbTpaumoHHas aHecTesuns (2-3 amnybl)

NHpunbTpaumoHHas aHectesunst (4 n 6onee amnyn)

AHecTe3usi C NpUMeHeHVEeM UHPUNBTPALMOHHON NOMIbI

YpaneHue eAMHUYHbIX TOYEYHbIX reMaHrnom (1 snemeHT)

8 670
15720
16 000

9 600
14 650
17 100
20 250
10 500
22 000
32 400
24 300
16 400
34 930

800
800
800
800
1100
800
1000
8 500
250
250
800

3500

7 000

1000

4 500

8 500

800

3500

7 000
13 000

1100
1700

2 500

3000

8 000

1500

1800

2 500
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4 000

500
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80011

35025

80090

80012

80087

80013

80014

80015

80080

80081

80082

80083

80088

80084

80085

17205

17206

17207

17208

17209

17210

17007
17211

17008
17215

17096
17097
17009
17091
17010
17092
17011
17089
17090
18175

18176

B01.003.004.00
211.30.013
B01.003.004.00
E;5’01.003.004.00
;01.003.004.00
:11.24.001
A11.24.001
A11.02.002
A11.24.001
A11.24.001
A11.02.002
A11.02.002
A11.02.002
A11.03.003
A11.03.003
A11.23.003
A11.23.003
A11.02.002
A11.02.002
A11.24.001
A11.24.001

A11.30.030
A11.23.003

A11.01.001
A22.04.006

A11.01.001
A11.01.009
A15.01.001
A15.01.001
A15.01.001
A15.01.001
A15.01.002
A15.01.002
A15.01.002
A16.01.004

A16.01.004

MHOUNbTPaLMOHHAs aHeCTe3ns Npy 06LWIMPHBIX XMPYPryeckux BMellaTanbCTeax I

KaTeEropmn CnoXXHocCTun
Cor-6uoncms NnoBepxHOCTHOro o6pa3oBaHms

MHOUNbTpaLMOHHAs aHECTe3Ns NPy OBLIMPHBIX XMPYPruvecknx BMeLlaTanbcTeax Il

KaTeropmn CnoXXHocCTun
ANnaMKaumoHHas aHeCTE3NS KOXN, cnmsuncTon 06004k I KaTeropuu

ANnnvKaUMOHHas aHECTE3MS KOXW, CIn3ncToi obonouku II kateropum
bnokapa TpurrepHbix Todek (6e3 yueta npenapara)

bnokapa TpurrepHbix To4ek (C y4eTOM npenapara)

JleyeHune KokuMrognmHum-6nokaabl (C y4eToM NekapCTBEHHOro npenapara)
Bnokana nepudgepnyeckmx HepBOB (C YYETOM NIEKAPCTBEHHOrO NMpenapaTa)
bnokapa nepudepnyecknx Hepeos (6e3 y4yeTa TekapCTBEHHOrO npenapaTta)
MapaBepTebpanbHas, npecakpanbHas 6nokaga (6e3 yyeTa nekapCTBEHHOro
npenapara)

MapaBepTebpanbHas, npecakpanbHas 61okaaa (C y4eTOM NleKapCTBEHHOIO
npenapara)

brnokaga rpylweBnaHON MbilwLpl (C YYETOM JIEKAPCTBEHHOIO Mpenapara)
BHyTpukocTHas 6nokaaa (6e3 yyeTta nekapCTBEHHOro npenapara)
BHyTpuKocTHast 6r1okaga (C y4eToM NIeKapCTBEHHOMO npenapara)

bnokaaa annaypanbHaa nof peHTreHKOHTPOsIEM, NepBUYHas

Bnokaga annaypanbHasi Nog PeHTreHKOHTPOsIEM, NOBTOPHAs
JlekapcTBeHHas 6nokaaa NOBEPXHOCTHAs

JlekapcTBeHHas 6nokaga daceToyHas

Bnoxana HEPBHOIo CnieTeHnsa (HVI)KHee N BEPXHEE Nnoag4vpeBHOE CrNJ1IETEHUE,
cuMnaTmyeckas 6nokaaa) NnepBuYHast

Bnokaga HepBHOro cnieTeHNs (HUXXHEE U BEpXHEE NOAYPEBHOE CM/IETEHME,
cuMnaTtuyeckas 61okaaa) NoBTopHas

B3saTne 6uomatepnana (KpoBb, Ma30K) Ha UCCNeaoBaHNe

KayaanbHasi anuaypanbHas 6nokaaa no KatneHy

Buoncums KoXu ansi rmCTonorMyeckoro uccneaoBanms (6es aHectesun)
PaavoyacToTHasi geHepBaums ([JecTpykumst MeamasnbHbIX BETBEWN 3aAHNX
OTBETBJIEHWUI CMMHO-MO3roBbIX HEPBOB) 1 30Ha

MaHy-6roncust KOXK ANs rMCToNOrMYECKOro nccneaoBaHus (6e3 aHectesnm)
Cockob KOXW / HOITEBOW NJIACTUHBI

MNepeBsi3ka ManblX paH A0 5 CM

MNepeBs3ka Manbix paH Ao 5 cMm (2 u 6onee paHsbl)

MNepeBsaska 6onblmx paH 6onee 5 cm

MNepeBs3ka 6onblumx paH 6onee 5 cm (2 1 6onee paHbl)

MepeBsiska rHOMHbLIX PaH I KATEropuM CIOXHOCTY

MepeBsi3ka FHOMHbIX paH II KaTeropum CNOXHOCTK

MepeBsi3ka FHOWMHbIX paH III KaTeropmMm CNOXHOCTY

Xupyprudeckas 06paboTka rHOMHbIX paH, Tpoduuecknx 38 (40 4 CM) C NepeBs3KOM

Xupypruyeckasi 06paboTka rHoMHbIX paH, Tpoduyecknx s3B (6onee 4 cM) ¢
nepeBsi3KOM

7 000

10 500

10 000

600

1000

2 300

2 500

2 000

2 500

2 300

2 300

2 500

2 500

3 000

3500

12 000

9 000

2 200

2 500

5000

3000

250
7 000

1500
40 000

4 000
400
650

1000

1200

1500

1100

1300

2 000

2 000

2 500
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17012
17013
17014
17015
17067
17038
17016
17039
17017
17018
17019
17020
17021
17022
17058
18203
18210
18213
18211
18212
18214

17500

17501

17507

17502

17503

17504

17505

17506

12039

17033

17064

17063

17062

17066

17069

A15.01.001
A15.01.001
A16.30.069
A16.30.069
A16.30.069
A16.01.008
A16.01.008
A16.01.008
A16.01.008.001
A16.01.009
A16.01.009
A16.01.004
A16.01.004
A16.01.011
A16.01.011
A11.04.004
A11.04.004
A11.04.004
A11.04.004
A11.04.004
A11.01.002

A16.01.017

A16.01.017

A16.01.017

A16.01.017

A16.01.017

A16.01.017

A16.01.017

A16.01.017

A16.26.014

A16.01.020

A22.30.013

A22.30.013

A22.30.013

A22.30.013

A22.30.013

HanoxeHne acentuyeckoi (nexkapcTBEHHON) NOBA3KM Masion
HanoxeHne acenTuyeckol (1lekapCTBEHHOW) NOBS3KM 6OMbLLION

CHsITME WBOB I KaTeropmm CioXXHOCTH

CHaTue wBoB II KaTeropum CAoXXHOCTU

CHsiTMe WwBoB III KaTeropum CIOXHOCTH, BKJIIOYAst CKOObI
HanoxeHwue weoB I kKaTeropun CnoXXHOCTH

HanoxeHwue wsoB II kaTeropun CloXXHOCTH

HanoxeHwue weoB III kaTteropun CnoXXHOCTH

Hano)xeHne BTOPUYHbIX LBOB

MepBuyHas xupypruveckas obpabotka (4o 5 cm)

MepBnyHas xmpyprudeckas obpaboTka paH (6onee 5 cm)

MoBTopHas xupypruyveckas obpabotka paH (8o 5 cm)

MoBTOpHas xmpyprudeckas obpaboTka paH (bonee 5 cm)

BckpbiTve abcuecca, rHoMHWKa, dypyHkyna, kapbyHkyna (I kaTeropust CIoOXKHOCTK)
BckpbiThe abcuecca, rHoMHWKa, dhypyHKyna, kapbyHkyna (II KaTeropusl ClIoXXHOCTH)
MnasmonudTuHr 1 30Ha (2 npobupkmn) — 1 ceaHc

MnasmonndTuHr 1 30Ha (1 npobupka) — 1 ceaHc

Mna3MoTepanus BONOCUCTOW YacTu ronosbl (1 npobupka) — 1 ceaHc
Mna3monudTUHr: gononHuTeNbHas Npobupka K ycnyre 18203 Ha TOM e ceaHce
PRP-Ttepanus (no TexHonorum YCELLBIO)

DKCTpaBasaLusa renapuHU3MpoBaHHONM ayTOKpPoBM No Ymkana-bbiTka (1 KOHEYHOCTb)

YpaneHve 06pasoBaHuii (MannuioM, aHrmoM, 60poaaBoK, KOHAWIOM, HEBYCOB,
MoONMMoB 1 Ap.) KPUOAECTPYKLUMS / XMMMYECKOE yaaneHune / auatepMoKoarynsiumns -

1 sanemeHT

YpaneHve 06pasoBaHuii Ha koxe Tena v nuua (Ckanbnens / ®otek / CypruTpoH) - 1
3NEMEHT

YpnaneHve 06pa3oBaHuii Ha koxe Tena u nuua (Ckanbnens / ®otek / CypruTpoH) - I
KaTeropms C/ioXXHOCTU

YpaneHve 06pasoBaHuii Ha koxe Tena u nnua (Ckanbnenb / ®otek / CypruTpoH) -
IT kaTeropus CIOXXHOCTH

YnaaneHue obpa3oBaHuii Ha koxe Tena u nnua (Ckanbnenb / ®otek / CypruTpoH) -
IIT kaTeropus CNOXHOCTH

YpaneHve 06pasoBaHuii Ha koxe Tena u nuua (Ckanbnens / ®otek / CypruTpoH) -
IV kaTeropus cnoXxHocTu

YnaaneHue obpa3oBaHuit Ha koxe Tena u nnua (Ckanbnens / ®otek / CypruTpoH) - 1
30Ha (Wwesl, rpyAb, XMUBOT, 6OKOBbIE MOBEPXHOCTU TYNOBULLA, CNHA, NOAMbILLEYHbIE
BNaauHbl U 4D.)

YaaneHve 06pa3oBaHMii Ha KOXE Tena U Nnua - reHepasi30BaHHbIN NpoLecc

Ypanenve munnyma (1 anemeHT)

YpaneHne KOHTarMo3HoOro Mossitocka (1 anemeHT)

YpaneHue HoBoobpa3soBaHus Ha Tene o 0,3 cm CO2-na3epom (nasepHast
doToaecTpykums)

YpaneHue HoBoobpa3oBaHus Ha Tene Ao 0,5 cM CO2-nasepom (nasepHast
doTonecTpykumns)

YpaneHune HoBoobpasoBaHus Ha Tene fo 1 cm CO2-nasepom (1la3epHas
doToaecTpykums)

YpaneHue HoBoobpa3oBaHus Ha Tene bonee 1 cm CO2-nasepom (nasepHas
doTonecTpykumns)

YpaneHvue MHOXECTBEHHbIX HOBOOBpa3oBaHuii Ha Tene CO2-nasepoM (nasepHas
doToaecTpykums)

600
800
600
1000
1500
1100
1600
2 200
2 500
2 500
3500
2 000
2 500
3 000
5000
5200
3100
6 800
1000
13 850
15 000

1000

2 000

3000

5000

7 000

12 000

15 000

20 000

700

700

1500

2700

3500

6 000

10 000
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17054 A22.30.013 YpaneHue HoBoobpa3zoBaHust Ha nuue Ao 0,3 cm CO2-nasepom (nasepHas 1700

doToaecTpyKUMs)
17055 A22.30.013 YpaneHue HoBoobpasosaHus Ha nuue ao 0,5 cm CO2-nazepom (nasepHas 3 000
doToaecTpyKkLms)
17056 A22.30.013 YpaneHue HoBoobpaszoBaHus Ha nuue Ao 1 cm CO2-nasepom (nasepHas 4 500
doToaecTpyKUMs)
17057 A22.30.013 YpaneHune HoBoobpa3oBaHusa Ha nuue 6onee 1 cm CO2-nasepoM (nasepHast 7 000
doToaecTpyKkLms)
17300 A22.01.003 CO2-na3epHas wnmdoBka npu aedopmaumsx 1 3oHa 6 000
17301 A22.01.003 CO2-nasepHas wnmdoBka npu aedopmMaumsix 2 30HbI 8 000
17302 A22.01.003 CO2-na3epHas wnmdoBka npn aedopMaumsix 3 30HbI 12 000
17303 A22.01.003 CO2-nasepHas wnmdoska npu aedopmaumsix (1 anemMeHT) 1200
17310 A16.01.027.002 |CO2-na3epHasl pe3ekumst Bpoclero HorTs 6e3 Bocnanexus 5000
17312 A16.01.027.002 CO2-na3epHas pe3ekuust BpocLlero HOrTs ¢ BocrnasneHnem 6 000
dusmnorepanus
36001 B01.054.001 MpueM Bpada-dursmoTepaneBTa NEPBUYHLIN 0
36002 B01.054.001 MpueM Bpayva-duramoTepaneBTa NOBTOPHbIi 0
36003 A17.30.004 dnekTponeyexHne 1 none 710
36079 A17.30.003 JnektponeyeHne 1 none 5 npoueayp 3100
36080 A17.30.003 dnektponeyeHne 1 none 10 npoueayp 6 000
36004 A17.30.024 JnekTponeyeHme 2 nons 830
36078 A17.30.003 JnekTponeyeHne 2 nons 5 npoueayp 3650
36005 A17.30.003 dnekTponeyeHre 2 nons 10 npoueayp 7 000
36006 A17.24.005 SnekTpodopes ¢ 3H3MMamu (kapunasum 1 gp.) 1130
36077 A17.24.005 SnekTpodopes ¢ 3H3MMamu (kapunasvm u gap.) 5 npoueayp 5000
36007 A17.24.005 SnekTpodopes ¢ 3H3MMamMm (kapunasmm u ap.) 10 npoueayp 9 300
36008 A17.30.017 Ceetoneyenue (YBY, IMB) 1 none 600
36068 A17.30.017 Ceetonevenue (YBY, IMB) 1 none 5 npoueayp 2 650
36009 A17.30.018 CeeTtoneyenue (YBY, IMB) 2 nons 760
36069 A17.30.017 Ceetoneuyenve (YBY, AMB) 2 nonsa 5 npouenyp 3450
36010 A17.30.031 MarnuTtoTepanus 1 none 600
36062 A17.30.031 MarnuTtoTtepanus 1 none 5 npoueayp 2 650
36012 A17.30.031 Marnutotepanus (1 none) 10 npoueayp 5 000
36011 A17.30.031 MarnuTtoTepanus 2 nons 760
36063 A17.30.031 MarHuTtoTepanus 2 nonst 5 npoueayp 3450
36046 A17.30.031 MarnutoTepanus (2 nonst) 10 npoueayp 6 500
36125 A17.30.031 MarHuToTepanusi BbICOkKOMHTEHcMBHasS 1 none 10 npoueayp 20 000
36127 A17.30.031 MarHuToTepanunsi BbICOKOMHTEHCMBHag 1 none 5 npoueayp 11 500
36128 A22.30.031 MarHuToTepanus BblIcOkOMHTEHCMBHas 1 MEPBbIN ceanc BECIIJTATHO 0
36123 A22.30.031 MarHuToTepanus BbICOKOMHTEHCMBHASA 1 none 2 500
36013 A22.08.004 Jlazepotepanusa 1 none 600
36065 A22.08.004 JNazepotepanus 1 none 5 npoueayp 2 650
36064 A22.08.004 Jlazepotepanusa 1 none 10 npoueayp 5000
36014 A22.08.004 JasepoTepanus 2 nons 950
36050 A22.08.004 JlazepoTepanus /2 nons, B T.4. Ha pa3Hble aHaToMu4yeckme obnactun/ 950
36066 A22.08.004 Jasepotepanusa 2 nons 5 npouenyp 4 200
36015 A22.08.004 Nazepotepanus 2 nong 10 npoueayp 8 100
36017 A17.30.034 Y3-tepanusa 1 none 710
36018 A22.04.002 Y3-tepanusa 1 none 5 npoueayp 3100
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36082

36049
36067

36083
36019
36071
36020
36021
36022
36048
36053
36072
36023
36073
36024

36025
36026

36081

36027
36076
36030
36029
36074
36028
36075
36035
36070
36085
36038

36061

36047

36060

36099

36090

36040

36092

36041
36093

VBT

A22.04.002

A17.30.034
A22.04.002

A22.04.002
A17.01.007
A17.01.007
A17.01.007
A17.01.007
A22.30.003
A22.30.007
A22.30.007
A22.30.003
A22.30.007
A22.30.007
A17.30.028

A17.30.028
A19.03.002.010

A19.03.002.010

A17.30.009
A17.30.009
A17.30.009
A17.30.009
A17.30.009
A17.30.009
A17.30.009
A17.29.002
A17.29.002
A17.29.002
A20.30.024.001
A20.24.005
A20.30.024.001.

001
A20.24.005

A17.02.001

A17.02.001

A17.02.001

A17.02.001

A17.02.001
A17.02.001

Y3-tepanus 1 none 10 npoueayp

Y3-Tepanusa 2 nons
Y3-Tepanus 2 nons 5 npoueayp

Y3-Tepanus 2 nons 10 npoueayp
[HapcoHBans 1 none
[HapcoHBansb 1 none 5 npoueayp
[apcoHBanb 2 nons

[HapcoHBanb 2 nona 5 npoueayp
KY®O (nmuo)

Y®O (pacuecka)

Y®O (pacuyecka) - 5 npoueayp
KY®O (nmuo) - 5 npouenyp

YOO (Teno)

Y®O (Teno) - 5 npoueayp
NHransums

WHransums 5 npoueayp
CBUHI

CBUHI 5 npoueayp

MpeccoTtepanusa (Horn)
Mpeccotepanus (Horn) 5 npoueayp
MpeccoTtepanusa (Horn)10 npoueayp
Mpeccotepanus (>kMBOT)
MpeccoTtepanusa (kmnBoT) 5 npoueayp
Mpeccotepanus (1 pyka)
Mpeccotepanus (1 pyka) 5 npoueayp

COH (Me3eHuedanbHas cTuMynaums)

COH (Me3eHuedanbHas ctuMynaums) - 5 npoueayp
COH (Me3eHuedanbHas ctumynauus) - 10 npoueayp
KncrnopoaHbili KOKTeb

Mnepbapuyeckas okcureHaumst (bapotepanusi) - 5 npoueayp

KuncnopoaHsblii KOKTelnb - 5 npoueayp

Mnepbapuueckas okcureHaums (6apotepanus)

JleyebHas aneKTpOoCTUMYNALMS MbILL, Tena - 8 31eKTpoaoB

JleuebHas aneKTPOCTUMYNALUMA MbILWL Tena - 8 3N1eKTPoAoB - abOHEMEHT Ha 5
npoweayp

JeyebHas anekTpocTMynsaumsa mblwy Tena (16 anekTpoaos) Mnm Mblwl, nuua (8
3/1EeKTPOLOB)

JleyebHas anekTpocTmMynsauma mblwy Tena (16 anekTpoaos) unm Mblwl nuua (8
anekTpoaoB) - aboHeMeHT Ha 5 npoueayp

JleyebHas aneKTpoCTUMYNAUMS MbIWL Tena - 24 anekTpoaa

JleyebHas aneKTpoCTUMYNSAUMS MbllL Tena - 24 anekTpoaa - aboHeMEHT Ha 5
npoweayp

6 000

950
4200

8 100
480
2150
600
2 650
350
350
1600
1600
600
2 650
480

2150
480

2 150

1300

5 800

11 000

1100

4900

800

3600

650

2900
5500

6 300

1400

1100

4 800

1950

8 650

3 000
11 600
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36100 A22.30.015
36110 A22.30.015
36101 A22.30.015
36111 A22.30.015
36103 A22.30.015
36104 A22.30.015
36105 A22.30.015
36106 A22.30.015
36107 A22.30.015
36108 A22.30.015
MaHyanbHas Tepanus
06009 B01.022.001
06010 A21.03.004
06011 A21.03.004
06012 A21.03.004
ConsiHasa newiepa
27001 A20.30.018.001
27004 A20.30.018.001
27003 A20.30.018.001
27005 A20.30.018.001
27006 A20.30.018.001
27007 A20.30.018.001
SHAaocKonus
22001 A03.16.001
22027 A03.08.003
22007 A03.16.001
22008 A07.16.006
22021 A09.16.004
22005 A03.18.001
22006 A03.19.003
22009 A03.19.002
22011 A16.16.052
22012 A16.16.052
22013 A16.18.019.001
22014 A16.18.019.001
22016 A03.16.001
22017 A03.18.001
22018 A16.16.048
22019 A11.16.002

YpapHo-BosiHoBas Tepanus (1 ceaHc - 1 30Ha: Ta306eapeHHbIi cycTas/6onu B 3 200
crnHe)

YnapHo-BonHoBasi Tepanust (1 ceaHc - 1 3oHa: TazobeapeHHbIN cycTas/6onu B 14 000
cnvHe) aboHeMeHT 5 eaHcoB

YnapHo-BonHoBas Tepanus (1 ceaHc - 1 cycTaB: cpefHue cycTaBbl (OAMH CyCTaB: 2900
KOMEHHBIN, IOKTEBOW, MNEYEBON, IyYE3aNSICTHLIN, FONEHOCTONHbIN / NATOYHAs

wnona))

YnapHo-BonHoBas Tepanusi (1 cycTaB: cpefHue CycTaBbl (OAWH CYCTaB: KOSIEHHbIN, 12 700
JIOKTEBOW, NIeYEeBON, Ny4e3ansiCTHbIN, FONeHOCTOMHbIN / NATOYHas Lwnopa))

aboHeMeHT 5 ceaHcoB

YaapHo-BonHOBas Tepanus B yposornu 1 ceaHc (npu 6one3Hu MeipoHn) 4 500
YaapHo-BONHOBas Tepanusi B yposiornm 1 ceaHc (Npy XpOHUYECKOM MpocTaTuTe) 4 000
YnapHo-BONHOBas Tepanusi B yponorum 1 ceaHc (Npyn CMHAPOME XPOHUYECKOM 4 000
Ta3zosoun 6onn)

YaapHO-BONHOBas Tepanusi B yposiornm 1 ceaHc (Npy NpoYmx yponorniyeckmnx 3100
COCTOSIHMSIX)

YpapHo-BOSTHOBas Tepanus B yponorin 1 ceaHc (Npu apekTUnbHOW AnchyHKUMM) 5200
YaapHO-BONIHOBasl Tepanusi B Yposiornm - KOMIJeKCHoe neyeHmel ceaHc (npu 7 000

3PEKTUIbHOM ANCAHYHKLMU U XDOHUYECKOM MPOCTaTUTE)

KOHcynbTaLmMsi Bpaya MaHyanbHOW Tepanum 2 500
MaHyanbHas Tepanus (1 ceaHc 30 MuH.) 3900
MaHyanbHast Tepanus (1 ceaHc 45 MuUH.) 4 200
MaHyanbHas Tepanus (1 ceaHc 60 MuH.) 4700
CEAHC TAJTOTEPAMWW (B3pocnbiit) 600
CeaHc ranotepanum (Kypcosoe nedeHust a/ B3pocnbix (10 ceHcoB) 5000
CeaHc ranotepanuu (pebeHok ao 14 ner) 500
CeaHc ranotepanum (KypcoBoe neyenune / pebeHok ao 14 net (10 ceaHcoB) 4 000
CeaHc ranotepanum (KypcoBoe neveHune a/B3pocnbix / 5 ceaHcos/ 2 500
CeaHc ranotepanum (KypcoBoe neyeHune/pebeHok ao 14 net/ 5 ceaHcos 2 000
FACTPOCKOIMUSA (orgc) 3800
S30charockonust 3000
[lacTpockonusa + TecT Ha XxenukobakTep 4 400
TecT-anarHocTvka nHdekummn Xenmkobaktep (B T.4. 3abop 6buomaTepmana) 600
OnpepeneHne KUCIOTHOCTU XeNyA04HOro coka (BHyTpwvxenyaodHas ph- metpus)) 900
KonoHockonus 5 500
Curmockonums 1 600
PekTockonus 1200
MonmMnakToMUs Npu racTpockonum I KaTeropum CroXHOCTH 4 400
MonunakToMma npm ractpockonuu II kaTeropumn coXXHOCTU 6 000
MonmMnNaKTOMUS NpK KONOHOCKOMMKM I KaTeropumn CnoXHOCTH 6 000
MonunakToMmna npu konoHockonuu II kaTeropumn CnoXHOCTU 7 900
KOHTpOsIbHOE MCcCrieaoBaHne nocie NoannaKTOMUK - racTpocKonums 800
KOHTponbHOE nccnefoBaHve nocne noannaKTOMUK - KOJTOHOCKOMNUS 1400
M3Bne4yeHme MHOPOAHOIoO Tena npu racTpocKonun 3900
3abop 6MoNCUMHOro MaTepuana Npu racTpockonum 600
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22029 A11.16.002
22020 A11.18.001
O30HOTEPANNA
26027 A20.30.024.006
26211 A20.30.024.006
26212 A20.30.024.006
26208 A20.30.024.007
MPT
37000 A05.23.009
37000* A05.23.009
37001 A05.22.002
37001* A05.22.002
37002 A05.23.009
37002* A05.23.009
37003 A05.23.009
37003* A05.23.009
37004 A05.26.008
37004* A05.26.008
37005 A05.08.001
37005* A05.08.001
37035 A05.03.001
37035* A05.03.001
37006 A05.03.002.002
37006* A05.03.002.002
37007 A05.30.008
37007* A05.30.008
37008 A05.30.008
37008* A05.30.008
37009 A05.30.008
37009% A05.30.008
37010 A05.03.002
37010% A05.03.002
37011 A05.03.002
37011%* A05.03.002
37045 A05.03.002.001
37045%* A05.03.002.001
37012 A05.30.005
37012 A05.30.005
37013 A05.28.002
37013* A05.28.002

3ab60p 6MONCUIMHOIrO MaTepuana Nnpu racTpockonum us 3-x Todek no metogy OLGA
3abop 6MonNCniiHOro MaTepmana npu KOIOHOCKOMMK

B/B BNMBaHME 030HMPOBAHHOIO (PU3MOIOrMYECKOrO pacTBopa

B/B BNMBaHMe 030HMPOBAHHOIO (hM3MONIOrMYECKOro pacTBopa - 10 KanenbHuy,
B/B BNMBaHMe 030HNMPOBAHHOIO (PU3MONOrMYECKOro pacTBopa - 5 KanesbHUL

Manas ayToreMoTepanus C 030HO-KUC/IOPOAHON CMEChIO

MPT ronosHoro mo3ra

MPT ronoBHoro mo3ra (C neyaTblo CHUMKA Ha MNieHke)

MPT runocdusa (BbINOSTHAETCS TONBKO COBMECTHO C ycnyron 37027)

MPT runocdusa (BbINOSHAETCS TONbKO COBMECTHO C ycnyroi 37027) (C neyatbio
CHMMKa Ha M/IEHKE)

MPT ronoBHOro Mo3sra n cocyaos

MPT ronoBHOro Mo3ra 1 cocyoB (C neyaTbto CHUMKA Ha MNJIeHKeE)

MPT cocynoB ronoBHOro Mo3sra

MPT cocynoB rofioBHOro Mo3ra (C neyaTbio CHUMKA Ha MNJieHKe)

MPT rnasHbIXx OpoUT 1 3pUTENbHBLIX HEPBOB

MPT rnasHbix OpouT M 3pUTENbHBIX HEPBOB (C NeYaTbld CHUMKA Ha NieHKe)
MPT npuAaaToOYHbIX NasyxX HOCa U HOCOMNOTKM

MPT npuaaTodHbIX Na3yx HOCa U HOCOMNOTKM (C MeyaTbio CHUMKA Ha M/eHKe)
MPT KpecTLOBO-NOAB3AOLLHbIX (M1e0cakpasibHbIX) COYNEHEHUN

MPT KpecTLOBO-NOAB3AO0LHbIX (MNeocakpasibHbIX) COUNIEHEHUI (C NeYaTbio CHUMKA
Ha MJIEHKE)

MPT Bcero no3BOHOYHUKA

MPT Bcero no3BOHOYHMKA (C NeYaTbio CHUMKA Ha nneHke (3wT))

MPT LwelHOoro oTaena No3BOHOYHMKA

MPT wweiHoro otaesna No3BOHOYHMKA (C NeYaTbio CHMMKA Ha M/IEHKE)

MPT cocynos weun

MPT cocynoB wwewn (C nevyaTbio CHUMKa Ha M/IEHKE)

MPT LweiHOro oTaena No3BOHOYHMKA M COCYOB LUEU

MPT wweiHoro otaena No3BOHOYHMKA M COCYAOB Leu (C neyaTbio CHUMKA Ha
nneHke)

MPT rpyaHoro otaena no3BOHOYHWKA

MPT rpyaHoro otaena No3BOHOYHMKA (C NeYaTbio CHUMKA Ha MNIeHKe)

MPT NOSACHUYHO-KPECTLOBOro OTAENa NO3BOHOYHUKA

MPT NOSICHUYHO-KPECTLIOBOro OTAeNa NO3BOHOYHMKA (C neyaTbio CHUMKA Ha

nJaeHKe)
MPT konuuka

MPT konumka (C ne4YaTblo CHUMKA Ha MNJeHKe)
MPT 6ploLUHOM nonocTu

MPT 6ptoLLHOIN NOOCTH (C NeYaThbio CHUMKA Ha M/IEHKE)

MPT noyek n HaaNOYe4YHNKOB
MPT noyek 1 Haano4e4YHMKOB (C NeYaTbio CHMMKA Ha MJIEHKE)

1300

800

1200

10 000

5200

900

5500

5900

5500

5900

6 700

7 100

4500

4900

5400

5 800

5400

5 800

5400
5 800

13 000
14 200
5500
5900
4 500
4900
7 000
7 400
5500
5900
5500
5900

5500
5900

7 200

7 600

7 200
7 600
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37014

37014*

37043

37043*

37015

37015*

37016

37016*

37030

37030*

37031

37031*

37018

37018*

37019

37019*

37020

37020*

37022

37022*

37023

37023*

37024
37024*

37027

37100
37100%*
37101
37101%*
37102

37102%

37103
37103*
37106

37106*
37107

37107*
37108

37108*
37109

A05.30.004

A05.30.004

A05.21.001

A05.21.001

A05.30.004

A05.30.004

A05.04.001

A05.04.001

A05.04.001

A05.04.001

A05.03.001

A05.03.001

A05.04.001

A05.04.001

A05.30.011.002

A05.30.011.002

A05.30.012.002

A05.30.012.002

A05.03.001

A05.03.001

A05.01.002

A05.01.002

A05.14.002
A05.14.002

A11.12.003

A06.23.004
A06.23.004
A06.23.004
A06.23.004
A06.09.008.001

A06.09.008.001
A06.30.005
A06.30.005
A06.03.069

A06.03.069
A06.28.009

A06.28.009
A06.26.006

A06.26.006
A06.08.007.003

MPT opraHoB Manoro Tasa

MPT opraHoB Masnoro Tasa (C neyaTblo CHUMKA Ha MeHKe)

MPT MOLLIOHKH

MPT MOLLOHKM (C NeyaTblo CHUMKA Ha MiIeHKe)

MPT maTku ¢ npngaTkamm

MPT maTku C npuaaTkamm (C neyaTblo CHUMKA Ha MNJIeHKe)

MPT cycTaBa (JIOKTEBOM, KOMEHHbIN, FONEHOCTOMNHBIN) — 1 cycTaB

MPT cycTaBa (JIOKTEBOM, KOMNEHHbIN, FONEHOCTOMNHBIN) — 1 cycTaB (C neyaTbto
CHMMKa Ha M/IEHKE)

MPT cycTaBa (nie4eBou, Ny4Ye3anscTHbiii) — 1 cycTaB

MPT cycTaBa (nne4yeBon, lyue3anscTHbI) — 1 cycTaB (C nevyaTblo CHUMKA Ha
nieHke)

MPT ABYX BUCOYHbIX KOCTEMN

MPT ABYX BUCOYHbIX KOCTEN (C NeYaTbio CHUMKA Ha MNJIEHKE)

MPT TazobeapeHHbIX CycTaBoB (ABYyX)

MPT Ta3obenpeHHbIX CycTaBoB (ABYX) (C neyaTbio CHUMKA Ha MNJIeHKe)

MPT kuctn pyku

MPT Kunctv pyku (C nevaTbio CHUMKA Ha M/EHKe)

MPT crtonsl

MPT cTonbl (C neyYaTblo CHUMKA Ha MEHKE)

MPT cermeHTa KOHeYHOCTM (Nne4o, npeanneyse, 6eapo, roneHb)

MPT cermeHTa KOHeYHOCTU (MNneYo, Npeanneyse, 6eapo, roneHb) (C NeYaTblo
CHMMKa Ha M/IEHKE)

MPT MSArkux TKaHem

MPT MSrKux TKaHel (C neYaTblo CHUMKA Ha MieHke)

MPT >xenueBbiBOAAWMX NyTEN (XxonaHrnorpabms)

MPT >enyeBbIBOASLLMX NyTel (xonaHrmorpadus) (C neyaTbio CHUMKa Ha M/ieHKe)

[JoobcneposaHue (MPT) ¢ BBeAE€HNEM KOHTPACTHOrO BeLLECTBa

KT ronoBbl (CTPyKTypa FO/IOBHOMO MO3ra)

KT ronoBbl (CTpyKTypa rosioBHOro Mo3ra) (C neyatbto CHUMKA Ha MiEHKE)
KT ronoBbl 1 NpuaaToO4HbIX Na3yx Hoca

KT ronoBbl 1 NpMAATOYHbIX Na3yx Hoca (C NeYaTblo CHMUMKA Ha MJIEHKE)
KT opraHoB rpyaHoM KIeTKu

KT opraHoB rpyaHoi KneTku (C nevaTbio CHUMKA Ha MJIeHKe)
KT opraHoB 6ptoLwHON NOM0CTM 1 3abpIOLLMHHOMO NMPOCTpaHCTBa

KT opraHoB 6ptoLwHON NOMOCTM U 3abPIOLLIMHHOIO NMPOCTPaHCTBa (C NevyaTbio CHUMKa

Ha NJieHKe)

KT opraHos Manoro Tasa

KT opraHoB Manoro Ta3a (C neyaTbto CHUMKA Ha NJIEHKE)

KT MoueBbIAENUTENBHON CUCTEMBI (MOYKKU, MOYETOYHWNKM, MOYEBOW My3bIpb) B
coctaBe KT opraHoB 6pOLLIHONM MOI0CTU

KT MoueBbIAENMTENbHON CUCTEMBI (MOYKM, MOYETOYHMKM, MOYEBOW My3bIpb) B
coctaBe KT opraHoB 6ptoLLIHOM NOMOCTM (C NEYaTbIO CHUMKA Ha MNIEHKE)

KT opbut

KT opbuT (C neyaTbio CHUMKA Ha MIEHKE)

KT npnaaTo4yHbIX nasyx Hoca

7 200

7 600

7 200

7 600

7 200

7 600

5600

6 000

7 100

7 500

5900

6 300

5600

6 000

7 100

7 500

5800

6 200

5600

6 000

6 100

6 500

7 200
7 600

8 000

5400
5800
6 500
6 900
5400

5800
5400
5 800
5400
5 800
5400
5 800
5400

5 800
3800

55



37109%*
37110
37110%
37111
37111%
37112
37112%
37113
37113*
37114
37114%
37115
37115%
37116
37116%
37117
37117%
37118
37118*
37119
37119%
37120
37120%
37123
37123*
37124
37124*
37125
37125*
37126
37126%
37127
37127*
37128
37128*
37130
37130%*
37131
37131*
37132
37132%
37138
37138*
37140
37140*
37134

Mpe6biBaHne

A06.08.007.003

A06.25.003
A06.25.003
A06.08.007

A06.08.007

A06.08.009.001

A06.08.009.001

A06.08.009

A06.08.009

A06.03.058

A06.03.058

A06.03.058

A06.03.058

A06.03.058

A06.03.058

A06.03.022.024.
026
A06.03.022.024.
026

A06.03.062
A06.03.062
A06.03.058.001

A06.03.058.001

A06.03.069
A06.03.069
A06.03.062

A06.03.062

A06.04.017
A06.04.017
A06.04.017
A06.04.017
A06.04.017
A06.04.017
A06.04.017
A06.04.017
A06.03.062
A06.03.062
A06.04.017
A06.04.017
A06.04.017
A06.04.017
A06.03.069
A06.03.069

A06.12.058
A06.12.058
A06.30.008

A06.30.008
A11.12.003

KT npuaaToyHbix nasyx Hoca (C NeyaTblo CHUMKA Ha NeHKe)

KT ABYX BUCOYHbIX KOCTEMN
KT ABYyX BUCOYHBIX KOCTEN (C MeYaTbio CHUMKA Ha MNJIEHKE)
KT rnotku, roptaHu ¢ npoBeaeHneM yHKLUMOHaNbHbIX Npob

KT rnoTku, roptaHu ¢ nposeaeHneM yHKUMOHabHbIX NPob (C neyaTbio CHMMKa Ha
MNIEHKE)
KT WMUTOBMAHOM >Kenesbl

KT WwWTOBMAHOM Xene3bl (C NeYaTblo CHUMKA Ha MieHKe)

KT wewn

KT wewn (C neyaTbio CHMMKA Ha MieHKeE)

KT weiiHoro otaena no3BOHOYHMKA

KT welHoro otaena No3BOHOYHMKA (C NMeYaTblo CHAMKA Ha MieHKe)
KT rpyaHoro otaena no3BOHOYHMKA

KT rpyaHoro otaena no3BoHOYHMKaA (C neyaTbio CHUMKA Ha MNyIeHKe)
KT nOSICHUYHO-KPECTLIOBOro oTAeNa No3BOHOYHMKA

KT nosicHU4HO-KpecTLOoBOro oTAena No3BOHOYHMKA (C MeYaTblo CHMMKA Ha MieHKe)
KT kniounupl, nonaTkuy, rpyavHsbl

KT kntounubl, 10NaTKu, rPYAUHBI (C NeYaTbio CHMMKA Ha MieHkKe)

KT kon4ymka
KT kon4uka (C nevyaTbto CHUMKA Ha MNJIEHKE)
KT Bcero no3BoHOYHMKA

KT Bcero no3BoHOYHMKa (C NeYaTbio CHMMKA Ha MieHke 3 WT.)

KT kocTelt Tasza

KT kocTel Tasa (C neyaTblo CHUMKA Ha MeHKe)

KT TpybuaTbix kocTeit (beapeHHas), 6osblue- 1 ManobepLoBas, nieyesas, iyyesas,
nokteBas) (1 KocTb)

KT TpybuaTbix kocTel (6eapeHHas, 6onblue- 1 ManobepLoBas, nieyesas, iyyeBas,
noktesas) (1 KocTb) (C NeYaTbto CHUMKA Ha NSIEHKE)

KT nneyeBoro cyctasa (1 cycraB)

KT nneyeBoro cyctaBa (1 cyctaB) (C nevyaTblo CHUMKa Ha MNEHKE)

KT nyyesansctHoro cyctasa (1 cycraB)

KT nyyesansictHoro cyctaBa (1 cyctaB) (C nevaTblo CHMMKa Ha MNEHKE)

KT koneHHoro cyctasa (1 cycraB)

KT koneHHoro cyctaBa (1 cycraB) (C neyaTblo CHUMKa Ha MNJIEHKE)

KT roneHocronHoro cyctasa (1 cycras)

KT roneHoctonHoro cycrtaBa (1 cyctaB) (C neyaTbio CHUMKA Ha MAEHKE)

KT kucten / cton (1 kuctb / cTona)

KT kucteit / cton (1 knctb / ctona) (C nevaTblo CHUMKA Ha MIeHKe)

KT nokteBoro cyctasa (1 cycrtas)

KT nokteBoro cycrtaBa (1 cyctaB) (C ne4yaTbio CHUMKA Ha M/IEHKE)

KT ABYX OAHOUMEHHbIX CYCTaBOB

KT ABYX 0AHOMMEHHbIX CyCTaBoB (C NeYaTblo CHMUMKA Ha M/IEHKE)

KT KpecTLoBO-NoAB3A0LLHbIX (CakpouneanbHbIX) couneHeHni (2 couneHeHmns)
KT kpecTuLoBO-NoAB3A0LWHbIX (CaKpouneasnbHbIX) COUneHeHnn (2 couneHeHus) (c
neyaTbl0 CHUMKA Ha MNJIeHKe)

KT aHrnorpadusi cocyaos Leun v ronosbl (CTOMMOCTb KOHTPACTa BK/IHOYEHA)

KT aHrvorpacdwms cocyoB Lieun 1 ronosbl (CTOMMOCTb KOHTpAcTa BK/oUeHa) (C
neyaTblo CHUMKA Ha MNJIEHKE)

KT ducrtynorpadms

KT cducrtynorpacdms (c neyatbto CHUMKA Ha MNEHKE)

[oobcnepoBaHue (KT) ¢ BBEAEHMEM KOHTPACTHOIO BELLECTBA

4200
5400
5 800
6 500
6 900
5400
5 800
5400
5 800
5400
5 800
5400
5 800
5400
5 800
5400
5 800
4 300
4700
10 800
12 000
5400
5 800
5400
5 800
5400
5800
5400
5800
5400
5800
5400
5800
5400
5800
5400
5800
6 500
6 900
6 500
6 900
11 000
11 400
6 500

6 900
7 000
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80300 B03.070.200
80301 B03.070.201
80302 B03.070.202
80303 B03.070.203
JlabopaTtopua XEJIUKC
43-6609 B03.058.001.02
1
09-071 A26.30.055.000.
01
43-6724 B03.058.001.02
1
02-029 B03.016.003
09-185 A26.08.076.001
02-005 B03.016.002
02-043 B03.016.003
40-117 B03.014.006.00
0.02
40-619 B03.016.049.00
0.01
02-007 A12.05.001
41-010 B03.012.001
02-027 A12.05.123
40-008 B03.016.044.00
0.01
40-489 B03.012.003.00
0.03
43-10273 B03.005.006
40-112 B03.016.058.00
0.01
40-490 B03.012.003.00
0.02
43-6200 B03.016.004.01
03-007 A12.30.014/A12
.05.027
43-9717 B03.016.058.00
0.01
40-491 B03.012.003.00

0.01

KoMnnekcHas ycnyra no npebbiBaHWio B Nanate 6a30B0ii KaTeropum C MUTaHUEM U
HaboAeHWEM MEAMLIMHCKOrO NepcoHasna npy XMpypruyeckoin rocnutanmsaumm

KomnnekcHas ycnyra no npebbiBaHWio B nanate 6a30Boi KaTeropum C NuTaHUEM U
HabMIoAEHMEM MEeAMLIMHCKOrO NMepcoHana npy TepaneBTUYECcKoi rocnuTanmnsaumm

KomnnekcHasi ycnyra no npebbiBaHWio B JHEBHOM CTaLMOHape 6a30B0OW KaTeropum ¢
HabnaeHneM MeanUMHCKOro nepcoHana (6e3 nutaHus)

KomnnekcHas ycnyra no npebbiBaHWio B AHEBHOM CTauMoHape 6a30BoV KaTeropum c
MUTaHWEM U HabMIloAEHNEM MeaMLMHCKOro NepcoHasna

AHanus kposu - npodocmoTp (OAK c neik.¢.+ CO3 + rnoko3a + XonecTepuH
obu.)
Mycoplasma pneumonia, AHK [pean-Taim MNLUP]

AHanus kposu - npodocMoTp (OAK 6e3 nelik.cp.+ CO3 + rnoKo3a + XonecrepuH
obul.)

MONHBIN KMMHUYECKUIA aHaNN3 KPOBU: 06LLMIA aHaNKU3, NerkoumTapHasa dopmMyna,
CO?3 (C MMKPOCKOMMWEN Ma3Kka KPOBU MpW BbISIBIEHUM MATOSTIOMMUYECKUX N3MEHEHUIA)

Coronavirus SARS-CoV-2, PHK [pean-Taim MLP]
KnuHuyeckunii aHanus kposw (C nemkoumTapHoi hopMynon)

KNIMHWYECKMI aHanu3 KpoBu: 0BLIMI aHanus, nerkounTapHas dopmyna, CO3 (c
06513aTeNbHON MUKDOCKOMNMEN Ma3Ka KPOBM)

4 obs3aTenbHbIX aHanu3a (anti-HCV, aHtTutena, HBsAg, HIV 1, 2 Ag/Ab Combo
(onpenenenve aHtuTen kK BUY tunos 1 n 2 n aHTureHa p24), Treponema pallidum
aHTUTENa)

OueHka nHcynuHopesncteHTHocTh (MHaekc HOMA-IR): 'ntoko3a, UHcynuH, MHpekc
NHcyMHopeaucTeHTHoctn (HOMA IR)

CkopocTtb oceganus sputpountos (COD)

MepBMYHas AMarHOCTUKa caxapHoro aAvabeTa: [MUKUPOBAHHBIV reMornobuH,
noko3a. C-nentun
PeTukynoumTbl

Ipynna kposu u pesyc-chakTop

Pa3BepHyTasi AMarHOCTUKa caxapHoro avabeTa: MMKMPOBaHHbIN reMornobuH,
Inioko3a, C-nentua, MHcynuH, UHaekc nHcynmHopesucteHTHocT (HOMA IR)
Koarynorpamma, ckpuHuHr (AYTB; MpoTpoMbuH (Bpems, no Keuky, MHO);
Tpom6uHoBOEe BpeMsi; PUbprHOreH)

FocnuTanusaums B TepanesTuyeckuit ctaumnoHap (OAK c neik.¢ n CO3, OAM, ANT,
ACT, [ntoko3a, KpeaTuHuH (¢ onpegeneHvem CK®), benok obwmin, Bunmpy6buH
o6wuii, anti-HCV antutena, HBsAg, HIV 1, 2 Ag/Ab Combo (onpeaeneHune aHTuTen
K BMY TvnoB 1 n 2 n aHtTureHa p24), Treponema pallidum aHTuTena)

KOHTpO/b KOMMeHcaumn caxapHoro anabeta: [MUMKMpOoBaHHbI reMoryiobuH,
nioko3a

Broxummnyeckuii aHanus kposu (17): OAK c neik.d.n CO3, O6wumii 6enok,
MoueBwuHa, KpeaTvHuH, Bunupybun obwwmii, AT, ACT, LLenoyHas docdaTasa,
Amunasa oblwas (anbda-amunasa) , Famma-rnytammnTparcdepasa (I'TT ) , XKeneso,
MoueBasi KucnoTa, XonectepuH obwwi, JINHM, Tpurnuuepuabl, Kanbumit obwmi,
Cnoko3a

Koarynorpamma N21: npotpom6uH (no Keuky), MHO

Mocnutanusauus B TepaneBTuyeckuii ctaumoHap (OAK c neiik.cd n CO3, AT, ACT,
Inioko3a, KpeatuHuH (c onpeaeneHnem CK®), MoueBuHa, benok obwmi,
BununpybuH obwmi, anti-HCV aHTtuTena, HBsAg, HIV 1, 2 Ag/Ab Combo
(onpenenenuve aHtuten kK BUY tvnos 1 n 2 n aHTUreHa p24), Treponema pallidum
AHTUTENA)

MOHUTOPUHI TeYeHUs caxapHoro AnabeTa: [MMKMpoBaHHbLIN remMornobuH, MNoko3a,
KpeaTuHuH B cbiBopoTke, JIMBM, JINHM, Tpurnvuepuabl, Xonecrepon obwui,
AnbbyMUH B Moye (MukpoanbbymuHypus), JINOHI, KoadduumeHT ateporeHHOCTH

4000

4000

1000

1400

1100

500

990

750

1600

530

1050

2 090

1100

220

1430

330

800

1850

1490

4 290

740

4000

410

4070

2190
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02-006
03-015

41-011

06-015
43-5786

03-016

40-023

43-7216

06-014

40-132

43-7213

06-182

43-9716

06-101

40-131

43-5787

06-050

40-003

06-041

06-102

40-004

06-048
06-217

40-006

06-029

06-218

40-007

B03.016.006
B03.005.006.00
0.02
B03.005.013.00
0.03
A09.05.023
B03.040.003.00
0.02

B03.005.006

B03.005.013.00
0.01

B03.016.058.00
0.25
A09.05.083

B03.005.013.00
0.02

B03.016.058.00
0.26

A09.05.009.000.

02

B03.016.058.00
0.03

A09.05.301.000.

01
B03.005.013

B03.014.006.00
0.30

A09.05.009.000.

01

B03.014.007.00
0.01
A09.05.025

A09.05.302.000.

01
B03.014.007.00
0.02
A09.05.026

A09.05.308.000.

02
B03.032.002

A09.05.028

A09.05.309.000.

01
B03.032.002.00
0.02

061 aHanM3 MoYM C MUKPOCKOMMEN
Koarynorpamma N22: npotpoM6uH (no Keuky), MHO, dubpuHoreH

MepBryHas anarHocTuka aHemun: OAK (6e3 nenk. dopmynbl u CO3J),
Petukynouutsbl, XXeneso, TpaHcheppuH

nioko3a B nnasme

JabopaTtopHoe ob6cnenoBaHve npu 6onsix B cyctaBax 2: KnuHu4.aHanus Kposwm (C
nerik. @), CO3, dubpuHoreH, MoueBas kucnota, CPb (MeToa ¢
HOPM.YyBCTBUTENBHOCTBIO), P®, AHTUHYKNEapHbIN dhakTop Ha HEp-2-kneTkax IgG,
ACCP

Koarynorpamma N2 3: npotpombuH (no Keuky), MHO, ¢dubpuHoreH, ATIII, A4TB, D-
anmep

JlTabopaTopHas anarHoctuka aHemmin (OAK (6e3 neiik.cp.n CO3), PeTukynouuTl,
ButamuH B12 (umaHokobanamuh), Xeneso B CbiIBOPOTKe, KpeaTUHWMH B CbiBOpOTKE (C
onpeaeneHnem CK®), BunupybuH obwmin, Bunupybux npsimor, TpaHcdeppuH,
®epputnH, ButamuH B9 (donunesas kucnota), BunmpybuH Henpsmoin)

XenesHble HepBbl: BUTaMUHbI B1, B6, B9, B12, MarHwuii, xeneso
MMKnpoBaHHbIN remornobuH (HbA1c)

PasBepHyTas nabopaTopHasi AMarHoCTUka aHemmit: OAK (6e3 nenkoumuTapHom
dopmynbl u CO3), PeTukynoumTbl, SpUTponosTmH, ButammH B12 (unaHokobanamuH),
Xenezo, KpeaTuHwH, BunupybuH obwmii, BunnpybuH npsiMoi, TpaHcheppuH,
®eppuTuH, ButamuH B9 (donunesas kucnota), bunmpybuH HenpsiMol

Buoxumunsa (baza): AT, ACT, rntoko3a, kpeaTuHuH (c onpeaeneHnem CKO),
MoueBMHa, 6enok 06w, 6unnpybuH obLu.

C-peaKTuBHbII 610K, KOIMYECTBEHHO (METOA C HOPMaJTbHOM YyBCTBUTESbHOCTbIO)

rocnutanusaums B XMpyprimdyeckuii ctaumoHap: KnuHuyeckuii aHanus kposm (c
nenk..n CO3), Mpynna kposu, NpoTpoMbuH (no Keuky), MHO, Pe3yc-cdakTop,
®nbpuHoreH, AYTB, ANT, ACT, Fnioko3a, KpeaTuHWH, MoyeBMHa, benok o6,
BununpybuH obwl. anti-HCV,HBsAg, Treponema pallidum aHtutena, HIV 1, 2 Ag/Ab
Combo (onneneneHue aHTuTen Kk BUY Tunor 1 v 2 1 aHTureHa n24)

ButamuH A (petuHon)

JTabopaTopHas AuarHocTuka xenesoaeduumtHon aHemmnn: OAK (6e3
nevikouuTapHo dopmynbl u CO3), Xeneso B cbiBOpOTKE, TpaHcheppuH, OeppuUTHH

CKPUHWHT aNnnepruun: KNMHUY.aHanms Kposw ¢ nek.g.n CO3, UMMyHornobynuH E,
303UHOMUIIbHBIA KAaTUOHHbIN 6eMoK

C-peaKTMBHbIN 6€M0K, KONMYECTBEHHO (BbICOKOUYBCTBUTENbHLIN METOA)

Manenb TectoB "TORCH-IgG" (Cytomegalovirus IgG, Herpes Simplex Virus 1/2
IaG,Rubella Virus IgG (kon.), Toxoplasma gondii IgG (kon.))
Tpurnvuepvapl

ButamuH B1 (Tnamun)

MaHenb TectoB "TORCH-IgM" (Cytomegalovirus IgM, Herpes Simplex Virus 1/2 IgM,
Rubella Virus IgM, Toxoplasma gondii IgM)

Xonectepon obLwmi

ButamuH B2 (pnbocnasuH)

BepemMeHHOCTb - MpeHaTanbHbI CKPUHUHT Tpucommii I TpumecTpa 6epemMeHHOCTH
(cuHgpom [ayHa), PRISCA (6eta-XI'd cBoboaHbiv, PAPP-A)

XonecTepon - JIunonpoTenHsl HU3KoM naoTHocT (JIMHI)
ButamuH B3 (HMaunH, HUKOTMHaMKUA)

BepeMeHHOCTb - MpeHaTasnbHbIN CKPUHUMHE Tpcomuin II TpumecTpa 6epeMeHHOCTH,
PRISCA

390
550

1210

300
3850

2 200

4 260

6 380

740

4 260

1340

610

5940

2 460

1670

2900

610

2420

280

2 460

2270

280
2480

1980

280

2480

2310
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06-028

06-103

40-025

06-007

06-277

40-033

06-003

40-034

40-121

06-010

06-043

06-104

40-035

40-158

40-182

06-013

07-052

40-039

40-149

40-157

07-031

07-033

06-031

06-047

A09.05.004

A09.05.303.000.

01
B03.053.003.00
0.01

A12.06.015

A09.05.300.003

B03.016.045.00
0.01

A09.05.042

B03.016.045.00
0.02

B03.016.060.00
0.06

A09.05.041

A09.05.309.000.

01

A09.05.304.000.

01
B03.014.007.00
0.03

B03.004.002.00
0.02
B03.016.070.00
0.01

A09.05.044

A26.06.143.001.

01

B03.016.005
B03.016.060.00
0.02
B03.004.002.00
0.01
A26.06.045.003
A26.06.056.001
A09.05.242.011

A09.05.102

Xonectepon — JIMnonpoTenHbl BbICOKOW NnoTHocTu (JIMBM)
ButamuH B5 (naHToTeHOBas kucnorta)

JTabopaTopHoe obcnenoBaHve npeacraTenbHon xenesbl (MUKpocKonuyeckoe
nccnegoBaHne OTAENSIEMOrO MOYENOsIOBbIX OpraHoB Myxu4unH (Mukpodnopa), MNCA
o06wwmii, AHK [pean-Taiim MLP]: Chlamydia trachomatis, Mycoplasma genitalium,
Mycoplasma hominis, Neisseria gonorrhoeae, Trichomonas vaginalis, Ureaplasma
narviim_ llreanlasma urealvticiim)

AHTUCTpenTonuanH O

ButamuH B7 (61oTHH)

ExxerogHoe nabopatopHoe obcneaoBaHue MyxunH (OAK (c nelik.d.), CO3, OAM,
npotpoMbuH, MHO, AJTT, AMuna3sa obw, ramma-I'T, nuknp.remornobuH, MMioko3a,

KpeatuHuH, Jlunasa, JINBIM, JIMNHIM, MoyeBas kncnota, bunnpybun obuw., bunnpybuH
npsamon, Tpurnuuepuapl, LL®, Xonectepon 06w, anti-HCV aHTuTena, HBsAg, HIV 1,

2 Ag/Ab Combo, Treponema pallidum aHtutena, T4 cB., TectoctepoH, TTT,
aHTUTNO, NMOHN, BunnpybuH HenpaMol, Koad. ateporeHHocTH, MCA 061, NCA
CB.)

AnaHuHaMmuHoTpaHcdepasa (AJIT)

ExxerogHoe nabopatopHoe obcneaoBaHme xeHwwmH: OAK (c neitk.d.), CO3, OAM,
npoTpomMbuH (no Keuky), MHO, AJTT, anbbymuH, AMnnasa obuw,ramma-IT,
nuknp.remornobuH, nioko3a, Xeneso, KpeatuHuH, Xeneso, Jlnnasa, JMNBIM,
JIMHM, MoueBas kucnota, benok obu., BunmpybuH obw.,BunnpybuH npsmoi,
TpaHcdeppuH, Tpurnuuepuasl, LL®,, Xonectepon oblumid, kanbumin MOHU3Mp.,anti-
HCV aHTtuTena, HBsAg, HIV 1, 2 Ag/Ab Combo, Treponema pallidum aHTuTena,
napaTropmoH, T4 ceoboaHbiii, TTT, aHTMTIO, JINOHM, BunmpybuH HenpsiMon,

Knachrh aTannrauuncTia

banaHc aHaporeHos: 17-rugpokcunporectepoH (17-0Mr), FCAr, A3A-S04,
TecTocTepoH, Haekc cBob6OAHOro TECTOCTEPOHA, TECTOCTEPOH CBOGOAHbIN
DACYETHBII

AcnapTtatammHoTpaHcdepasa (ACT)

ButamuH B9 (dbonunesas kucnora)

ButamuH B6 (nupmpaokcanb-5-cdocgar)

MaHenb TectoB "TORCH-aHTUTENa":Cytomegalovirus IgG, Cytomegalovirus IgM,

Herpes Simplex Virus 1/2 IgG, Herpes Simplex Virus 1/2 IgM, Rubella Virus IgG
kon.,Rubella Virus IgM, Toxoplasma gondii IgG kon., Toxoplasma gondii IgM

KomnnekcHas auarHoctuka Helicobacter pylori: Helicobacter pylori IgA, Helicobacter

pylori IgG (kon.), Helicobacter pylori IHK

JTabopaTopHasi AnarHocTka aapeHoreHMTanbHoOro cMHapoMa: 17-
rmapokcunporectepoH (17-0MMr), AdernapoanmaHapoctepoHcynbdat (A2A-S04),
TecTocTenoH

MaMma-rnoTaMmnTpaHcnenTmaasa (ramma-Im)

Ureaplasma urealyticum, IgA

Jiunugorpamma: JINBM,MHM, Tpurnmuepuabl, Xonectepon obiwwmid, JINOHM,
Koadd.ateporeHHocTH, He-J1MBIM

XeHckuii ropMoHasibHbIM cTaTyc - 6a30Bble nabopaTopHble nokasatenu: JIT, ®CT,
Sctpaavon, lNMponakTnH

Ceponoruueckas amarHoctuka Helicobacter pylori: Helicobacter pylori IgA,
Helicobacter pylori, IaG (kon)

Herpes Simplex Virus 1/2, IgM

Bupyc kopu, IgG (Measles Virus, IgG)
MarHuin B CbIBOPOTKE

DpyKTO3aMUH

280

2 460

2 540

550

1960

9790

280

9790

1730

280

790

2 460

4 840

1780

1620

280

720

1340

1730

1550

720

900

330

770

59



07-053

06-311

10-032

40-042

07-030

43-6814

09-053

02-036

07-005

07-014

07-035

06-105

10-004

40-043

40-101

06-017

09-013

07-042

07-013

07-078

07-080

07-127

A26.06.143.001.

02

A12.06.060.001

A26.07.006

B03.016.061.00
0.02

A26.06.045.000.

01

B03.014.006.00
0.31

A26.16.004.001

A09.05.311.000.

01

A26.06.039.000.

01

A26.06.018.003

A26.06.141.001.

01

A09.05.305.000.

01
A26.08.009

B03.016.061.00

0.03

B03.016.060.00

0.03

A09.05.007

A26.28.023.001

A26.06.071.002

A26.06.018.001

A26.06.057.000.

01

A26.06.057.000.

02

A26.19.020

Ureaplasma urealyticum, IgG, Tntp

BuTamMuH B12, akTUBHBIN (XONOTpaHCKO6anamMmH)

KaHanaos cnvsucton. BoigeneHue umctom KynbTypbl U onpeaeneHne
YyBCTBUTEJIbBHOCTU K aHTUMUKOTUYECKMM MNMpenapaTaM

MHTUMHbIN - ONTUManbHbIM - aHanM3 Maska Yy xeHwwuH: MUP: Herpes Simplex Virus
1/2, Chlamydia trachomatis,Neisseria gonorrhoeae, Mycoplasma genitalium,
Mycoplasma hominis, Ureaplasma parvum, Ureaplasma urealyticum, Trichomonas
vaginalis,Candida albicans, Gardnerella vaginalis; Mukpockonuy.uccnea.otaensemoro
MOYENO0SI0BbIX OPraHOB XeHLWMH (MMKpodnopa) 3 nokanusaummn, Human
Papillomavirus Bbic.kaHu.pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68

T1nbl) OAHK KON., CKPUHWHT C ONpea. BO3MOXHOCTV MHTErpaLmu BUpyca B FrEHOM
[mINI»]

Herpes Simplex Virus 1/2, 1gG

FopMoHanbHbIi cTatyc: 17-0OMr, A3A-S04, NI, TectoctepoH, ®CI, ScTpaauon

Helicobacter pylory, AHK [Pean-taiim MLP]

BazodunbHas 3epHUCTOCTb 3PUTPOLINTOB

Anti-HBc, aHTuTena

Chlamydia trachomatis, IgG

Mycoplasma hominis, IgA

ButamunH C (ackopbrnHoBasi KMCoTa)

Moces Candida spp./apoxokenofobHble rpmbbl ¢ N0A6GOPOM aHTUMUKOTUYECKMX
npenapaToB

WHTUMHbIN - ONTUManbHbIV - aHanM3 Ma3ka y My>4YuH: MUKpockonuyeckoe
nccnepoBaHve OTAENSEMOro MOYENOSIOBbLIX OPraHoOB MYyXuuH (Mukpodnopa); MUP:
Chlamydia trachomatis, Gardnerella vaginalis, Herpes Simplex Virus 1/2, Mycoplasma
genitalium, Mycoplasma hominis, Neisseria gonorrhoeae, Trichomonas vaginalis,
Ureaplasma parvum, Ureaplasma urealyticum

HapyLueHnst MeHCTpyanbHOro umkia (ropMoHanbHbIN Npodunb): 17-
rmapokcunporectepoH (17-0OMr), FCAr, A3A-S04, /T, T4 cBo60oaAHbIA, TECTOCTEPOH,
TTI, ®CI, Sctpaguwon, lMponaktunH, MHaekc cBoboaHOro TecTocTepoHa

XKeneso B CbIBOPOTKE

Herpes Simplex Virus 1/2, AHK [pean-Taim MLP]

OnpepeneHune aHTUTEN K BUPYCY KpacHyxwu, IgM

Chlamydia trachomatis, IgA

Mycoplasma pneumoniae, IgM

Mycoplasma pneumoniae, IgG

Helicobacter pylori, aHTuren (kan)

720

1530

990

4040

720

2530

980

370

770

770

770

2270

1050

3110

5310

280

610

850

770

720

720

990

60



07-147

06-106

40-044

40-150

09-152

07-040

06-042

07-015

07-027

07-036

07-048

07-079

07-141

07-194

06-219

10-002

A26.06.141.001.

03

A09.05.235

B03.016.059.00
0.02

B03.016.056.00
0.01

A09.05.009.000.

01

A26.06.071.001

A09.05.076
A26.06.018.002

A26.06.033.000.

01

A26.06.141.001.

02

A26.06.082.000.

02

A26.06.057.000.

03

A26.06.033.000.

03

A26.06.139.001.

02
B03.016.028.00
0.01

A26.20.049.000.

01

Mycoplasma hominis, IgM

ButamuH D, 25-rmapokcn (kanbumndepon)

MnaHnpoBaHne 6epeMeHHOCTH - 300POBbe NAPTHEPOB (AN KEHLUMH):
MWKPOCKOMNMYECKOe UCCeAOBAHUE OTAENSEMOr0 MOYENOOBbIX OPraHOB XEHLLMH
(Mukpodnopa) 3 nokanusaumm, MNUP: Chlamydia trachomatis, Herpes Simplex Virus
1/2, Mycoplasma genitalium, Mycoplasma hominis, Trichomonas vaginalis,
LIreanlasma narviim_ lIreanlasma tirealvticiim

JlabopaTopHbI CKPUHUHT Npu rupcyTuame: 17-rugpokcunporectepoH (17-0Mr),

[2A-S04, NI, TectoctepoH, ®CI, ScTpaavon
Herpes Simplex Virus 2, AHK [pean-Taim MLP]

Onpepenenune aHTUTEN K BUPYCY KpacHyxu, IgG (KonnyectBeHHO)

DeppUTHH

Chlamydia trachomatis, IgM

Helicobacter pylori, IgA

Mycoplasma hominis, IgG, TuTp

Treponema pallidum, IgM, TuTp

Mycoplasma pneumoniae, IgA

Helicobacter pylori, IgM

Candida albicans, IgA

KoMnneKkcHbI aHanms KpoBu Ha BUTaMUHLI rpynbl D (D2 u D3)

MoceB Ha Mycoplasma hominis ¢ onpegeneHMeM YyBCTBUTENBHOCTU K aHTUOMOTMKAM

(npn TnTpe 1x107°4 n BbiwE)

660

2 200

2310

2310

480

660

660

720

920

660

770

720

940

770

6 350

1120

61



40-045

09-068

09-151

06-040

07-024

07-076

07-098

07-134

07-195

06-312

40-046

40-128

40-168

08-119

06-019

07-012

07-028

07-049

07-077

07-111

07-161

07-171

09-026

06-240

B03.016.059.00
0.03

A26.30.026.001

A26.05.035

A09.05.008

A26.06.035

A26.06.016.000.

02

A26.06.016.000.

01

A26.06.045.001

A26.06.139.001.

03
A09.05.235.001

B03.016.059.00
0.04

B03.014.007.00
0.04
B03.014.010.00
0.01

A09.05.132

B03.016.030.00
0.01

A26.06.139.001.

01

A26.06.033.000.

02

A26.06.082.002.

01

A26.06.016.000.

03

A26.06.038

A26.06.029.000.

01

A26.06.051

A26.28.018.001

B03.016.028.00
0.02

MnaHvpoBaHue 6epeMeHHOCTH - 0bsi3aTenbHble aHanu3bl: [pynna Kposu, Pesyc-
dakTop, anti-HCV aHtutena, Cytomegalovirus 1IgG, HBsAg,Herpes Simplex Virus 1/2
IgG, HIV 1, 2 Ag/Ab Combo, Rubella Virus, IgG (kon.),Rubella Virus IgM,
Toxoplasma gondii IgG kon., Toxoplasma gondii IgM, Treponema pallidum aHTuTena

Toxoplasma gondii, AHK [pean-Taiim MLP]

Herpes Simplex Virus 1, AHK [pean-Taim MLP]

TpaHcheppyH
HBeAg

Chlamydia pneumoniae, IgM

Chlamydia pneumoniae, IgA

Herpes Simplex Virus 1, IgG

Candida albicans, IgM

ButamuH D, 25-ruapokeun (kanbumdepon), BIXX-MC/MC

MnaHnpoBaHue 6epeMeHHOCTM - FOpPMOHasIbHbIE aHanm3bl:
[HernapoanuanapoctepoHcynbdat (A2A-S04), 1T, MporectepoH, T4 cBO6OAHBIN,

TectoctepoH. TTT.OCI.3cTpannon. NpbonakTuH
AHTuTena Kk Toxoplasma gondii (IgG) c onpeaeneHvem aBugHocTu: Toxoplasma

gondii, IgG (kon.), OnpeneneHve aBnaHoctTu IgG k Toxoplasma gondii
JlabopaTtopHasi AMarHocTnka MHQEKLIMOHHOrO MOHOHYKIe03a: KnnHuyeckuii aHanus
kposm (c nevik.cd.), Epstein Barr Virus kancuabiin 6enok (VCA) IgM, Epstein Barr
Virus paHHue aHtureHbl (EA) IgG, Epstein Barr Virus siaepHbiin aHTureH (EBNA) IgG
(xon.). Epstein Barr Virus. IHK [TILIP]

donnvkynoctumynupytowwmii ropmoH (dCr)

Kanui, HaTpuii, Xnop B CbIBOPOTKE

Candida albicans, 1gG

Helicobacter pylori, IgG (konn4ecTBeHHO)

Treponema pallidum, aHTuTena

Chlamydia pneumoniae, 1gG

Anti-HBe, aHTUTENa

Onpepenenne asngHocty IgG k Epstein-Barr virus VCA

Legionella pneumophila, aHTutena

Mycoplasma hominis, AHK [pean-Taim MLP]

MeTabonuTbl BUTamuHa D (25-rmapokcuxonekansumndepon u 1,25-
avrnapokcmnxonekanbundeporn)

6 240

500

480

610

770

720

770

830

770

3 000

4040

1500

2 880

610

440

830

740

770

720

770

1270

1430

440

5650

62



08-158

40-047

07-022

06-065
07-007

07-046

07-070

07-136

07-137

07-154

07-155

09-025

06-107

08-157

40-063

07-021

02-013

06-064
07-004

70-093

07-047

07-064

07-138

A09.07.010

B03.016.059.00

0.05

A26.06.031

A09.05.030
A26.06.040.001

A26.06.081.002

A26.06.082.000.

03

A26.06.045.000.

02

A26.06.045.000.

03

A26.06.067.000.

01

A26.06.067.000.

02

A26.28.017.001

A09.05.306.000.

01

A09.07.013.000.

01

B03.016.004

A26.06.030
A26.01.017/A26

.01.019

A09.05.031
A26.06.039.001

A26.02.010.000.

03

A26.06.082.000.

01

A26.06.011.001

A26.06.081.000.

01

[ernapoanmaHapocTepoH B CritoHe, BIXKX

MnaHupoBaHue 6epeMeHHOCTU - HeobxoauMble aHanu3bl: OAK c nelik.d. u CO3;
OAM, BonuyaHouHbIli aHTMkoarynsHT, AJTT, ACT, rntokosa, FomoumctemnH, Xeneso,
Kanbumii, KpeaTHuH, MarHuii, MoueBuHa, benok 06w, bunupybux obiw, ®occdop,
Kanuii. Hatouii. Xnon

Epstein Barr Virus siaepHbiin aHTureH (EBNA), IgG (KOnMueCcTBEHHO)

HaTpwuii B CbiBOpOTKE
Anti-HBs, aHTuTena

Toxoplasma gondii, IgM

Treponema pallidum, IgG B nnkBope

Herpes Simplex Virus 1, IgM

Herpes Simplex Virus 2, IgM

Human respiratory syncytial virus, IgM

Human respiratory syncytial virus, IgG

Mycoplasma genitalium, AHK [pean-Taim MLP]
ButamuH E (Tokodepon)

MporectepoH cBo6OAHbIN B CltOHE, BIXKX

KnuHuyeckunii 1 6uoxmmmueckmin aHanmsbl kposu (15)- ocHoBHble nokasaTtenun: OAK
¢ neiik.¢.n CO3, ANTT, AMmnnasa naHkpeatnyeckas, ACT, Mamma-I'T, [Noko3a,
Xeneso, Kanbumii, KpeaTuHuH, MoueBast kucnota, benok obwmii, Tpurnuuepuasl,
LLid. Xonectenon obul.. BunupvbuH 1 ero dnakuun

Epstein Barr Virus paHHue aHTturensl (EA), IgG

DHTepobunos (Metoa PabuHoBMua)

Kanuin B cbIBOPOTKE
Anti-HBc, IgM

MoceB Ha 30M10TUCTBIN cTadMNOKOKK (S. aureus) C onpeaeneHMeM YyBCTBUTENILHOCTM
K aHTMBUOTUKaM

Treponema pallidum, IgG, TuTp

Borrelia burgdorferi, IgG, TuTp

Toxoplasma gondii, IgA

1730

5780

980

280
790

770

1100

720

770

1540

1430

660

2 460

1730

4000

770

390

280
830

1100

770

1080

550

63



09-001

09-163

06-108

08-159

40-110

06-020

07-020

07-025

07-044

07-062

07-096

07-099

07-102

07-135

09-121

09-187

06-188

08-156

10-076

07-055

09-006

09-027
06-066
07-097
07-104

07-106

07-114

07-118

A26.08.107.000.

01/

A26.21.032.002

A09.05.307.000.

01
A09.07.011

B03.016.061.00
0.05

A09.05.032

A26.06.029.001

A26.06.036.001

A26.06.081.001

A26.06.011.001

A26.06.112.002

A26.05.084.000.

01

A26.06.082.002

A26.06.045.002

A26.21.107.000.

01

A26.20.027.003

B03.016.028.00
0.08

A09.07.009.000.

01

A26.01.042.000.

02

A26.06.084.002

A26.23.010
A26.20.034.01
A09.05.034
A26.06.112.001
A26.06.105

A26.06.109

A26.05.083.000.

01
A26.06.081.003

Candida albicans, AHK [pean-Taiim MLP]

Mycoplasma hominis, HK, konnyectBeHHo [pean-Taim MLP]

ButamuH K (bnnnoxmHoH)

ScTpaanon cBoboaHbIN B CtoHe, BIXKX

NHTUMHBIN - 8 TecToB no Mode: OHK [pean-Taim MUP]: Chlamydia trachomatis,
Herpes Simplex Virus 1/2, Mycoplasma genitalium, Mycoplasma hominis, Neisseria
gonorrhoeae, Trichomonas vaginalis, Ureaplasma parvum, Ureaplasma urealyticum

Kanbuuit B CbIBOPOTKE

Epstein Barr Virus kancuaHbiii 6enok (VCA), IgM

HBsAg
Toxoplasma gondii, IgG (konn4yecTBeHHO)

Borrelia burgdorferi, IgM, TuTp

Mumps Virus, IgM

anti-Salmonella, onpepenenne aHTuTen k ceposapam A, B, C1, C2, D, E

Treponema pallidum, aHTutena, DA

Herpes Simplex Virus 2, IgG

Mycoplasma spp., AHK [pean-Taiim MLP]

Mycoplasma genitalium, AHK, konnuyecTBeHHo [pean-Taim MLP]
BopopacTtBopuMbie BuTaMuHbl (B1, B5, B6, C)

TecTocTepoH CBO6OAHLIN B CltoHe, BIXKX

Moces Candida spp. ¢ NoA6opoM MUHUMasIbHOMN 3hdEKTUBHOM AO3MPOBKM

AHTUMUKOTUYECKMX NpenapaToB

Varicella Zoster Virus, IgM

Epstein Barr Virus, OHK [pean-Taiim MLP]

Neisseria gonorrhoeae, AHK [pean-Taiim MLP

Xnop B CbIBOpPOTKE

Mumps Virus, IgG

AHTMTeNa Kk Bo3byautento ctonbusika (Clostridium tetani), IgG

Neisseria meningitidis, aHTuTena

Yersinia pseudotuberculosis, Yersinia enterocolitica, IgA, kKa4eCTBEHHO

Onpepgenenue aBuaHoctn IgG k Toxoplasma gondii

440

480

2 460

1730

2 880

280

720

480

660

980

880

830

660

770

550

660

8320

1730

1030

970

460

440
280
880

990

1200

880

1210

64



07-180

07-181

07-198

07-199

07-200

07-223

09-002

09-039

09-159

09-188

06-229

07-054

07-124

08-117

02-012

06-051

07-009

07-110

07-115

09-040

09-190

06-228

40-502

02-010
06-005
08-148
07-010
07-092

07-107

07-116

A26.06.011.000.

01

A26.06.011.000.

02

A26.06.012.000.

01

A26.06.012.000.

02
A26.06.036.002

A26.06.012

A26.08.066.001

A26.05.053.001

A26.20.048.000.

01
A26.21.038.002
B03.016.028.00
0.27
A26.06.084.001

A26.06.029.002

A09.05.078

A26.19.011

A09.05.206

A26.06.041.000.

01
A26.06.104

A26.05.083.000.

02

A26.05.077.000.

01

A26.26.030.000.

01
B03.016.028.00
0.09

B03.014.007.00
0.07

A26.19.010
A09.05.045
B03.016.037.00
0.02

A26.06.041.000.

04
A26.06.088.001

B03.016.064.00
0.01

A26.05.083.000.

03

AHTMTENa K Borrelia, IgM (MMMyHO6N0T)

AHTMTena K Borrelia, IgG (uMMyHO6N0T)

Brucella, IgA

Brucella, IgG

HBsAg, KonMyecTBeHHO

Anti-Brucella spp.

Chlamydia trachomatis, AHK [pean-Taiim MLP]
Borrelia burgdorferi s.I., AHK [pean-Taim MLP]

TunupoBaHue 1 konnyecTeeHHoe onpeaenerHne AHK rpubos poaa Candida (C.
albicans, C. glabrata, C. krusei, C. parapsilosis / C. tropicalis)

Neisseria gonorrhoeae, AHK, konnyecTBeHHo [pean-Taiim MLP]

KoMnnekcHbIM aHanus Ha BUTaMuHbI rpynnel B (B1, B2, B3, B5, B6, B7, B9, B12)

Varicella Zoster Virus, 1gG

Epstein Barr Virus kancugHbiii 6enok (VCA), IgG

TecTocTepoH
AHanu3 Kana Ha UMCTbl NMpOCTENLIMX
Kanbumit MOHU3UPOBaHHBI

anti-HCV, aHtutena

Corynebacterium diphtheriae, aHTuTena

Yersinia pseudotuberculosis, Yersinia enterocolitica, IgM, kauecTBeHH

Ehrlichia chaffeensis, JHK [pean-Taim MLP]

Chlamydia trachomatis, AHK, konnuyecTtBeHHo [pean-Taim MLP]

PaclIMpeHHbIN KOMMMNEKCHBIV aHan3 Ha BUTaMuHbl (A, 6eTa-kapotuH, D, E, K, C,

B1, B2, B3, B5, B6, B9, B12)

AHTUTEna K kancmgHoMy aHtureny (VCA) Bupyca dnwTeliHa - Bapp (IgG) ¢
onpeaeneHneM aBnaHOCTH

AHanu3 Kana Ha nua renbM1MHTOB

Amunasa obuiast B CbIBOPOTKE

CTporeHbl U UX METABOUTBI, pac4eT COOTHOLIEHUI, nperHaHamon (10
nokasaresnei)

AHTUTENA K CTPYKTYPHbIM U HECTPYKTYPHbIM 6enkaM Bupyca renatuta C

Bupyc knewesoro sHuedanuta, IgM

Anti-Shigella flexneri 1-5, anti-Shigella flexneri 6, anti-Shigella sonnei

Yersinia pseudotuberculosis, Yersinia enterocolitica, IgG, kauyecTBeHHO

2750

2750

720

720

1600

720

400

660

990

610

14 780

970

720

610

460

530

660

880

660

660

790

25410

1210

460
360
8470

660

850

1470

880
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07-162

07-170

07-172

07-173

07-192

09-036

09-181

06-109

40-503

08-120

06-004

07-082

07-113

07-144

07-203

09-015

06-241

10-006

08-110

03-001

07-071

07-093

07-125

07-145

07-196

06-112

10-005

A26.06.046.002

A26.06.018.000.

01

A26.06.005.000.

03

A26.06.005.000.

01

A26.06.005.000.

02
A26.05.056.001

A26.05.011.002

B03.016.028.00
0.04
B03.014.007.00
0.08
A09.05.132

A09.05.011
A26.06.047.001

B03.016.035.00
0.01

A26.06.094.000.

01

A26.06.018.000.

02

A26.30.018.001

B03.016.028.00
0.12

A26.04.005.002

A09.05.149

A09.05.051.001

A26.06.043.000.

01
A26.06.088.002

A26.06.032.000.

02

A26.06.086

A26.06.063.001

B03.016.028.00
0.05

A26.20.004

Onpegenenve aBngHoctn IgG Kk Herpes simplex virus 1/2

AHTUTENna knacca IgG k 6enky Tennosoro woka Chlamydia trachomatis (Anti-cHSP60-
IgG)

AHTUTENa K ageHoBupycy (Adenoviridae), IgA

AHTMTENa K ageHosupycy (Adenoviridae), IgG

AHTUTENa K ageHoBupycy (Adenoviridae), IgM

Anaplasma phagocytophilum, OHK [pean-Taim MLP]

Epstein Barr Virus, AHK [pean-Taiim MLP], KonMyecTBEHHO

XXupopacrsopumble ButamuHbl (A, D, E, K)

AHTUTENa K BMpYCy npocToro repneca I n II Tunos (IgG) c onpeaenexHnem
aBUOHOCTH

ScTpaguon

AnbbyMVH B CbIBOPOTKE

Human Herpes Virus 6, IgG

CkpuHMHroBoe obcnegosaHue Ha renbMmnHTO3bI (Opisthorchis, Toxocara, Trichinella,
Echinococcus)

Yersinia pseudotuberculosis, PHF'A

AHTUTENA K rNaBHOMY 6Ky Hapy>XHol MeMmbpaHbl MOMP n
MembpaHoaccounmpoBaHHOMyY nnasmmuaHoMy 6enky Pgp3 Chlamydia trachomatis,
IgG

Human Herpes Virus 6, AHK [pean-Taim MLP]

B/TaMWHbI ¥ MMKPO3/IEMEHTBI, YYaCTBYIOLLME B PEryNsumMM UMMyHHON cuctemsl (Fe,
Cu, Zn, Cr, Mn, Se, Mg, Hg, Ni, Co, Li, Butamunbl C, E, A, B9, B12, B5, B6, D)

Moces Ha Chlamydia trachomatis c onpeneneHvemM 4yBCTBUTENBHOCTY K
aHTUbNOTMKaM

[JernaposnunanapoctepoHcynbdat (43A-S04)
D-oumep

Anti-HDV, aHTuTena

Bupyc knewesoro aHuedanuta, IgG

Giardia lamblia, IgM

Yersinia enterocolitica (cepotunsl O:3, 0:9), PHI'A

Parvovirus B19, IgG

KoMnnekcHbIi aHanms KPOBW Ha HEHACbILLEHHbIE XXUPHbIE KNCNOThbI ceMelncTBa oMera-

3

Moces Ha Chlamydia trachomatis

770

1050

1320

1320

1320

990

550

8390

1210

610

360

830

1650

720

1320

480

25410

2310

610

1540

740

850

720

1430

1100

5420

1960
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40-113

08-111

03-011
07-132

07-148

07-197

09-101

09-182

06-114

40-080

40-114

40-530

03-010

07-133

09-016

09-066

09-150

09-195

06-115
08-160

40-115

40-174

40-179

07-056

06-039

07-002

07-019

07-158

07-190

B03.031.000.01

A09.05.131

A09.05.050

A26.06.122.000.

01

A26.06.043.001

A26.06.063.002

A26.19.067.001

A26.05.033.002
A09.28.003.001
B03.014.008.00
0.01

B03.031.000.08
B03.014.013.00
0.05

A12.05.028

A26.06.025.000.

01
A26.05.024.001

A26.08.022.001

A26.19.066.001

A26.05.067.001
A09.28.011
B03.016.072.00
0.01
B03.031.000.09

B03.014.013.00
0.01

B03.014.014.00
0.01

A26.06.082.001

A09.05.205

A26.06.034.001

A26.06.024

A26.06.026.000.

01

A26.06.144.001.

01

ExxerogHoe nabopatopHoe obcneaoBaHue pebeHka: OAK c nelik.d. u CO3, OAM,
Konporpamma, AHanus kana Ha s/, AHanu3 Kana Ha uMcTbl npoctenwmx, ANT, T,
nioko3a, XXeneso, Kanbumit, KpeatuHuH, benok obwmin, bunupybux obwmii, LL®,
CvMMaDHble MMMVHornobvnudsl E (IaE)

JToTenHunsupytowmin ropmoH ()

dunbpurHoreH
Taenia solium, IgG (aHTUTENa K UMCTULEPKaM CBMHOIO UenHs, IgG)

Anti-HDV, IgM

Parvovirus B19, IgM

Yersinia pseudotuberculosis, AHK [pean-Taim MLP]

Human Herpes Virus 6, OHK [pean-Taim MLP], Konn4ecTBEHHO

AnbbymMuH B Moye (MMKpoanbbyMmnHypust)

BupycHble renatutbl. MNepeuyHas amarHoctuka (anti-HAV IgM, anti-HCV, HBsAQ)
3nopoBbe pebeHka - MnaaeHuyecTBo: OAK c neiik.d. n CO3, OAM, nioko3a, benok
06LWwmiA, Bunupy6uH obwmii, Xonectepon o6LL.

Wccneposanue KJTELLA Ha BbiseneHve PHK/OHK Bo36yautenei nHbekumii:
KnewieBoro sHuedanuta, boppennosa (bonesHb JlaiMa), aHannasMo3a, 3pnxmo3a
TpoMbuHoBOE BpeMsi

Anisakis, IgG

Human Herpes Virus 7, OHK [pean-Taim MLP]

Adenovirus, AHK [pean-Taim MLP]

Yersinia enterocolitica, IHK [pean-Taiim MMLP]

Plasmodium spp., Plasmodium falciparum, Plasmodium vivax, AHK [pean-Taiim MLP]

[loKo3a B Move
CTepounaHbiii Npodub B crioHe, BIXKX

3n0poBbe pebeHka - nepsble warn: OAK ¢ neiik.d. n CO3, OAM, Konporpamma,
[ncbakTepros KuLweyHuKa

Ceponoruyeckas AMarHocTuka knewesoro 6oppenvosa u sHuedanuta: Borrelia
burgdorferi IgM TuTp, Borrelia burgdorferi IgG T1Tp, Bupyc knewesoro sHuedanuTa
IaM. Bupbvc knewesoro sHuedanuta IaG

[unarHocTuka nepcmHuosa n ncesgotybepkynesa: Yersinia pseudotuberculosis,

Yersinia enterocolitica IgM kau.; Yersinia pseudotuberculosis, Yersinia enterocolitica

IaG kau..Yersinia bseudotuberculosis IHK
Cucbunuc RPR (aHTMKapAMONMIMMHOBBIN TECT/MMUKPOPEAKLMS NMPeLMnMTaLmnmM), TUTP

C-nentug B CbIBOPOTKE

Anti-HAV, IgM

Echinococcus, IgG

Entamoeba histolytica, I1gG

Leishmania infantum, antutena (IgG + IgM)

4620

610

410
1200

740

1100

660

610

510

1620

1620

1910

410

940

480

980

880

4070

360
5650

2 540

2770

2190

440

720

990

880

1100

1320

67



07-204

09-007

09-075

09-097

08-163

40-116

02-011

07-023

07-143

07-191

09-084

09-157

09-158

10-048

40-118

40-501

09-123

02-031
06-038
07-123
07-164
06-116
08-164
40-081

40-119

02-032

07-126

06-117
08-172

A26.06.047.000.

01

A26.20.030.000.

01

A26.08.108.000.

01
A26.19.074.001

A09.28.023.001

B03.031.000.10

A12.28.002

A26.06.032.000.

01

A26.06.034.000.

01

A26.06.019.000.

01

A26.05.078.000.

01

A26.19.077.000.

01

A26.19.109.000.

01

A26.20.052.000.

01

B03.016.061.00
0.08

B03.014.007.00
0.06
A26.05.042

A09.19.012
A09.28.003

A26.06.121.000.

01
A26.06.034.002

A09.28.075
A09.28.023.002

B03.014.008.00
0.02
B03.016.061.00
0.04

A09.28.012.000.

01
A26.19.037

A09.28.076
A09.05.124

Human Herpes Virus 8, IgG

Gardnerella vaginalis, HK [pean-Taim MLP]

Enterovirus, PHK [pean-Taim MLP]
Rotavirus A, PHK [pean-Taiim MMLP]
MeTabonnTbl 3CTPOreHOB, pacyeT COOTHOLLEHMI

3n0poBbe pebeHka - AowkosnbHbIA: OAK ¢ nelk.d. n CO3, OAM, Konporpamma,
AHanu3 Kana Ha siua renbMuHTOB, XXeneso, Kanbumi, Giardia lamblia cymmapHbie

aHTuTena. CvMmapHble MMMVHOrnobvavHel E (IaE)
Mpoba Pebepra (KNMpeHC 3HAOrEHHOr0 KpeaTuHMHA)

Giardia lamblia, cymmapHble aHTUTENa
anti-HAV, aHTtutena

Coxsackievirus, IgM

Human Herpes Virus 8, AHK [pean-Taim MLP]

Adenovirus F40/F41 (kuweyHble TuNbl BUpyca), AHK [pean-Taim MLUP]

Norovirus II, PHK [pean-Taim MLP]

MoceB Ha Gardnerella vaginalis c onpeaeneHneM TMTpa 1 YyBCTBUTENBHOCTMU K
NMPOTMBOMMKPOGHLIM NpenapaTtam

MHTUMHBIN - NAOC - aHanu3 Maska Yy xeHwuH: AHK [pean-taim MNUP]: Chlamydia
trachomatis, Herpes Simplex Virus 1/2, Neisseria gonorrhoeae, Trichomonas
vaginalis, ®emodnop — 16, Human Papillomavirus BbICOKOro KaHLeporeHHOro pucka
(16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 TnbI)

AHTUTENa K BMpYCY KpacHyxu (IgG) c onpeaenexnnem aBugHoctun: Rubella Virus IgG,
Onpenenenve aBuaHoctn 1aG k Rubella virus
Varicella Zoster Virus, AHK [pean-Taim MLP]

Copep>xaHue yrneBogoB B Kane
benok 06wt B Moye
Ascaris lumbricoides, IgG

Anti-HAV, IgG

MapraHeL B Moye
ScTporeHbl B Kposu (3 nokasaTtens)

BupycHbif renatut A. KoHTponb adekTMBHOCTY nocne fedexus (anti-HAV IgM,
anti-HAV aHTuTena)

MHTUMHBIN - MaKCMMasibHbI - @HanM3 MasKa Y XXEHLLMH: Ma30K XXEHCKUIA 13 3-X
Touek, AHK [pean-taiim MUP]: Chlamydia trachomatis, Herpes Simplex Virus 1/2,
Neisseria gonorrhoeae, Trichomonas vaginalis, ®emodnop — 16, Human
Papillomavirus Bbicokoro kaHueporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51, 52,
5A. 58 59. AA. AR Tunki)

Mpoba Cynkosnya

Giardia lamblia, aHTuren (kan)

KobanbT B Mo4ye
CepoTOHWH B KpOBU

1210

440

660

1210

9120

3230

390

770

1100

880

480

1380

1380

990

4 500

1210

480

720
280
1100
880
1030
2 540
1390

4620

220
1030
1030
2770

68



40-082

40-122

02-037

07-140

07-163

09-138

06-118
40-123

40-176

02-048

07-117

07-156

07-157

07-159

10-219

09-060

09-074

06-119
40-124

03-002

07-178

07-186

09-065

06-120
08-169

40-125

03-003

07-074
07-153

B03.014.008.00
0.03
B03.025.005.00
0.01

A09.05.312.000.

01

A26.06.120.000.

01
A26.06.071.003

A26.05.080.000.

01

A09.28.077
B03.053.003.00
0.02

B03.014.013.00
0.02

A09.19.001.000.

02
A26.06.082.003

A26.06.082.007.

01

A26.06.082.007.

01

A26.06.123
A26.08.018.001
A26.05.030.001
A26.05.046.001
A09.28.080
B03.004.005.00

0.01
A09.05.047

A26.06.071.000.

01

A26.06.062.000.

02

A26.08.018.002

A09.28.081
A09.05.135.001

B03.016.059.00
0.06

A12.05.039

A26.06.044.001
A26.06.118.001

BupycHblin renatut A. O6cnenoBaHne KOHTaKTHBIX v,

J1TabopaTopHbI CKPUHWMHT MHEKLMI MOYEBbLIBOASALLMX NyTeln 1 nodek: OAM, MNoces
Ha a3pobHYI0 U dakybTaTUBHO-aHa3PObHYO dhnopy

Tenbua MeltHUa

Clonorchis sinensis, 1gG

Onpeaenenve aBngHoctn IgG Kk Rubella virus

Parvovirus B19, AHK [pean-Taim MLP]

Hukenb B Moye

JabopaTtopHoe 0bcnefoBaHue - NPOCTaTUT: MUKPOCKONUYECKOE UCCefoBaHme
ceKkpeTa npeacTaTesibHon xenesbl (Mrkpodiopa), OAM, MNoceB Ha aspobHyto U
akynbTaTMBHO-aHaspobHyto dnopy, AHK: Chlamydia trachomatis, Mycoplasma
genitalium, Mycoplasma hominis, Ureaplasma parvum, Ureaplasma urealyticum

MUP-anarHoctuka "kneweBbix" nHdekumin: Anaplasma phagocytophilum AHK,
Borrelia burgdorferi s.I. AHK, OHK Ehrlichia chaffeensis/ Ehrlichia muris (6e3
nnddepeHumaunm)

AHanus kana Ha ckpbITyto kpoBb (ColonView)

Cudumnuc PMTA (peakuust MacCMBHOM reMarritoTUHaUum), TUTp

Anti-Treponema pallidum, IgG (MMMyHOENOT)

Anti-Treponema pallidum, IgM (MMMyHO6N0T)

Strongyloides stercoralis, IgG

Streptococcus agalactiae (reMonMTMYECcKUin CTPENTOKOKK rpynnbl B), aHTUreH
HAV, PHK [pean-Taitm MLP]

Streptococcus pneumoniae, IHK [pean-Taiim [MLIP]

MbIWbSK B MOYe
JlabopaTopHoe obcneaoBaHWe - racTpuT U I3BeHHas 60ne3Hb Xenyaka

AHTUTPOMOUMH 111

AHTMTena Kk Rubella virus, IgG (uMmmyHO610T)

Opisthorchis, IgM

Streptococcus pyogenes, AHK [pean-Taiim MLP]

CeneH B Moye
KopTun3on, KOpTM30H, 6-rMapOKCUKOPTM30/ U UX COOTHOLLEHMS] B MOYe

MnaHnpoBaHne 6epeMeHHOCTH - 340POBbe NAPTHEPOB (AN MYXXUUH):
MWKPOCKOMNMYECKOe UCCIEA0BAHNE OTAENSEMOr0 MOYENOIOBbLIX OPraHOB MYXUMH
(Mukpodnopa), AHK: Chlamydia trachomatis, Herpes Simplex Virus 1/2, Mycoplasma

genitalium, Mycoplasma hominis, HK
Trichomonas vaainalis. lIreanlasma narviim_ llreanlasma urealvticiim
AKTMBMPOBaHHOE YacTu4Hoe TpoMbonnacTuHosoe Bpemsi (AHTB)

Anti-HEV, IGM

PIMIA ¢ cbiNHOTUO3HBIM AUArHOCTUKYMOM PUKKeTCcui MpoBaveka

850

1160

370

920

1010

980

1030
2 540

2310

1430

550

2750

2750

1540

1210

880

660

1030

550

660

550

1030
5420

2190

330

740
720

69



07-187

06-121
08-162

40-694

07-175

07-188

06-122

08-161

40-130

40-169

40-695

07-101

06-123
08-173

02-034

06-049

07-174

09-172

06-124

08-171

21-738

02-033

06-053

09-008

09-173

06-125
08-180

10-010

40-133

08-017

A26.06.062.000.

03
A09.28.082

A09.05.133.000.

01
B03.004.003.00
0.01
A26.06.044.002

A26.06.124.000.

01

A09.28.060.000.

02

A09.07.012.000.

01
B03.016.061.00
0.07

B03.014.011.00
0.01

B03.004.003.00
0.02

A26.06.041.000.

02

A09.28.070

A09.07.012.000.

02

A26.26.039.000.

01/A26.01

A09.05.174

A26.06.041.000.

03

B03.016.061.00
0.14

A09.28.071

A09.07.007.000.

01

A09.05.324.000.

114
A12.08.004

A09.28.027
A26.05.020.001
B03.016.061.00
0.13
A09.28.072

B03.016.025.00
1

A26.08.001

B03.040.003.00
0.03

A09.05.054.001

LMK, cogepxalume aHTUreHbl OnnMCTOpXoB

MonnbaeH B Moye
MeTtaHedpvH cBO6OHbI M HOpMETaHedhpyH CBOBOAHbIN B KPOBU

lacTpockpuH
anti-HEV, IgG

Schistosoma mansoni, IgG (AHTMTeNna K wucrocomam, IgG)

Jlntnin B Moue
MenaToHWH B CitoHe: Ho4vHas nopums (02:00-03:00)

MHTUMHBIN - ntoc - ans MyxuunH: Herpes Simplex Virus 1/2 AHK [MLP],
PazsepHyTas anarHoctuka 3MMM ana myxumH (AHapodnop) AHK konnyectseHHO

[MLP1
J'Ia6opaTopHas=| ANarHoCTukKa reJibMMHTO30B 1 Napa3nuTO30B: KnnMHWMYecknin aHanus

KpoBM (c nevik.d.), AHanu3 Kana Ha si/r, AHanM3 Kana Ha UMCTbl NPOCTENLIMX
AHanu3 Ha 3HTepobunos, Echinococcus IgG, Giardia lamblia cymmapHble aHTUTENa,
Opisthorchis IgG, Toxocara IgG TuTp, Trichinella IgG, Ascaris lumbricoides IgG

FacTpOCKpUH CO CTUMYnsiLmEit

anti-HCV, aHtutena, UOA

Bop B Moye

MenaToHWH B C/IOHE: CYTOYUHbIN PUTM (YTPEHHSIS, AHEBHAS!, BEYEPHSIS, HOYHas!
nopuum)

MWKpPOCKOMMYECKOe UCCIeA0BaHME Ha Hannume kewlen poga Demodex

XonuHaCcTepasa B CbIBOPOTKE

anti-HCV, IgM

PasBepHyTas amvarHoctuka 3MMNM ans myxumH ("Angpodnop"), AHK konnyecTtBeHHO

[pean-Taiim MLP]

ANOMUHWI B MOYe
MenaToHuH cynbdaT B Mo4e

CyMmapHble nMmyHornobynuHel E (IgE) B coiBopoTtke (ImmunoCAP)
MuKpoCKoMnMyeckoe UccneaoBaHne Maska co CI3UCTOM 0607104k Hoca
AMunasa obLias B CyTOYHOW Moye

HBV, AHK [pean-Taiim MLP]

"AHapocnop-ckpuH", HK konnyecTBeHHo [pean-Taiim MLP]

KpeMHui1 B Mo4e

MeTuNMpoBaHHbIE NPOM3BOAHbLIE aprMHMHA: MOHOMETUNaprMHUMH (MMA),
ACMMMETPUYHBIN AUMETUNAprMHMH (ADMA), CUMMETPUYHBIA ANMETUNAPTMHUH
(SDMA)

Moces Ha andTeputo (Corynebacterium diphtheriae)

JlabopaTtopHoe o6cnefoBaHue Npy peBMaTonaHOM apTpuTe: KnnHUYeckuin aHanms
kpoBw (c neiik.cpopmynoit), CO3, C-peakTuBHbIN 6enok (MeTo ¢ HOpMasibHOM
YyBCTBUTENBHOCTbIO), PeBMaTOMAHbIN (hakTop, AHTUTENA K UUTPYINIMHUPOBAHHOMY
BUMEHTUHV (aHTU-MCV) 1aG

CyMMapHble uMMyHornobynuHel E (IgE) B cbiBOpOTKe

610

1030
2190

4290

740

920

1030

2 540

4 040

4620

4620

660

1030
7 850

440

410

660

3080

1030

2770

2420

660

350

620

2 200

1030
2420

990

3110

660

70



06-054
08-009
09-009

06-126
08-174

40-134

06-055

09-010

09-100

06-127

08-176

40-135

06-056
09-011

09-018

09-019

09-020

06-128
08-175

40-136

06-057

07-086

09-012

09-038

06-129
08-178

A09.28.012
A09.05.054.002

A26.05.020.002
A09.28.073
B03.016.023.00
2

B03.025.001.01

A09.28.060.000.

03
A26.05.019.003

A26.19.064.001
A09.28.074
B03.016.023.00
4

B03.016.055.00

0.01

A09.28.026

A26.05.019.001

A26.20.009.005

A26.21.008.000.

02

A26.20.009.008

A09.28.083
B03.016.023.00
3

B03.027.050.00
0.07
A09.28.006
B03.016.063.00
0.01

A26.05.019.002

A26.08.031.000.

01

A09.28.084
B03.016.023.00
6

Kanbuuin B CyTOYHOM Moye
CyMmMapHble nMMyHornobynunHel A (IgA) B CbiBOpOTKe

HBV, AHK konunyecTBeHHO [pean-TaiiM MMLP]
TwutaH B MOYye

AHZPOreHbl, MOKOKOPTUKOMALI, MUHEPANIOKOPTUKOMABI, MPOrecTareHsbl, Ux
npeawecTBeHHNKM U MeTabonuTbl (13 nokasaTesneit) B CbIBOPOTKE

PasBepHyTOe nabopaTtopHoe obcnenoBaHue nodek: OAM, OAK (6e3 neiik.popmynbl
n CO3), DpuTponoaTuH, AnbbyMuH, Kanbumin, KpeaTuHuH, MoueBuHa, benok
o0bwwmii, doccop, Kanuii, Hatpuii, AnbbyMnH B Mode (MUKPORNTbBYMUHYPUS)

MarHuit B CyTOYHON MoYe

HCV, reHoTtunuposaHue (Tunbl 1a, 1b, 2, 3a, 4), PHK [pean-Taiim MLP]

Salmonella species, AHK [pean-Taim MNLP]

XpoM B Moye

AHZpOreHbl, IMIOKOKOPTUKOWAbI, MUHEPANIOKOPTUKOU B!, 3CTPOreHbl, NporecTareHsi,

WX NPeALIECTBEHHUKN U MeTabonuTbl (13 NokasaTtenen) B CloHe

JlabopaTopHoe obcnenoBaHve npy MeTaboMyeckoM cMHapoMe: AnonmnonpoTerH B,
AnonunonpoTenH A 1, TMMKMPOBaHHBIN reMornobuH, Fnokosa, SIMBIM, SIMHM,
MoueBas kucnota, C-nentua, Tpurnuuepuabl, Xonecrepon o6, C-peakTUBHbIN
6€en0okK (BbICOKOUYBCTBUTENbHBIV METOA), ANbOYMUH B MoYe (MUKPOanbbyMUHypus),
JINOHNM, KoadduuneHT ateporeHHocTH

®ocdhop B cyTouHON Moye
HCV, PHK [pean-Taiim MLP]

Human Papillomavirus 16/18 (HPV 16/18), OHK [pean-Taim MLIP]

Human Papillomavirus 31/33 (HPV 31/33), OHK [pean-Taim MLIP]

Human Papillomavirus 6/11 (HPV 6/11), AHK [pean-Taim MLP]

Kagmuit B Moue
AHZpPOreHbl, MIOKOKOPTUKOUAbI, MUHEPANIOKOPTUKONAbI, 3CTPOreHbl, MPOrecTareHsbl,
WX NpeaLecTBEHHUKN U MeTabonuTbl (18 nokasaTtenei) B CbIBOPOTKE

O6wmii NabopaTopHbIN CKPUHUHI (OHKONIOrMYEeCKuMin)
KpeaTMHWH B CyTOYHOW MOYe

Anti-Bordetella pertussis, anti-Bordetella parapertussis
HCV, PHK konuuectBeHHo [pean-Taim MLP]

Bordetella pertussis, AHK [pean-Taiim MLP]

CypbMa B Mo4e
AHZpOreHbl, rIOKOKOPTUKONABI, 3CTPOreHbl, MporectareHsl (4 nokasaTtens) B C/lOHe

330
440
3300

1030
8320

4040

350

1430

1160

1030

12 940

4390

350
830

500

440

500

1030
8320

280
1120

3670

660

1030
4 850
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40-140

40-344

06-058
08-010

08-011

06-130

40-141

40-170

06-059

08-152

09-046

06-131
08-179

06-060

09-063

09-180

06-133

08-177

40-087

40-142

06-061

09-113

06-134

40-088

40-151

40-424

B03.015.008.00
0.07

B03.014.008.00
0.14
A09.28.009
A09.05.054.004

A09.05.054.003
A09.28.085
B03.015.008.00
0.08
B03.014.012.00
0.01
A09.28.010
A09.05.109
A26.05.023.001
A09.28.061
B03.016.023.00
7

A09.23.004
A26.05.026.001

B03.016.066.00
0.01

A12.05.011.000.

01
B03.016.023.00
5
B03.014.008.00
0.08

B03.015.008.00
0.01

A09.23.003

A26.21.039.001

A09.28.088.000.

01
B03.014.008.00
0.09
B03.058.002

B03.016.023

Pa3BepHyTas nabopaTtopHas AnarHOCTMKa aTepockiepo3a: AnoamnonpoTenH B,
AnonunonpoTenH A 1, JINBM, JIMHM, Tpurnuuepuabl, Xonectepon obwmi, C-
pEaKTMBHBI 6e0K (BbICOKOUYBCTBUTENBHBIN METOA), DAKTOp CBEPTHIBAEMOCTH
kpoBu 5 (F5). Boisenenne myTtauumn G1691A (Arg506GIn), ®akTop cBEpTbIBAEMOCTYH
kpoBu 2, npoTpoMbuH (F2). BoisBneHme mytaunm G20210A (perynstopHas obnactb
reHa), dHgoTennanbHas cuHTasa okcnga asota (NOS3). BoisBneHne myTtaummn G894T
(GIlu298Asp), SHpoTenManbHas cMHTasa okcmaa asorta (NOS3). BoisBneHme mytaumm
T(-786)C (perynsatopHas obnacte rena), JINOHM, KoadduumeHT ateporeHHOCTH

BupycHbiit renatut [. O6cneaoBaHme npu noao3peHnn Ha BUPYCHBIN renatut [
(anti-HDV aHTuTena, HDV PHK)

MoueBMHa B CyTOYHON MOYe

CyMmMapHble uMMyHornobynuHel G (IgG) B cbiBOpoTke

CyMMapHble nMMyHornobynunHel M (IgM) B cbiBOpoTKe

PTyTb B MOYe

ATEpOCKPUH onTuManbHbli: JINBIM, JITTHM, Tpurnvuepuasl, Xonectepon obwmit, C-
peaKTUBHbI H6enoK (BbICOKOUYBCTBUTENbHBIN MeToa), JIMOHM, KoadduumeHT
aTenoreHHoOCTH

JTabopaTopHas AnarHoCTMKa KOKoLWa M napakokntowa: anti-Bordetella pertussis,
anti-Bordetella parapertussis; Bordetella pertussis IHK

MoyeBasi KUCNIOTa B CyTOYHOW MOYe

Kucnbiii anbda-1-rnnkonpoTtenH (opo3oMykouna)
HDV, PHK [MNLP]
CBuHeL B Moye

BuoreHHble aMUHbI: agpeHanvH, HopaapeHanuH, AoamMmnH, CEPOTOHMH U UX
METUNNPOBaHHbIEe MeTabonuTbl (MeTaHedprH, HopMeTaHe(PUH) B CbIBOPOTKE

Benok obwuin B NnKBOpE
HGV, PHK [NLUP]
OcTpble kuweyHble nHdekumn: Rotavirus A, Norovirus II, Astrovirus

JlaTeHTHas >xene30cBs3biBatoLLas CrocObHOCTb CbIBOPOTKM

MeTaHedpvH 1 HopMeTaHedpuH B Mode: cBO60oAHbIE (HEKOHBbIOrMPOBaHHbIE C SO4)
n obwwme (cBoboaHbIE M KOHBIOrMpOBaHHble ¢ SO4)

BupycHbIi renatut B. O6cneaoBaHve ans UCKOYEHUs BUPYca renatuta B, B Tom
yncne y KoHTakTHbIX nuy (anti-HBc aHTuTena, anti-HBs aHTuTena, HBsAQ)

JlabopaTopHoe obcrefoBaHve npv apTepuanbHoii runepTeHsum: OAK (6e3
neiik.coopmynbl 1 CO3), KpeatunuH, JINBN, JINHM, Tpuravuepwasl, Xonectepon
06wmii. Kanui. Hatowii. T4 ceo6.. TTT. JINOHM. KoadbduumneHT ateporeHHOCTH
noko3a B IMKBOpe

Treponema pallidum, AHK [pean-Taiim MLP]

C-nenTtua B CYTOYHOM MoYe

BupycHbift renatut B. Onpeaenenne ¢opmbl 1 cTagum 3abonesaHus. (Anti-HBc IgM,
anti-HBc aHTuUTena, anti-HBs aHTutena, HBeAg, HBsAg, anti-HBe aHTuTena, HBV
OHK)

OueHka yHKUMM HaanoueyHukoB: Kanun, HaTtpuid, Xnop, AapeHOKOPTUKOTPOMHbIN
ropmoH (AKTT), AnbaoctepoH, Koptuson

KoMnnekcHoe nccneaoBaHne Ha ropMoHbl (12 nokasatenen): BIXKX-MC

5 540

1390

280
440

440

1030

1270

1270

280

880

1030
6 170

280

880

1320

440

4 390

1500

3230

280

440

1030

4620

3 000

5310
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06-062

09-043

09-106

06-135
10-003

40-089

40-148

40-153

06-067
09-031

09-102

09-175

06-136
10-007

40-083

40-156

40-535

06-068

09-030

09-032

06-191

40-084

40-105

06-069

09-176

13-070

06-192

40-086

40-675

B03.016.030.00
0.02

A26.05.059.000.

01
A26.20.009.004

A09.28.079
A26.20.005

B03.014.008.00
0.10

B03.016.060.00
0.01

B03.016.054.00
0.01

A09.28.013

A26.28.045.000.

01
A26.19.064.002

A26.28.043.000.

n1
A09.28.078
A26.20.017

B03.014.008.00
0.04
B03.004.004.00
0.04

B03.016.060.00
0.05

A09.28.014
A26.28.016.001

A26.28.046.000.

01
B03.016.021

B03.014.008.00
0.05

B03.016.060.00
0.04
A09.28.067

A26.28.046.000.

01

B03.004.004.00
0.01

B03.016.029.00
0.01
B03.014.008.00
0.07
B03.016.072

Kanuii, HaTpuii, Xfop B CYTOYHOW Moye 350
Leptospira, AHK [pean-Taim MLP] 990
Human Papillomavirus BbICOKOro kaHueporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 1540
51, 52, 56, 58, 59), AHK reHoTunnpoBaHue [pean-Taim [MLP]

UnHk B MOye 1030
Moces Ha Ureaplasma urealyticum ¢ onpeneneHnem 4yBCTBUTENBHOCTM K 1120
aHTMbMnoTukam (npu TmTpe 1x10°4 1 Bbiwe)

BuipycHbif renatvT B. ¢ bekTMBHOCTL NPOBEAEHHOW BaKLMHALMK U onpeaeneHve 660
HeobxoaMMOoCTK peBakumHauum (anti-HBs, aHTuTeNna)

My>XCKOWM ropMOHasbHbIV CTaTyc - 6a3oBble NabopaTopHble nokasatenu: FCMr, T, 2970
TectoctepoH, ®CI, MponakTnH, NHaekc cBoboaHOro TectocTtepoHa, TecTocTepoH

CBO60AHbIV DACUYETHbIN

KomnnekcHoe ceponorunyeckoe obcrnefoBaHne Ha ayTOUMMYHHbIE SHAOKPUHONATUN: 6 010
AHTUTENa K OBapuanbHbIM (TeKanbHbIM) aHTUreHaM, AHTUTENa K OCTPOBKOBbLIM

KNeTKaM NompKenyaoyHon xenesbl IgG, AHTUTENa K napuetanbHbiM (06KMa04HbIM)

KneTkam xenyaka, AHTUTeNa K CTepomanpoayLmpyowmnM KneTkaM Haano4veyHunKka,

AHTUTENA K CTepoManpoayLMpyoLWMM KNeTKaM samdka

Kanuii B cyTo4HOI Moye 280
Ureaplasma parvum, AHK [pean-Taiim MMLP] 560
Shigella n aHTeponHBa3nBHble WwTtammbl E. coli, AHK [pean-Taiim MLUP] 1100
Ureaplasma parvum, OHK konnyecteeHHo [pean-Taim MLP] 560
Megab B Moue 1030
Moces Ha Trichomonas vaginalis 740
BupycHbIit renatuT B. AHanusbl nepes BakuMHaumen (anti-HBc aHTuTena, anti-HBs 1500
aHTuTena, HBsAQ)

Llenvakusi. CKpUHWHT npu cenekTnBHoM aecduumte IgA (AHTUTENa K TKaHEBOW 2 080
TpaHcrnyTammnHase IgG, AHTUTeNa K Ae3aMMHMPOBaHHbLIM NenTuaam rnvaauHa, 1gG)
KomnnekcHoe uccneaoBaHve Ha ropMoHbl (6 nokasateneit): 17-OH-nperHeHonoH — 3470
TECTOCTEPOH — Aernapo3nuaHapoCTEPOH — KOPTU304 — 3CTPaanos — NporecTepoH.

HaTpuii B CyTOYHON MoYe 280
Trichomonas vaginalis, IHK [pean-Taiim MLP] 440
Ureaplasma urealyticum, AHK [pean-Taiim MLIP] 560
[varHocTvka HapyweHus obMeHa MypyvHOB U NMUPUMUANHOB B MOYe 10 400
BupycHbIi renatut B. O6cnenoBaHve Npy NofO3peHUM Ha CynepuHGEKLMIO 3810
renatuta B+D B uensx onpeageneHus cdopmbl U cTagum 3abonesanus: anti-HBc IgM,

anti-HBc aHTuUTena, anti-HBs aHTutena, HBeAg, HBsAg,anti-HDV aHTuTena,anti-HBe
aHTutena.HBV NHK. HDV PHK

MeHonaysa (ropMoHasbHbIV Npocuib) 2 240
Xnop B CYTOYHOW Moye 350
Ureaplasma urealyticum, AHK konuyectBeHHo [pean-Taim [MLP] 560
Lenvakusi. CKpUHUHT (AeTK Ao 2 neT): AHTMTENa K TKaHeBOW TPaHCryTaMuUHase 3 300
IgA, AHTUTENa K Ae3aMUHUPOBaHHbLIM nNenTuaam rnwaauHa IgA, AHTuTena K

[e3aMUHMDOBaHHbLIM NenTuaam ravaovHa IaG

AHanu3 KpoBWU Ha OpraHnyeckue KUCNoTbl 4 850
BupycHbIi renatuT B. KOHTPOsb aKTUBHOCTM BUpYca nocsne nedexus (anti-HBc IgM, 4 390
HBeAa, HBsAag, anti-HBe aHTuTena, HBV AHK kon.)

CrepouaHbiii Npodusb B CtoHe (paclumMpeHHbIin), BIXKX 6 930
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06-078

09-095

06-193

40-085

06-071

08-012

09-114

09-140

09-148

09-149

09-155

09-183

09-184

13-078
06-194
40-092
08-122
06-075

13-079

09-177

06-195
40-091

40-159

06-076

08-013
06-196

40-094

A09.05.073

A26.28.019.001

B03.016.018

B03.014.008.00
0.06
B03.016.027.00
0.02
A09.05.067

A26.28.019.002

A26.21.008.000.

25

A26.21.008.000.

07

A26.21.008.000.

08
A26.20.012.006

A26.21.008.000.

03
A26.20.009.003

B03.004.004.00
0.02
A09.01.008
B03.014.008.00
0.12

A09.05.087
A09.28.064

B03.004.004.00
0.03

A26.20.009.001

A09.01.011
B03.014.008.00
0.11

B03.016.053.00
0.01

A09.05.193.000.

01
A09.05.069

A09.01.008.000.

02
B03.014.008.00
0.13

Anbda-1-aHTUTPUNCKH

Ureaplasma species, HK [pean-Tainm MLP]

AHanu3 Moun Ha OpraHn4yeckne KnCnoThbl

BupycHbIi renatut B. KOHTPO/b aKTMBHOCTM BUpYCa nepes HavanoM nedyenns (anti-
HBc IgM, HBsAa, HBV HK kon.)
[ NIOKO30TONEPaHTHBIN TECT (PaCLUMPEHHBIN)

AZIPEHOKOPTUKOTPOMHBIA ropMoH (AKTT)

Ureaplasma species, JHK konnyectBeHHo [pean-Tanm MLP]

Human Papillomavirus Huskoro (HPV 6, 11, 44) n Bbicokoro (HPV 16, 18, 26, 31, 33,
35, 39, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82) kaHUeporeHHoro pucka, AHK
(BbISIBNEHME, FrEHOTUNUPOBAHME U KONMYECTBEHHOE onpeaeneHune) [pean-Tanm MLP

Human Papillomavirus 16 (HPV 16), AHK [pean-Taiim MLP]

Human Papillomavirus 18 (HPV 18), AHK [pean-Taim MLP]

Human Papillomavirus 16/18 (HPV 16/18), AHK (BbisSiBNeHWE, reHOTUMMPOBaHUE U
KONMYECTBEHHOE onpeaenieHne

Human Papillomavirus BbICOKOro kaHueporeHHoro pucka (16, 18, 31, 33, 35, 39, 45,
51, 52, 56, 58, 59, 66, 68 Tvnbl), AHK, 6e3 onpeaenexHus Tuna [pean-Taim MMLIP]

Human Papillomavirus BbiCOKOro kaHueporeHHoro pucka (16, 18, 31, 33, 35, 39, 45,
51, 52, 56, 58, 59, 66, 68 Tnnbl), AHK KONMYECTBEHHO, CKPUHWHI C OMNpeaeneHNEM

v
DADMAWLINATIA IALITArADL14IA DA/~ D raunm [naan_raian M1LID1

Uenvakns. CKpyHUHT (B3poCble 1 AeTU CTapule 2 NeT)

JlnTnin B BONocax

BupycHbiit renatT C. KOHTPO/Ib aKTMBHOCTM BUpYCa BO BPeMS 1 MOC/E JIeYeHUs
(AHTUTENa K CTPYKTYPHbIM U HECTPYKTYPHbIM 6enkaM Bupyca renatuta C, HCV PHK
Kos.)

[MponakTuH

Pyrilinks-D (Mapkep pe3opbuum KOCTHOW TKaHK)

Lennakus. PaclumpeHHoe ceponornyeckoe obcnegosaHue: CyMMapHbie
nMmMyHornobynuHbl A (IgA) B cbiBOpoTKe, AHTUTENA K 3HAOMU3MIO IgA, AHTUTENa K
TKaHEeBOMN TpaHcrnyTaMuHase IgG, IgA; AHTUTena K Ae3aMMHUPOBaHHbIM NenTuaaM
rnnanvHa IaA. TaG

Human Papillomavirus BbicOkOro kaHueporeHHoro pucka (16, 18, 31, 33, 35, 39, 45,
51, 52, 56, 58, 59, 68), Digene-Tect

Bop B Bonocax

BupycHbiit renatut C. AHanusbl Nepea HayanoMm neveHns (AHTUTENA K CTPYKTYPHbIM
N HECTPYKTYpHbIM 6enkam Bupyca renatuta C, HCV reHotunupoBsanme (Tvnel 1a, 1b,
2. 3a. 4) PHK, HCV PHK kon.)

JTabopaTopHasi anarHocTvka reMmoxpomatosa (A/1T, AnbbyMuH B cbiBOpoTke, ACT,
Xeneso, Xene3ocss3biBakoLlas CnocobHOCTb CbIBOPOTKM, benok obwui, BunnpybuH
06wwmiA, ToaHchepbrH, PeppUTUH)

TponoHuH I

AnbaoCcTepoH
HaTpwuii B Bonocax

BupycHbiit renatut C. AHanusbl 4N NEPBUYHOIO BhbISIBNIEHMSI 3ab60/1eBaHus.
O6cnepoBaHme KOHTaKTHbIX ny, (anti-HCV antutena, HCV PHK)

2190

560

4 850

3810

1210

1100

650

2530

440

440

550

980

1100

1030
2 540

610

3080

6 600

5500

1030
3470

2310

1100

1230
1030

1210
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40-161

06-077

08-014

06-197

40-163

06-079

08-016

06-198

40-164

06-080

08-018

09-189

06-199

40-167

02-001

08-019

06-200

40-184

03-018

08-023

06-201

40-222

03-019

08-024

06-202

40-273

03-020

08-026

06-203
40-274

06-001
08-027
06-204
40-275

06-002

B03.057.002

A09.05.079
A09.05.146

A09.01.008.000.

03
B03.014.015.00
0.01

A09.05.006
A09.05.089

A09.01.007
B03.014.016.00
0.01
A09.05.077
A09.05.245
A26.28.016.002
A09.01.013
B03.040.003.00
0.05

A09.19.001

A09.28.089.000.

01

A09.01.008.000.

04
B03.025.005.00
0.03

A09.05.125
A09.05.160

A09.01.008.000.

05
B03.040.003.00
0.04
A09.05.126

A09.05.150

A09.01.014
B03.025.005.00
0.05

A09.05.288/A09
.05.048

A09.05.056

A09.01.015
B03.025.005.00
0.06
A09.05.222

A09.05.119
A09.01.016
B03.025.005.00
0.07
A09.05.224

JTabopaTopHas AMarHocTuka naHkpeatuta: KnMHu4Yeckuin aHanus kposu (c nemk.d.),
AJTT, AMnnasa obuias, Mnioko3a, Jiunasza, bunmpybuH obuuii, C-peakTUBHBIA 610K

(MeToa C HODMabHOW YVBCTBUTENBHOCTbIO)
FanTornobuH

AHOPOCTEHAMOH
Maruuit B Bonocax

Ceponoruyeckas AMarHocTMka Kopu, MapoTuTa M KpacHyxu: Bupyc kopu IgG
(Measles Virus, IgG), Rubella Virus IgG (kon.), Rubella Virus IgM, Mumps Virus IgM,
Mumbs Virus IaG

MwornobuH

Anbda-detonpoTenH (anbda->dIl)

ANIOMUHUI B BOJIOCaX

MoaTeep)xaeHne HGMUMPOBaHNS B-reMonnMTuyYecknM CTpenToKOKKOM rpynibl A (St.
Pyogenes): Streptococcus pyogenes OHK, MoceB Ha reMOIMTUYECKMIA CTPEMTOKOKK
rovanbl A

Llepynonna3smuH

beTa-2-MnkpornobynH B CbiIBOPOTKE
Trichomonas vaginalis, IHK, konuuecTtBeHHO [pean-Taim MLP]

KpeMHui1 B Bolocax

JTabopaTopHas avarHoctuka paxuta: docdop, Kanbumii MOHU3NPOBaHHLIN, Kanbuuii
B CyTOYHOMN Moye, ButamuH D 25-ruapoken (kanbumdepon), NMapaTMpeonaHsbiii
rODMOH MHTAKTHbIN

AHanus Kana Ha CKpbITYO KPOBb

BeTa-2-MUKpOrnobynnH B MoYe

Kanuii B Bonocax

JlabopaTtopHoe obcnenoBaHue npv nuenoHedpute: KnuHnyeckuii aHanus kposu (c
nenk.g.), OAM, KpeaTuHuH B cbiBOpOTKe, MoceB Ha aspobHyto U dakynbTaTUBHO-
aHaspobHvio bnopy

MpotenH C

nobynuH, cBs3biBaloLWMIA NonioBble ropMoHb! (MCIMIM)

Kanbuwin B Bonocax

MoHuTOpuHr NpodunakTnkmn paxmta: Mpoba CynkoBuya, ButammnH D 25-ruagpokcu
(kanbumdepon)

MpoTenH S cBO6OAHLIN

[JvrnppoTecTtocTepoH

TwuTaH B Bonocax

®dubpo/AktuTect: AJTT, AnonunonpoTenH A 1, ITT, BUnnpybuH obLumit,

lrantornobuH, Anbda-2-makpornobynuH, Pacuet 3akniouernns no ®ubpo/AxktnuTect

Mna3muHoreH, % akTMBHOCTU

NHcynuH

XpoM B BoJsioCax
®dnbpoMakc

BeTa-CrossLaps (Mapkep KOCTHOV pe3opbumn)
KanbUWTOHMH B CbIBOPOTKE
MapraHeL, B Bonocax

CreaToCKkpvH

N-ocTeokanbumH (MapKkep KOCTHOro peMoaennmpoBaHns)

2190

880

1430

1030

3340

1200

610

1030

1270

720

1420

610

1030

3340

440

1420

1030

1780

2310

610

1030

2 600

2970

1600

1030

6 930

1210

790

1030
7 500

1430
1320
1030
5780

1050

75



08-001

06-205

40-422

07-108
06-006

08-029

06-206
40-443

06-008

08-073

06-207
40-444

06-009

08-083

06-208
40-445

06-021
08-074

06-209
40-448

06-034
08-030

06-210

40-480

43-6723

06-016
08-031

06-211
40-065

40-482

06-035

B03.016.022.00
1.01

A09.01.008.000.

06
B03.016.060.00
0.08

A26.06.077
A09.05.180

A09.28.034
A09.01.017
B03.002.006.00
0.01

A09.05.251

B03.016.033.00
0.01

A09.01.018
B03.002.006.00
0.02

A09.05.250

B03.016.033.00
0.03
A09.01.019
B03.002.006.00
0.03
A09.05.020
B03.016.033.00
0.02

A09.01.020
B03.016.061.00
0.09

A09.05.017
A09.05.135

A09.01.021
B03.031.000.04

B03.058.001.02
0

A09.05.214
A09.28.035

A09.01.022
B03.058.001.00
0.01
B03.058.001.00
0.03
A09.05.010

17-keTocTepounabl (17-KC) B Moye (pasBepHyTbIi)

XXeneso B Bonocax

KoMnnekcHas oueHka okcuaaTMBHOMO cTpecca (7 napameTpoB): ButamuH C
(ackopbuHoBas kucnota), ButamuH E (Tokodepon), KoaHaum Q10 B KpoBM,
[NyTaTUOH BOCCTaHOBEHHLIN, ManoHoBbIM Ananbaerna, 8-OH-ae30KkcMryaHosuH,
BeTa-kanoTuH

AHTUTENa K Vi-aHTureHy Salmonella typhi

AMunasa naHkpeaTudeckas

KaTexonamuHbl (aapeHanuH, HopagpeHanuH, AodaMuH) B Mo4e

KobanbT B BONIOCAX

Ok3ema: ImmunoCAP eauHuyHble annepreHbl IGE: anuTenuii U NepxoTb KOLLKM,
nepxoTb cobakm, ANYHLIN 6e0K, MOSTIOKO KOPOBbE, TPECKa, MWEHULA, NWEeHNYHas!
MyKa, Cos, Knewy foMaluHei nbiin, Dermatophagoides pteronyssinus, kpeeTku,
abaxuc

AnonunonpoTtenH B

MeTabonuThl KaTeEXONaMUHOB (BaHUIMIMUHAA/bHAS KUCNOTa, FOMOBAHW/IMHOBAS
KWUCNOTa, 5-rMapOKCUMHAONYKCYCHas KUCI0Ta) B MoYe

Hukenb B Bonocax

Mepepn BakunHaumein: ImmunoCAP eanHuuHble annepreHbl IgE: kasenH nBos d8,
oBanbbyMuH siua nGal d2, nekapckue apoxoku, anbda-nakransbymmH nBos d 4,
6bI4ni1 CbIBOPOTOYHbIN anbbyMuH nBos d6, »xenatuH koposui, dopmanbaerns /
cdobmanuH

AnonunonpoTenH Al

KaTexonamuHbl (aapeHanuH, HopapeHanuH, A0haMuH) U CEPOTOHMH B KPOBM

Menab B Bonocax

KOMMNoOHeHTHas AMarHOCTUKa anneprum Ha Monoko: ImmunoCAP eanHuyHble
annepreHbl IgE: MOIOKO KOPOBbLE, Ka3enH nBos d8

KpeaTuHuH B cbiBOpoTKe (C onpeaeneHmem CK®)

KaTexonamuHbl (agpeHanuH, HopagpeHanuH, Ao@aMuH) U ux MeTabonuThbl
(BaHMAMIMUHAANbHAS KMCIOTa, FOMOBaHWUIMHOBAs KMCNOTa, 5-
rMAPOKCUNHAONYKCYCHas KUC/I0Ta) B MoYe

LInHk B Bonocax

Ypeannasma, Mukonnasma, onpeaenenve smaa: AHK [pean-Taiim MLP]: Mycoplasma
genitalium, Mycoplasma hominis, Ureaplasma parvum,

Ureaplasma urealyticum; MNoceB Ha Mycoplasma hominis ¢ onpeaeneHnem
YYBCTBUTENBbHOCTU K @aHTMBMOTHKaM (Npun Tutpe 1x10°4 n Bbiwe); MNoces Ha

Ureaplasma urealyticum c onpegeneHmem 4yBCTBUTENILHOCTU K aHTUOMOTMKaM (nNpu
TuThe 1v10A4 1 ruIR)

MoueBMHa B CbIBOPOTKE

KopTunson (kpoBb)

MbILLIbSIK B BOIOCAX
3p0poBbIi pebeHok: KnuHuyeckuii aHanms kposu (c neik.¢ + C0O3), OAM, AHanus
Kana Ha §/r, AHan13 Kana Ha UMCTbl NPOCTENLINX, AHANIM3 Ha SHTEpPO6MO3

[unarHocTvika OyHKUMK LWWUTOBUAHOW xenesbl (CKpUHUHS): TTT, T3 cBob., T4 cBob.

FoMounctenH
KopTuson B Moye

CeneH B Bonocax

PasBepHyTOe NnabopaTopHoe obcnefoBaHne WMToBUAHOM xenesbl: T3, T3 cBob., T4,
T4 cBo6.,TTT, AHTU-pTTT, AHTUTI, AHTUTTIO

OHKONOrMYeCcKUii CKPUHUHT LWMTOBUAHOW Xenesbl: KanbunToHuH, TupeornobynmHx,
AHTUTENA K TMPEornobynuHy (aHtTuTl)

Benok o6LWwuii B CbIBOPOTKE

2750

1030

13 960

760
410

2510

1030
9 470

660

3440

1030
6 470

660

2710

1030
2130

280
4 800

1030
2770

280
610

1030

1720

1760

1870
1020

1030
2750

1620

280

76



08-140

06-212
40-481

40-483

06-033

13-089

06-213
40-484

41-003

06-036

13-090

06-214
40-439

40-485

06-037

13-091

06-215
40-120

40-486

13-092

06-216
40-487

06-045

13-093

06-220
40-492

06-018

13-094

06-221

A09.07.007

A09.01.023
B03.058.001.00
0.02
B03.016.057.00
0.01

A09.05.018

A12.06.120.000.

01

A09.01.024
B03.016.057.00
0.02

B03.058.001.00
0.04
A09.05.021

A12.06.010.002

A09.01.025
B03.058.001

B03.004.005.00
0.03
A09.05.022.001

A12.06.101.000.

01

A09.01.026
A09.05.022

B03.025.001

A12.06.074
A09.01.027

B03.015.008.00
0.06

A09.05.046

A12.06.082.000.

01

A09.05.264
B03.015.008.00
0.04

A12.05.011

A09.19.013/
A12.19.004
B03.016.028.00
0.06

KopTuson B citoHe

MonnbaeH B Bonocax
MepBryHOE 06CnenoBaHMe WMTOBUAHOM Xxenesbl: T4 cBob., TTI, aHTUTMO

JNabopaTopHoe obcnepoBaHune dyHKUMU NeveHn: NpoTpoM6uH (no Keuky), MHO,
ANT, AnbbymuH, ACT, I'TT, BunupybuH obumii, Bunmpy6uH npsmoin

®ocdaTaza wenoyHas oblas. Xonectepon obwmini. BUNMDVGUH HenbsiMoi
MoueBasi kucnoTa B CbIBOPOTKE

AHTUTENa K rnyTamaTtaekapbokcnnase (aHTM-GAD), IgG

Kagmuii B Bonocax

Pa3BepHyTOe nabopatopHoe o6cneaoBaHue nevenn: npotpomMbun (no Kemky), MHO,
AT, AnbbymuH, ACT, I'TT, Xeneso, bunupybuH obwmii, BunmpybuH
npsimoi,docctaTtasa LenoyHas obuias, Xonectepon obwwmid, anti-HCV aHTuTena,
HBsAa. Anwda-deTtonnotenH. BununvbéuH Hennsamol

CKPUHWHT (YHKLMW LIMTOBUAHOM Xenesbl: T4 cBob., TTI

Bunmpy6buH obwmin
AHTUTENa K ogHouenoyeyHoit AHK (aHTu-ssDNA), IgG

CypbMa B BOnocax
O6cnenoBaHue WUTOBUAHOM xenesbl: T3, T4, TTT

Pa3BepHyTOe NlabopaTopHoe 0bcneaoBaHve NOMKeNyA04HOM xenesbl: AMUnasa
obwas, [noko3a, Jinnaza, C-nentua, CA 19-9
Bunupy6buH npsamoi

Pa3BepHyTas anarHocTmka cknepogepmmm, IgG (MMMyHO6M0T aHTUHYKNEaPHbIX
aHTuTen: aHtu-Scl-70, CENT-A, CENT-B, RP11, RP155, Fibrillarin, NOR90, Th/To, PM-
Scl 100/75, Ku, PDGFR, Ro-52)

PTyTb B BONOCax
Bunupy6uH u ero dpakumm (06LMIA, NpSAMON U HENPAMOWA)

JlabopatopHoe o6cnenosaHue nodek: OAM, OAK (6e3 neitk.d.n CO3), AnbbyMuH B
CbIBOpPOTKE, Benok obLwuii B CbiIBOPOTKE

Kanuii B cbiBOpoTKe, HaTpuit B cbiBOpOTKe, ANIbOYMUH B MOYe
(MUKDOANLBVMUHVDUSA)

[narHocTtvka MmacteHnm (aHTUTena K aueTuixonmHosoMy peuentopy (AxP))

CBWHeL, B BOMOCax

JTabopaTopHasi AnarHocTvka atepockiepo3a: AnonnnonpotenH B, AnonvnonpoTenH
A 1, NNBM, NMNHM, Tpurnuuepuabl, Xonectepon obuwuii, C-peakTUBHbIA 6e10K
(BbicokouyBCTBUTENbHBIN MeToa), JINOHM, KoadhhuUMeHT aTeporeHHoCTM

docdaTaza wenoyHas obuias
AHTMTENa K HykneocomaM knacca IgG

OnpepgeneHvie oMera-3-uHaeKca

PaclumpeHHoe nabopaTtopHoe obcneaoBaHue cepaua U cocynos: OAK (6e3 neltk.d.u
CO3), AHTuTpoMO6MH III, AnonunonpoTtenH B, AnonunonpotenH A 1, KpeaTuHkuHasa
MB, /MBI, JINHM, Tpurnuuepuapl, Xonectepon obwmii, C-peakTuBHbIN 6eoK,
(BbICOKOUYYBCTBUTENbHBIN MeToa), Kanuii, T4 cBob., TTT, JINOHM, KoadduumeHt
ATenoreHHNOCcTu

Xenesocss3biBatoLwas cnocobHOCTb CbIBOPOTKM

KanbnpoTekTuH B Kane

KoMnnekcHbIN aHanms KpOBW HA HEHACbIWEHHbIE XXUPHblE KUCNOTbI ceMeiiCcTBa oMera-

6

1470

1030
1730

1850

280

1850

1030
3300

920

280

860

1030
1390

1960

280

4400

1030
480

2310

4180

1030
2310

280

1340

5310
4 500

410

3630

4810
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40-493

06-022

13-095

06-222

40-494

06-023

13-096

06-223

40-495

06-024

13-097

06-224

06-025

09-134

13-099

06-226

40-496

06-026

13-101
06-227

40-497

06-027

13-102

B03.058.004.00
0.01

A09.05.043

A12.06.103.000.

01

B03.016.028.00
0.07

B03.016.045.00
0.05

A09.05.177.000.

01

A12.06.104.000.

01
B03.016.017

B03.016.045.00
0.06
A09.05.207
A12.06.059
B03.016.018.00
0.02
A09.05.039

B03.016.065.00
0.01

A09.05.106.000.

02

B03.016.025.00
1.04
B03.016.045.00
0.07

A09.05.039.001

A09.28.028

A09.28.060.000.

01
B03.040.003.00
0.02

A09.05.173

A12.06.105.000.

01

JlTabopaTopHoe 0bcneaoBaHme Npyu NOAO3PEHMN Ha 0CTeonopo3: N-ocTeoKanbLUnH
(Mapkep KOCTHOro pemoaenvpoBaHus), ®octaTtasa LenodHas obuias, Kanbuuii
WNOHM3MPOBAHHBIW, ButamuH D 25-ruapokcu (kanbuudepon), MapaTupeonaHsii
FODMOH UHTaKTHBbIN

KpeaTuHkmHaza obias

OnpepgeneHve HeonTepyHa B CbIBOPOTKE KPOBM (AMarHocTvka Tybepkynesa u
BUPYCHbIX MHDEKLMIA)

KoMnneKcHbIN aHanms KpOBW Ha HEHACbIWEHHbIE XXUPHblE KUCNOTbI CceMeiiCcTBa oMera-

3 n omera-6

MonHoe nabopaTopHoe o6cnefoBaHME 300POBbS MYXXUMH - 45 nokasaTenen
KpeaTuHknHaza MB

[varHocTvka ayTOMMMYHHOr0 naHkpeaTtuta (onpeaenenne KoHueHTpauun IgG4)
AHaNMU3 XMPHbIX KUCNIOT

MonHoe nabopatopHoe 06cnefoBaHNe 340POBbs XKEHLUMH - 45 nokasaTenen
Nakrtat

AHTUTENA K acnanornmkonpotemHoBoMy peuentopy (ASGPR), IgG

PaclumpeHHbIi aHanmM3 MoYM Ha opraHuyeckue kUcioTol (60 nokasatenen) -
B3poC/ible ¥ AeTv cTaplue 3 net

NakTataernaporenasa (J14I) obwas

OcTpble knweyHble nHgekumn, ckpuHuHr (Shigella spp., E. coli (EIEC), Salmonella
spp., Campylobacter spp., Adenovirus F, Rotavirus A, Norovirus 2 reHoTun,
Astrovirus)

CKPUHUHI MUENOMHOMN 60/1€3HK 1 NapanpoTeMHeMuii (MMMYHOMUKCALIMS CbiIBOPOTKM
KpOBW C NEHTaBaNIEHTHO CbIBOPOTKOM)

AHanu3 Moun Ha aMmHokucnoThl (31 NokasaTenb)

MonHoe nabopaTopHoe 06cnefoBaHMe 300p0BbS XeHLWMH nocne 45 (49
nokasatenen): OAK c neik.¢d.,CO3, OAM, npotpom6buH, MHO, N-ocTeoKanbLuH,
AT, AnbbymunH, AMunasa obwl., AnonunonpotenH B, A 1; ACT, I'TT,
Inukup.remornobuH, Mioko3a, Xeneso, Kanbumii, KpeaTuHuH, Jlunasa, JIMHM,
JINBIM, MouyeB.kucnota, benok obw., bunupybuH c dpaku, C-nentna, TpaHcdeppuH,
Tpurnuuepuasl, LD, Xonectepon obul. C-peakT.6enok (BbICOKOUYBCT.), Kanbuuii
noHu3., Kanui, anti-HCV, HBsAg, HIV 1, 2 Ag/Ab Combo, Treponema pallidum
aHTtuTena, CA 15-3, CA 19-9, MNapatropmoH, T4 cB.,TTT, HE4, aHTMTIO, JINOHI,
Koadd.ateporeHHoctn, ROMA, ano B / ano A-1

NaktatgernaporeHasa 1, 2 (J1Ar 1, 2 dppakuum)

Benok beHc-[>koHCa B MOYe, KOMMYECTBEHHO (MMMYHOMUKCALMA MOYM)
XXeneso B Moye

JTabopaTopHoe obcnenoBaHve npy 605X B cyctaBax 1: KnMHWYeCKuii aHanmns KpoBu
(c nerikouuTapHou ¢opmynoit), CO3, dubpuHoreH, AC/10, MoueBas kucnota, C-
peaKTMBHBI 6e0K (METOA C HOPM.UYBCTBUTENIbHOCTbIO), PEBMaTOUAHbIN (akTop,
AHTUHYKNI€apHbIN hakTop Ha HEp-2-knetkax IgG, AHTUTENa K 3KCTparupyemMomy

anenHoMmv aHTureHv (FNA-cknuH)
Jlvnasa

AHTuTena Kk AsycnupansHoin JHK IgG, BbicokocneumbuyHbIn MeToa

3930

390

2 200

7 620

16 170

630

2 200

4 500

16 170

980

1430

10 400

280

2090

2310

6120

16 740

420

2590
1030

3710

500

1320

78



13-104

06-230

40-498

02-009

06-231

40-499

07-128

13-106

13-110

13-113

13-116

06-232

06-261

40-500

13-107

06-233

43-5762

02-021

13-108

06-234

08-182
13-109

06-235

40-505

06-046

06-236

A12.06.083.000.

01

B03.016.028.00
0.11
B03.016.004.00
0.02
A12.19.005

B03.016.030.00
0.04

B03.016.061.00
0.06

A26.19.039

A12.06.098.000.

01

A12.06.084.000.

01

A12.06.087.000.

01

A12.06.092.000.

01

B03.016.030.00
0.07

A09.05.209

B03.016.057.00
0.03

A12.06.081.000.

01

B03.016.030.00
0.10

B03.016.057.00
0.03
A12.09.012/A12
.09.010

A12.06.081.000.

02

B03.016.030.00
0.14

A09.05.234

A12.06.037.000.

02
B03.016.030.00
0.18

B03.016.046.00
0.01
A09.05.033

A09.05.229

AHTUTENa K hochaTuanncepmH-npotpombruHosoMy komnnekcy (PS-PT) knaccos
IgGAM cymmapHo

KoMnnekcHbI aHanu3 Ha BuTamuHebl (A, D, E, K, C, B1, B5, B6)
basoBble 6buoxmMmyeckmne nokasartenun 8: AJIT, ACT, nioko3a, KpeaTuHuH,
MoueswuHa, benok obwwit, BunnpybuH obwmin, Xonecrepon obLwmi

KonporpamMma

Tokcnueckne mukpoanemenTsl (Cd, Hg, Pb)

NHTUMHBIN - 9 TecToB Ans MyxkumnH: OHK [pean-taim MNUP]: Chlamydia trachomatis,
Gardnerella vaginalis, Herpes Simplex Virus 1/2, Mycoplasma genitalium,
Mycoplasma hominis, Neisseria gonorrhoeae, Trichomonas vaginalis, Ureaplasma
parvum. Ureanlasma urealvticum

Rotavirus, aHTureH (kan)

AHTUTENA K peuenTopy docdonunasbl A2 - AMarHocTMka MeM6paHo3HOM
HedponaTum, 1IgG

AHTMTeNa K 60kanoBMAHbLIM KneTkaM KuweyvHuka, 1gG
AHTMTENa Kk 6enky BP180, IgG

AHTUTENa K aHTUreHaM KeToK Noakenyao4Hoi xenesbl (GAD/IA-2), IgG

Tokcnyeckne MUKpoaneMeHTbl 1 Tskenble Metannel (Hg, Cd, As, Li, Pb, Al)

MNpokanbUNTOHMH
O6cnenoBaHne neveHn: ckpuHuHr (ANTT, ACT, ITT, Bunupy6uH obwmi, bunnpybuH

npsiMoi)
AHTMTeNa k Saccharomyces cerevisiae (ASCA) knaccos IgG

OCHOBHbIe 3cCeHUManbHble (JKU3HEHHO HEOHX0AMMbIE) U TOKCUYHbIE
MUKpo3nieMeHThl (13 nokasaTteneit)

0O6cnenoBaHme neyeHn: ckpuHuHr (AN1T, ACT, T, Bunnpy6uH obwmii, bunupy6uH
npsimou, LLL®)
061 aHanm3 MoKpOTbI

AHTUTENa K Saccharomyces cerevisiae (ASCA) knaccos IgA

KOMMeKCHbIV aHanms Ha Hanmume TsKenbiX METaIOB U MUKPO3/IEMEHTOB (23
rokasartens)

D03UHOMWUNbHbIN KaTUOHHbIN 6enok (ECP)
AHTUTENa K uMTonnasMe HelTpocunos knacca IgA (AHLIA)

PacluMpeHHbIN KOMMNEKCHBIN aHanM3 Ha Hannume TSXKENbIX MeTanoB u
MUKpOo31emMeHTOB (40 nokasaTtenen)

AnbBYMUH-KpeaTMHUHOBOE COOTHOLEHUE (anbbyMUHYpUS B Pa30BOK NMOpLMKM MOYUM)
docchop B CbIBOPOTKE

Onpepgenenve dpakumm TpaHcdeppuHa (CDT) (anarHocTuka 3noynotpebneHus
anKkoronem)

1540

16 170

2 000

660

3340

2 880

830

3630

2 090

1760

2 090

3700

2 840

1430

1170

5650

1490

770

1170

6 010

1960
1320

8 890

880

330

3630
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40-508

08-021

13-111

06-237

40-509

08-020

13-112

06-238

40-510

09-207

06-242

40-511

07-131

13-114

06-243

40-513

02-004

13-115

06-244

40-526

06-245

09-116

13-117

06-246

B03.016.052.00
0.01

A09.05.090.000.

01

A12.06.085.000.

01
B03.016.020

B03.002.006.00
0.08

A09.05.090

A12.06.086.000.

01

A09.05.316.000.

01
B03.002.006.00
0.09
A26.01.030.002

B03.016.028.00
0.13

B03.002.006.00
0.10

A26.06.087

A12.06.088.000.

01
B03.016.028.00
0.14

B03.031.000.05

A12.21.005

A12.06.089.000.

01
B03.016.028.00
0.15

A26.20.032

B03.016.028.00
0.16

A26.20.032

A12.06.090.000.

01
B03.016.028.00
0.17

MeTabonuyeckuii 6anaHc: 26 nokasaresneln

CeoboaHas 6eTa-cybbeanHuLa XOpMOHNYECKOro roHaAoTponuHa Yenoseka (6eTa-
XI'Y cBo6oaHbIN)

AHTUTENA K gecMornenHy-1, IgG

[unarHocTvka HapyweHus obMeHa nypyvHOB U NUPUMUANHOB B KPOBM

MporHo3 acddektTmHocTn ACUT: BykougeTHble aepeBbs (ImmunoCAP IgE
annepreHbl: 6epesa rBet vl PR-10, 6epesa rBet v 2, rBet v 4 (peKOMOUHAHTHBIN))
beTta-cybbeamHuua XopuoHMYeCKoro roHaaoTponMHa venoseka (beta-Xry)
AHTUTENa K aecMornenHy-3, IgG

ACUMMETPUYHBI ANMETUNAPTUHUH

MporHo3 acddekTneHocTM ACUT: 3nakosble Tpasbl ImmunoCAP IgE
(AnneprokoMnoHeHT g213 - TuModeeBka nyroeas (recombinant) rPhl p1, rPhl p5b,
AnneprokoMnoHeHT g214 - Tumodeeska nyroeas (recombinant) rPhl p7, rPhl p12
Onpegenenve OHK gepmatodumTos (Trichophyton, Epidermophyton, Microsporum)
B/TaMWHbI ¥ MVMKPO3/IEMEHTBI, YYaCTBYIOLME B PETYNSLMM aHTUOKCUAAHTHOW

cuctembl (Fe, Cu, Zn, Se, S, Co, Mn, Mg, sutamuHebl A, C, E, K, B2, B5, B6, omera-3,
oMera-6 >XXMpHble KUCNOTbI)

MporHo3 acdekTmsHocT ACUT: CopHble Tpasbl, ImmunoCAP IgE
(AnneprokoMnoHeHT g214 - Tumodeeska nyrosas (recombinant) rPhl p7, rPhl p12,
AnneprokoMnoHeHT w230 - ambpo3us (recombinant) nAmb a 1, AnneprokoMnoHeHT
w233 - nonbiHb NArt v 3 LTP)

AHtuTena (IgG) k T-numdoTponHOMY BUpYCy YenioBeka TMna 1 n 2

AHTMTENa Kk 6enky BP230, IgG
B/TaMWHbI M MVMKPO3JIEMEHTBI, YYaCTBYIOLME B PEryNSLUUM AETOKCUKALMOHHOM

cuctembl nevenn (Fe, Mg, Mo, Zn, S, sutamunbl A, C, B, B3, B5, B6, B9, B12)

3710poBbIVi pebeHoK (paclMpeHHBbIit): KnMHuYeckuii aHanmus Kposu (C nemnk.d. +
CO3), OAM, AHanu3s Kana Ha aiua renbMUHTOB, AHanM3 Kana Ha LMCTbI
npocTeMnwmnx. AHan3 Ha a3HTeDobMo3. [ioko3a

MMKpPOCKOMMYECKOE UCCNEe0BAHNE CEKPETa NPeACTaTeNbHOM Xenesbl (MUkpodsiopa)
AHTMTENa K akBanopuHy 4 (NMO), IgG

B/TaMUHbI U MVUKPO3/IEMEHTBI, BAUSIIOLLME HA COCTOSIHME KOXM, HorTen, Bonoc (K,
Na, Ca, Mg, Fe, Cu, Zn, S, P, ButamuHel A, C, E, B1, B2, B3, B5, B6, B9, B12)

®emodnop CkpuH [pean-Taim MLP]

B/TaMWHbI 1 MMKPO3/IEMEHTBI, BAUSIIOLLME HA COCTOsIHME KOCTHOW cuctemsl (K, Ca,
Mg, Si, S, P, Fe, Cu, Zn, ButamuHel K, D, B9, B12)

®emodnop - 16 [pean-Taim MLP]

AHTUTENa K TMpo3nHdocdaTase (IA-2), IgG

BUTaMMHbI 1 MUKPO3IEMEHTbI, BISIIOLLIME Ha COCTOSIHME MblleyHon cuctemsbl (K, Na,
Ca, Mg, Zn, Mn, BuTamuHbl B1, B5)
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1760
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3 000
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1760
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1980
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09-117

13-118

06-247

09-165

13-119

06-248

13-120

06-249

13-121

06-250

40-533

13-122

06-251

40-534

13-123

06-252

40-536

13-124

06-253

40-539

B03.016.061.00
0.10
A12.06.021

B03.016.028.00
0.18

A26.20.032.001

A12.06.065.000.

01
B03.016.028.00
0.19

A12.06.065.000.

02
B03.016.028.00
0.20

B03.004.0065.0
00.01

B03.016.028.00
0.21

B03.001.006.00
0.02

A09.28.028.000.

01

B03.016.028.00
0.22

B03.001.006.00
0.03

A09.28.030.000.

01
B03.016.028.00
0.23

B03.016.027

A09.05.106.000.

03

B03.016.028.00
0.24

B03.031.000.11

®emodnop - 8 [pean-Taiim MMLP]
AHTUTENa K aHTUreHaMm MuenuHa, IgG

B/TaMWHbI ¥ MMKPO3/IEMEHTbI, BIUSIIOLLME Ha COCTOSIHUE YXEHCKOM PENPOAYKTUBHOMN
cuctemsl (Fe, Cu, Zn, Se, Ni, Co, Mn, Mg, Cr, Pb, As, Cd, Hg, Butamutbl A, C, E,
omera-3, oMera-6 XupHbl€ KUCOTbl)

[vnarHocTrka 6akTepuanbHoro BarnHo3a, HK konnyectBeHHo [pean-Taim MLP]

AHTUTENa K aHHeKkcuHy V knacca IgG

B/TaMWHbI M MVMKPO3JIEMEHTBI, BIUSIIOLLME Ha COCTOSIHWME MYXXCKOW pernpoayKTUBHO
cuctemsl (Se, Zn, Mn, Ni, Cr, Fe, Co, Butamutbl A, C, B9, B12)

AHTUTENa K aHHekcuHy V knacca IgM

BUTaMMHbI 1 MUKPO3/IEMEHTbI, BIMSIIOLLIME HA COCTOSIHWE CEpPAEUYHO-COCYANCTOM
cuctembl (K, Na, Ca, Mg, P, Fe, Zn, Mn, Cu, ButamuHbl B1, B5, E, B9, B12)

KombuHupoBaHHoe obcnefoBaHue npy BOCNanuTeNbHbIX 3ab0neBaHMaX KUWEYHUKa:
AHTUTENA K UMTONNasMe Heltpodunos IgG (c onpeaeneHneM TMna CBeUYeHUs);
AHTMTena k Saccharomyces cerevisiae (ASCA) knaccos IgG; AHTUTeNna K
Saccharomyces cerevisiae (ASCA) knaccos IgA, AHTUTENa K uMTOnIasMe
HeWTpodmnoB knacca IgA (AHLUA), AHTUTena K 60KanoBUAHLIM KETKaM KULIEYHMKA
IgG, AHTUTENa K 3K30KPUHHOW YacTun noaxenyaouHol xenesbl IgG

BUTaMMHbI 1 MMKPO3/IEMEHTDI, YYaCTBYOLWME B perynsaumm @yHKummn
NOKENYA0YHON Xenesbl 1 yrneBoaHoro obmeHa (Cr, K, Mn, Mg, Cu, Zn, Ni,
BUTaMUHbI A, B6)

MIMMYHOLIMTOXMMUYECKOE UCCNIEA0BAHNE COCKOOOB LUENKM MaTKK C ONpeaeneHneM
6enka p16 (BkOYas XKUAKOCTHYHO LIMTOOMMNIO - OKpalumBaHue no ManaHukonay):
MIMMYHOLIMTOXMMUYECKOE UCCNIEA0BAHNE COCKOOOB LUENKM MaTKK C ONpeaesneHneM
6enka p16, XuakoctHasa umTonorus (MccnenoBaHne cockoba LWENKU MaTKu U
LepB1KanbHOro KaHana (okpawmBaHue no NanaHvkonay)

CKpUWHUWHT 6enka beHc-[xoHca B MoYe (MMMyHOMhMKCAUMs C NOSIMBANEHTHON
QHTMCLIBOPOTKOWA)

B/TaMWHbI U MMKPO3/IEMEHTBI, YYacTBYHOLIME B perynsiumm byHKLUMN WMTOBUAHOM
xenessbl (I, Se, Mg, Cu, BuTamnH B6)

MIMMYHOLIMTOXMMMUYECKOE MCCreAoBaHME COCKOBOB LUEKN MaTKK C ONpeaesieHUeM
6enka p16 u Ki 67 (BkI04as >XMAKOCTHYHO LMTOMOMMIO - OKpallMBaHue no
ManaHukonay)

SnekTpodope3 6enKoB MOUM C onpeaeneHeM Tuna NpoTenHypum

B/TaMWHbI 1 MMKPO3IEMEHTBI, BUSIOLLME Ha COCTOSIHWE HepBHoii cucTembl (Ca, Mg,
Cu, P, Butamunbl E, B1, B5, B6, C)

Pereves: OAM, OAK c neiik.cb.u CO3, ANT, ACT, [MUKMPOBaHHbIA reMoriobuH,
Inioko3a, benok obwwmi, BunupybuH obiy., depputiH, C-peakTuBHLIV 6eMoK
(BbICOKOUYVBCTBUTE/bHBIN MeTon). MHCvAWH. T4 cBob.. TTT. JiunuoornamMma
TunypoBaHWe napanpoTenHa B CbIBOPOTKE KPOBM (C MOMOLLbI0 MMMYHOMDMKCALMK C
naHenbio aHTUcbIBopoTok IgG, IgA, IgM, IgD, IgE, kappa, lambda)

BUTaMMHbI 1 MUKPO3/IEMEHTbI, YYacTBYIOLIME B PEryNsiuMM BblAENUTENbHOM CUCTEMBI
(K, Na, Ca, Mg, ButamuHbl B6, D)

OueHka UMMYHHOMO OTBeTa K AeTCKMM MHdekumaM: anti-HBs aHTuTena, Bupyc kopu,
IgG (Measles Virus, IgG), Rubella Virus IgG (konnyectBeHHO)

Varicella Zoster Virus IgG, Mumps Virus IgG, AHTuTena k Bo3byautento ctonbHska
(Clostridium tetani) IgG, Corynebacterium diphtheriae aHTuTena, Bordetella pertussis
TaG

1970

1470

25410

1980

1470

11 320

1470

14 780

5280

9010

5780

2590

5 540

10 970

1760

13 630

5780

3710

5310
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13-125

06-254

40-542

13-126

06-255

40-543

13-127

06-256

40-544

13-128

06-258

40-545

13-129

06-259

40-603

13-130

06-260

40-604

13-131

06-262

40-605

13-132

06-263

40-606

13-133

06-264

40-607

A12.06.106.000.

01

B03.016.028.00

0.25

B03.002.006.00
0.13

A12.06.107.000.

01

B03.016.028.00
0.26

B03.002.006.00
0.14
B03.019.012

A09.05.241

B03.002.006.00
0.15
A12.06.064

B03.016.027.00
0.01
B03.002.006.00
0.16
A12.06.014

B03.016.027.00
0.03
B03.020.011.00
0.03

A12.06.029.000.

02
B03.016.027.00
0.04
B03.020.011.00
0.06

A12.06.029.000.

03
A09.05.238

B03.020.011.00
0.02

A12.06.051.000.

01

A09.05.230
B03.020.011.00
0.04

A12.06.080.000.

01

B03.016.028.00
0.03

B03.020.011.00
0.05

deHoTUNMpoBaHme anbda-1-aHTUTPUNCUHA C MOMOLLLIO N303/1EKTPOGOKYCMPOBaHNS 3080
PIM, PizZ, PiS n gpyrue annenbHole dopmbl (3mdbmsema, XObJ)

BUTaMUHbI 1 MMKPO3IEMEHTDI, BAMSIOLLME HA COCTOSIHWUE XXENYA0YHO-KULIEYHOrO 11 320
TpakTa (K, Mg, Fe, Zn, ButamuHel K, D, B1, B5)

MoHuTopuHr addekTnBHoctn ACUT: bykouBeTHble aepeBbs 3470
AHTUTENa K 3K30KPMHHOM YacTu Noaxenyao4Hou xenesbl, 1gG 1320
BUTaMUHbI 1 MMKPO3/IEMEHTBI, YHaCTBYIOWME B PEryfiSuMn CUCTEMbI KPOBETBOPEHUSA 25410
(Fe, Ca, Mg, Co, Cu, Zn, Mo, sutamnHbl B9, B12, K, B6, B5, D, E, omera-3, omera-6

XVPHbIE KACNOTbI)

MoHuTOpUHT addekTnBHOCTM ACUT: 3nakoBble TpaBbl 3470
Anbda-1-aHTUTPUNCKH B Kase, K1weYHas notepst 6enka 1850
Anbda-2-makpornobynmH 740
MoHuTopuHr addekTnBHocTn ACUT: AM6po3us 3470
AHTuTena k NMDA peuenTopy (ayTOMMMYHHbIN 3HUedanuT), IgG 4 400
[ MIOKO30TONEPAHTHBIN TECT (CTaHAAPTHbIN) 550
MoHWTOpUHT addekTrBHOCTM ACUT: MonbiHb 3470
Onpepnenexune akTMBHOCTM MHrnMbuTopa C1 daktopa komnnementa (C1INH) 2 200
[ NIOKO30TOMNEPAHTHbBIN TECT NPU BepeMEHHOCTU 770
CnopTuBHbIiA. Mepen HavyanoM 3aHATUIN B TpeHaxkepHoM 3ane (Marnui, 6 930
UuHkK,ButamuH D 25-rugpokcun (kanbundepon), FCMNIY, Koptuson, TectoctepoH

cBob6., JTT, MporectepoH, T3 cBob., T4 cBob., TTI, ®CI, ScTtpaavon, MNponakTuH)

AHTUTEna K kKapguonunuHy, IgG 1420
[ NOKO30TOMNEPaHTHbIN TecT ¢ C-NenT1aAOM B KPOBU 1 540
AHanusbl Ans BblIbopa TakTUKK TpeHnpoBok: FCIMIT, TectoctepoH cBo6oaHbIN, JIT, 5200
MporectepoH, T3 cBob6., T4 cB06., TTI, ®CI, ScTpaanon, NMponakTnH, aHTMTIO

AHTMTENa K Kapanonunuiy, IgM 1420
CynepokcnaancMyTasa 2 840
Mepea HayanoM npuema cneupanbHoro nutaHus: FCMT, TecTocTepoH cBOGOAHLIN, 3470
Jr, NporectepoH, ®CI, 3cTtpaavon, MponakTuH

AHTUTENa K 6eta-2-rnnkonpoTtenHy, IgM 1420
UncratnH C 2 460
CnopTuBHBbIA. MOHUTOPUHI crelmanbHOro NuTaHus (TecToCcTepoH CBOGOAHLIN, 2190
MporectepoH, ScTpaanon, MponakTuH)

AHTUTENa K 1e3aMMHUPOBAHHBLIM NMenTuaaM rnvaauHa, IgA 1420
PacluMpeHHbIN KOMMNEKCHBIM aHan3 KpoBM Ha MeTabonuTbl BUuTammHa D (1,25-0OH 7 850
D3, 25-OH D3, 25-OH D2, 24,25-OH D3)

CnopTuBHbIA. OueHka 6anaHca MUKPO3IEMEHTOB U BUTaMUHOB (MarHuii B 8320

cbiBopoTKe, TpaHcheppuH, Kanbumin noHnanpoBaHHbIin, Kanuin, Hatpuid, Xnop, LIMHK,
ButamuH B6 (nupuaokcanb-5-cdocdat), Butamun D 25-ruagpokceu (kansumudepon),
ButamuH E (Tokacdenon)
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13-134

06-265

40-609

13-136

06-266

40-610

13-137

06-268

40-611

13-138

06-269

40-612

13-140

06-270

40-613

07-017

13-141

06-271

40-622

07-016

13-142

06-272
40-623

07-018

13-144

06-273

40-616

09-003

13-145

06-274

A12.06.080.000.

02

A09.05.310.000.

01
B03.050.000.01

A12.06.109.000.

01
B03.016.027.00
0.05
B03.050.000.02

A12.06.093.000.

01
A09.05.099

B03.050.000.03

A12.06.122.000.

01
A09.28.008

B03.031.000.06

A12.06.110.000.

02

A09.05.318.000.

01
B03.031.000.07

A26.06.022.001

A12.06.110.000.

03

A09.05.179.000.

01
B03.016.048.00
0.01

A26.06.021.000.

01

B03.016.042.00
0.01
A09.28.065
B03.016.048.00
0.02
A26.06.022.002

A12.06.043
B03.016.019
B03.016.059.00
0.01

A26.21.010.001

A12.05.007.000.

01
B03.016.019.02

AHTUTENa K A€3aMMHMPOBAHHLIM MenThaaM ruaauiHa, IgG

Wog B nnasme

0O6s3aTesNbHbI KOMMNIEKC nepea nportesnposaHNEM

NccnepoBaHne IgG-MMMYyHHBIX KOMMIEKCOB MeToAoM cBsi3biBaHusl ¢ C1q (C1g-IgG)

[MOKO30TONEPAHTHBIN TECT C MHCY/IMHOM B KPOBM

PaclUMpEHHbIN KOMMMEKC A4St MPOTE3NMPOBAHNS

Onpegenenve obLien reMoNMTUYECKON cnocobHocTy koMnieMenTa (CH-50)
AHanu3 KpoBM Ha aMUHOKMCNoThI (13 nokasaTenei)

AHanu3bl 4N XEHLWMH nepes NpoTe3MpoBaHNEM

NMMmyHO610T aHTMdochonmnuaHbix aHtuTen, IgG n IgM

MopdupuHbl (7 nokasaTeneit) B Mode

3710poBbIVi pebeHoK (KanunnsipHast KpoBb)

MIMMyHONOrMYecKuini TectT onpeaeneHns nonmcneunduyecknx arrioTUHUHOB Npu
reMosIMTUYecKnx aHemmax (nNpsimas npoba Kymbéca)

PacTBopuMble peLenTopbl TpaHcdepprHa

3710poBbIVi pebeHoK (BEHO3Hast KPOBb)

Cytomegalovirus, 1gG

MIMMyHOMOTMYECKMiA TECT ONpeaeneHns MOHoCNeLMMUIECKUX arrIIOTUHUHOB NpU
remMonuTuyeckmx aHemusix (NpsiMast npoba Kymbea)

Ocraza

Bbuoxumus ans ®ubpoMakc: AT, ACT, I'TT, AnonunonpoTtenH A 1, 'ntoko3sa,

Bunmpy6buH obwmin, Tpurnuuepuasl, Xonectepon obwmii, FantornobuH, Ansda-2-

MaKDOrobvamH
Cytomegalovirus npeapaHHuin 6enok IEA, IgM, IgG

BbisiBneHne aytoummyHHol natonornn (LMK IgG-C1q n CH-50)

Moz B Moue

Buoxumust anst ®nbpo/AxktuTect: ANT, I'TT, AnonunonpoTtenH A 1, bunmpybuH obuy.,

lanTornobuH, Anbda-2-MakpornobynuH
Cytomegalovirus, IgM

AHTUIPYNMOBbIE aHTUTENA CO CTaHAAPTHBIMU 3PUTPOLMTAMU (€CTECTBEHHBIE aHTU-A,

aHTU-B, MMMYHHbIE HEMOMHbIE AaHTU-A, aHTK-B)
AHanu3 KpoBM Ha aMMHOKMCOTbI U aunakapHUTUHbI (32 nokasaTtens)

JTabopaTtopHoe 06cneaoBaHne XeHLHbI Nepea npepbiBaHueM 6epeMeHHOCTH:
XeHckuii Masok 13 3-x Todek, ObLmiA aHanu3 Moumn ¢ Mukpockonuein, OAK ¢

nerik.c.n CO3, Mpynna kpoBu Pesyc-caktop, HBsAg, HIV 1, 2 Ag/Ab Combo, anti-

HCV aHtutena N®A. Trenonema pallidum aHtutena UOA. 6eta-Xry
Cytomegalovirus, AHK [pean-Taiim MLP]

AHTureHbl cuctemsl Rh (C, E, ¢, e), Kell — deHoTUnnMpoBaHue

AHanu3 KpoBM Ha aMMHOKMCIOTbI U aunIKapHUTUHbI (42 nokasaTens)

1200

1030

1980

1850

1650

3710

5170

2 650

1850

1320

2 200

1850

720

2200

1620

3230

940

3190

1030
2370

770

1540

4 850

4 500

480

1470

5420
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40-617

09-164

13-146

06-275

40-129

40-618

13-147

13-148

06-276
41-004

07-160

06-278

40-624

13-149

06-279

40-625

13-150

06-280

40-635

13-151

06-281

40-636

13-152

06-282

B03.016.045.00
0.08

A26.28.009.002

A12.06.051.000.

02
A09.05.239

B03.014.007.00
0.05
B03.016.045.00
0.09

A12.06.012.002
A12.06.012.002
A09.05.301
B03.058.004.00
0.02
A26.06.022.003
A23.30.057.001

B03.016.057.00
0.07

A12.19.007.000.

01
A23.30.057.002

B03.016.057.00
0.08

B03.016.043.00
0.01

A23.30.057.003

B03.057.017.00

0.01

A12.06.038

A23.30.057.004

B03.057.017.00
0.02

B03.016.043.00
0.02
A09.01.008.07

370poBbe CeMbW. AHaNU3bI NS XKEeHWMH (XKeHckuit Masok 13 3-x Touek, OAM, OAK
¢ neiik.¢. u CO3, AT, ACT, NNBM, JINHM, BunupybuH obwmi

Tpurnuuepuabl, Xonectepon obwmi, T4 ceob., TTI, NMponaktuH, JINOHIM,
KoadhduumeHT aTteporeHHocTn, AHK [pean-Taim MNLP]: Candida albicans, Chlamydia
trachomatis, Gardnerella vaginalis,Herpes Simplex Virus 1/2, Mycoplasma genitalium,
Mycoplasma hominis, Neisseria gonorrhoeae, Trichomonas vaginalis, Ureaplasma
parvum, Ureaplasma urealyticum, Human Papillomavirus BbICOKOro KaHLEpOreHHOro
pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 TvnbI))

Cytomegalovirus, AHK, konnyectBeHHo [pean-Taim MLP]

AHTUTENna K 6eTa-2-rnmkonpoTeunHy, IgG
nyTaTMoHnepokcmaasa B apuTpoumTax

AHTnTena Kk Cytomegalovirus (IgG) ¢ onpegeneHnem aBMaHOCTU:

Cvtomeaalovirus 1aG,Onpenenenne asnaHocty IaG k Cytomeaalovirus

3p0poBbe ceMbu. AHanm3bl ans MyxunH (OAM, OAK c nelik.cb. 1 CO3, ANT, ACT,
rntoko3a, JINBM, NNHMN, BunupybuH obwmii, Tpuramuepuabl, Xonecrepon oéwmi,
TecTtocTepoH cBob., JINOHM, KoadduumeHT ateporeHHocTH, MCA obwmii + MCA
CcBO6OOHLIN)

AHTUTENA K NUMdOoLUTAM METOAOM HEMPSAMOW MMMYHODOOPECLEHLNM

AHTUTENa K MbllUeYHO-crieumduyeckoin TMposHkmHase (MUSK), IgG

rencnamy-25

Mpodmnaktnka octeornopo3a: N-ocTeokanbUmH (MapKkep KOCTHOroO
pemoaenvpoBaHus), ®ocdarasza wenoyHas obuias

Onpepenenne aBngHoctn IgG k Cytomegalovirus

JINTWiA B HOrTAIX

JlabopaTopHble MapKepbl OLEHKM TSXKECTM LUMPPO3a Nevenn no knaccudukaumm CTP
(Child-Turcotte-Pugh): npotpoMbuH (no Keuky), MHO, AnbbymuH, BunnpybuH

06
30HYNUH B Kane

Bbop B HOrTAX

BbluncneHne 3HaueHnin nokasaTenei NporHocTuyecknx moaeneit MELD n MELDNa
BbDKMBAEMOCTM MaLMEHTa C TEPMUHANIBHOMN CTaaneln XpoHMYeckoro anddy3sHoro
3aboneBaHnsa NevyeHun

3JIN-Bucuepo-TecTt-24 (aHTUTENa K 24 aHTUreHaM OCHOBHbIX OPraHOB U CUCTEM
yenioBeka)

ANIOMUHUI B HOITAX

KoMnnekcHoe ructonormyeckoe 1 MMMyHOrmcTOXMMMUYECcKoe nccregosaHme ¢
onpeaeneHneM nponmdepaTMBHON aKTUBHOCTM Mo akcnpeccumn KI-67

AHTUTENA K XOPUOHMYECKOMY FrOHaAO0TponuHy Yenoseka (aHTu-XMY IgG u aHTn-Xr4
IgM)
KpeMHuiA B HOITsIX

KoMnneKkcHoe rmcTonornyeckoe 1 UMMYHOrMCTOXMMUYECKOE UCCeaoBaHNE C
onpeaesieHneM pucka NporpeccupoBaHmsl AUCNIAa3nM U pasBUTUS paka LIENKM MaTKK
no akcnpeccun pl6INK4a

SJIN-ADC-XTY TecT (aHTUdOCDONUNUAHBIV CUHAPOM, aHTU-XY cuHApOM, 6
@HTUreHOB)
®ocdop B Bosocax

7 960

810

1420

1960

1620

3810

1870

4950

7270
1090

1320

1030

770

6 600

1030

1030

7 260

1030

4 500

1100

1030

4 500

2 460

1030

84



40-637

13-153

06-283

40-638

13-154

06-284

40-639

13-156

06-285

40-640

13-158

06-286
40-641

13-159

06-287

40-642

13-160

06-288

40-643

13-161

06-289

40-644

13-164

06-290

A08.30.013.001

B03.016.043.00
0.03

A23.30.057.005

B03.057.017.00
0.04

A12.06.029.001

A09.05.280.002

B03.057.017.00

0.05

A12.06.080.002

A09.28.090.001

B03.057.017.00
0.06

A12.06.080.004
A09.01.008.08

B03.057.017.00
0.07

A12.06.080.005

A23.30.057.006

B03.057.017.00

0.08

A12.06.080.006

A23.30.057.007

A08.21.001.002

A12.06.080.007

A23.30.057.008

B03.057.017.00

0.10

A09.05.014.004

A23.30.057.009

KoMnneKkcHoe rmcTonornyeckoe 1 UMMYHOrMCTOXMMUYECKOe UCCIeA0BaHNE C
onpepenexHmeM HER2 cratyca onyxonu no akcnpeccnn HER2/neu

3JIN-B-6-TecT (0bLIee COCTOSIHME MMMYHHOM CUCTEMBI, MOArOTOBKA K BaKLMHaLMK, 6
AHTWUreHoB)

doctop B HOrTax

KoMnsieKkcHoe rucTonormyeckoe U UMMyHOMrMCTOXMMUYECKOE nccneaoBaHme C
onpeaeneHneM nponmdepaTMBHON aKTUBHOCTM B PacTyLUMX leMoMrMoMax no
akcnpeccun KI-67 v rnagKoMbILLEYHOMO aKTUHA

AHTMTENa K kapanonunuHy, IgA

Bepunnuii B cbiBOpoTKE

KoMniekcHoe rucTonornyeckoe U UMMyHOMMCTOXMMUYECKOE nccneaoBaHme C
onpefeneHnMeM peLenTopHOro craTtyca lNporectepoHa 1 3cTporeHa

AHTUTENA K 3KCTparnpyembiM saepHbIM aHTureHam RNP/Sm

Bepunnuii B Move

KoMniekcHoe rucTonormyeckoe U UMMyHOrMCTOXMMUYECKOE nccneaoBaHme C
onpeaeneHneM nponudepaTMBHOM akTUBHOCTM No akcrnpeccun KI-67, a Takke pucka
MpOrpeccMpoBaHns AMCMIA3MKU U Pa3BUTUS paKa LUENKM MaTKK Mo 3KCNpeccum
p16INK4a

AHTUTENA K aHTUreHy Scl-70 (AHTK-Scl-70)

Bepunnuit B Bonocax

KoMnnekcHoe ructonormyeckoe u UMMyHOMMCTOXMMUYECKOe UccneaoBaHme C
npuMeHeHneM HeobXoaMMbBIX MMMYHOrMCTOXMMUYECKUX OKPacoK ANst ONpeaeneHuns:
MMMyHodEHOTMMNA onyxonu (B TOM uncne npu numdonponndepaTMBHbIX

3a60M€eBaHNsAX); MMCTOreHe3a MeTacTa3oB MNPy HEYCTAHOB/IEHHOM MEPBUYHOM ouare;
BO3MOXHOCTY NPOBEAEHWS TAPreTHOM Tepanuu 1 T.4.

AHTUTENA K UMTOM/Ia3MaTUYecKoMy aHTureHy Jo (AHTK-Jo)

Bepunnuii B Horrax

KomnnekcHoe rmcTonornyeckoe 1 UMMYHOrMCTOXMMUYECKOE UCCEAOBAHNE C
onpeaesnieHneM peLienTopHOro cTaTyca paka MosodHol xenessl (PR, ER, ki67, Her2
neu)

AHTUTENA K TMCTOHaM

TuTaH B HOrTsX

KomnnekcHoe rmcTonornyeckoe 1 UMMYHOrMCTOXMMUYECKOE UCCEAOBAHNE C
onpeseneHneM onyxonu npeacratesnbHol xenesbl (Ck5, P63, AMACR)
AHTUTENa K ueHTpomepaM (CENP-B)

MapraHew B HOITsIX

KoMnsiekcHoe rucTonormyeckoe U UMMyHOMMCTOXMMUYECKOE 1ccieaoBaHme C
onpeaeneHneM XpoHWYecKoro sHgoMeTpuTa (asa nponudepaumm)

3nekTpocopes NMNuUAHbIX hpakLMii C TUNMMPOBAHUEM FMNEPAUNIMAEMUIA

XpOM B HOrTaX

4 500

2210

1030

6 930

1430

1030

7 850

1430

1030

8 090

1430

1030
28 880

1430

1030

13 630

1430

1030

13 860

1430

1030

9 240

5720

1030

85



40-645

13-165

13-167

13-168

06-291

40-646

06-292

40-647

13-166

06-293

40-648

08-141

06-294

40-649

08-142

06-295

40-650

08-144

06-296

40-651

08-145

06-297

40-654

08-146

06-298

40-656

08-147

06-299

40-657

B03.057.017.00
0.11

A09.05.014.005

A12.06.037.002

A12.06.019.001

A23.30.057.010

B03.057.017.00
0.12

A23.30.057.011

B03.016.050.00
0.01

A12.06.064.001

A23.30.057.012

B03.016.051.00
0.01

A09.05.227
A23.30.057.013

B03.016.060.00
0.07

B03.016.036.00
0.01
A23.30.057.014

B03.025.005.00
0.08
A09.05.097
A23.30.057.015

B03.016.071.00
0.01

A09.05.321.000.

01
A23.30.057.016

B03.014.006
A09.07.009
A23.30.057.017
B03.014.006.00
1
B03.016.037.00
0.01
A23.30.057.018

B03.014.007

KoMnnekcHoe ructonormyeckoe u UMMyHOMMCTOXMMUYECKOE uccneaoBaHme C
onpefeneHneM peLenTopHOro ctaTyca 3HAOMEeTpUs (CTaaus cekpeuumn) -
CTaHJapTHoe

SnexkTpodopes reMornobuHa Ans AMAarHOCTUKK reMoriobuHonaTui
AHTUHeMpOoHasnbHble aHTUTena, IgG

PeBMaTouaHbIN dhakTop, IgA

Xene3o B HOrTsIX

KoMnnekcHoe ructonormyeckoe u UMMyHOMMCTOXMMUYECKOe uccneaosaHme C
onpefeneHneM peLenTopHOro ctaTyca SHAOMEeTpUs (CTaaus cekpeuun) -
paclwmpeHHoe

KobanbT B HOITSIX

KomnnekcHasa oueHka pucka KaMH806pa3OBaHMﬂ - JINTOreHHblE CyﬁCTaHLlVIM Mo4un

AHTuTena k NR2 cybveanHmue NMDA peuenTopa riytamaTa B CbIBOPOTKE
Hukenb B HOrTAX

AHanm3 MUKpOBHbIX MapKepoB METOAOM ra30BOM XpOMaTo-Macc-cnekTpomMeTpum (no
Ocunosy)

XpoMorpaHuH A
Meab B HOrTaAX

BoisiBneHue ctpecca u ero crtagum: Koptuson (ytpo) — Koptuson (nongeHb) —
KopTtu3on (aeHb) — Koptuzon (nonaeHb +aeHb)/2 — Koptuzon (Beyep) - CyMMapHbIi
koptuson — AMA (ytpo) — AA (nonaeHs) — AMA (aeHb) —AMNA (nonaeHs +
neHb)/2 =[AMA (Beuep) — CooTHoweHne AMA/Koptunson (Mapkep

CTNecCcOVCTONUMROCTI)
TWPOKCUH M ero MeTabonuThl

LIMHK B HOrTAX

Haw-®nbpoTecT

T-Uptake (TMpokcuH-cBsA3biBatoLwas CnocobHOCTb)
MbIWbBSK B HOITAX

SIP-TeCT paclMpeHHbIi (UCCefoBaHUE TPAHCMIOPTHBIX CBOMCTB afibbyMUHa
METOAOM 3/1EKTPOHHOIO NMapaMarHMTHOrO pe3oHaHca)

AHTUreH paka moyesoro ny3bips (UBC)

CeneH B HOrTsx

®akTopbl pucka Tsxenoro Tedenns COVID-19 u apyrux OPBU
TecTocTepoH B CtOHe

Kaamuit B HOrrax

KomnnekcHast AMarHocTuka kopoHasupyca COVID-19
ScTporeHbl U nporectareHbl (4 nokasartens)

CypbMa B HOrTax

KomnnekcHas anarHoctuka OPBU (Bce Buabl OPBU + COVID-19): OPBU-ckpwH,
KopoHaeupyc COVID-19 (SARS-CoV-2, PHK [pean-Taiim MLLPT)

11 550

3810

4400

1340

1030

13 860

1030

3 000

4400

1030

3700

1030

4 500

1030

9 240

1320

1030

6 350

2310

1030

1030

7 150

1030

2 880

86



08-033

06-300

40-660

08-034

06-301

40-662

08-043

06-302

40-664

08-050

06-303

40-665

08-056

06-304

40-666

08-058

06-305

40-667

08-085

06-306

40-668

08-088

06-307

40-669

08-089

06-308

40-670

08-090

06-309
40-671

08-092

06-310

A09.05.058
A23.30.057.019
B03.016.026
A09.05.249
A23.30.057.020
B03.014.008.00
0.15
A09.05.066
A23.30.057.021
B03.019.028
A09.05.078.001
A23.30.057.022
B03.019.037
A09.05.157

A23.30.057.023

B03.019.029

A09.05.246

A23.30.057.024

B03.019.030

A09.05.204

A23.30.057.025

B03.019.031

B03.016.022.00

1

A09.05.280.003

B03.019.032

A09.05.203

A09.28.090.002

B03.019.033

A09.19.014

A09.01.008.09
B03.019.034

A09.19.010

A23.30.057.026

MapaTypeonaHblit TOPMOH, UHTAKTHBIN

PTyTb B HOITSIX

MencuHoreHbl I 1 II ¢ pacyeToM cooTHoweHus: MNencuHoreH I, MencuHoreH II,
CooTHoweHne nencuHoreH I/nencuHoren II

MnaueHTapHbIl NakToreH

CBWHEL, B HOITSAX

OuEHKa M KOHTPOMb OCOXHeHMI nocne COVID-19

CoMaTOTPOMHBbI FOPMOH

HaTpuii B HorTsix

KoMnnekcHoe MONeKynsipHO-reHeETUYEeCKoe nccneaoBaHme npy MenaHome (BRAF,
NRAS)

TecTocTepoH CBO6OAHIN

MarHuii B HOITSIX

KoMnnekcHoe MoneKynspHO-reHeTUYECKOe UCCIEAOBAHNE NPU PaKe MOJSIOYHOW
Xenesbl

ScTpuon cBo6oaHbIN

Kanuit B HorTax

KoMnnekcHoe MONeKynsipHO-reHeETUYecKoe nccneaosaHme npy GIST-onyxonsix (c-
KIT, PDGFRa)

HeiipoHcneundunyeckas sHonasa (NSE)
Kanbumit B HOITSIX

KoMnnekcHoe MONeKynsipHO-reHETUYECKoe NCCneaoBaHme npu pake xenyaka (HER2
amnnmdukaumst, MSI)

MHcynuHonoio6HbIN hakTop pocTa
MonubaeH B HOrTax

KoMnnekcHoe MONEKYNApPHO-reHeTu4eCckoe nccnegoBaHne npu pake Tena MaTku
(POLE, MSI)

17-keTtoctepounabl (17-KC) B Moye

Cepebpo B CbIBOPOTKE

Pa3BepHYTOE OHKOreHeTUYECKOE MCCNeAoBaHne Npy KonopekTansHoM pake (MSI,
BRAF, KRAS, NRAS)

NHrmbuH B
Cepebpo B Moue

Pa3BepHyTOe OHKOreHETUYECKOE MCClIefoBaHMe paka NIerkoro (MyTauum B reHax
EGFR, KRAS, BRAF, HER2)

Tumor Marker 2 (TM 2) - nMpyBaTKuHa3a

Cepebpo B BONocax
KomnnekcHoe obcnegoBaHue notepu retepo3mrotHocTu (reHsl PTEN, RB1, TP53)

Konponorunyeckas snacrasa

Cepebpo B HOrTax

940

1030

2 460

850

1030

810

1030

6 930

1210

1030

6 930

740

1030

9810

1 600

1030

7 850

1 600

1030

6 930

4070

1030

7 620

1730

1030

9 240

2 950

1030
9 240

2 460

1030
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40-672

08-093

06-313

40-673

13-020

06-314

40-681

08-071

06-315

40-682

08-095
06-316

41-006

08-096
06-317

41-009

08-097

06-318

41-001

08-099

06-319

08-112
09-168

06-320

43-5648

08-051

06-321

43-5649

08-118

B03.019.035

A09.05.225

A09.05.300.001

B03.019.036

A12.06.019
A09.05.280.004
B03.002.006.00
0.17
A09.05.057
A09.28.090.003
B03.002.006.00
0.18
A09.05.121
A09.01.008.010
B03.025.005.00
0.02
A09.05.159
A23.30.057.027

B03.016.057.00
0.04

A09.05.319.000.

01
A09.05.280.005

B03.015.008.00
0.05

A09.05.319.000.

02
A09.28.090.004

A09.05.153
B03.016.062.00
0.01
A09.01.008.011
B03.015.008.00
0.05
A09.05.117
A23.30.057.028
B03.015.008.00
0.05

A09.05.065

MonHoe MoNEeKyNsSpHO-reHETUYECKOE NCCNe0BaHNE LMTONOrMYECKOro MaTepyana
wmToBmaHou xenesbl (KRAS, NRAS, HRAS, TERT, BRAF, RET/PTC, PAX8/PPARG)

AHTUMIONNEPOBCKUIA FOPMOH
ButamuH B2 (OAL)

CokpalleHHOe MOEKYSIPHO-TEHETMYECKOE NCCNeA0BaHNE LMTONOMMYECKOro
MaTepuane wmutoBuaHon xenesbl (KRAS, NRAS, HRAS, BRAF)

PeBMaTOMaHbIN hakTop
lannuin B CbIBOPOTKE

PuHut/Act™a (aetckuii npodub): ImmunoCAP eanHnd.anneprenbl(IgE): anutenuii
M NepXoTb KOLLKK, NePXOTb cO6aKM, AMUHBIA BEM0oK, MOIOKO KOpoBbe, 6epesa
6opogaByaTasi, NnosibiHb, TUMOEEBKA NYroBasi, K/eLl AoOMalUHEN Mbifn
Dermatonhaaoides pteronvssinus

lractpuH

lFannuin B Moye

PuHut/Act™a (B3pocnbiii npodumsb): ImmunoCAP eanHnd.anneprenbl(IgE):
3NUTENUI N NEPXOTb KOLLKKU, NepXoTb cobaku, 6epesa 6opoaaByaTtas, NosibiHb,
TuModheeBKka nyroeas,Alternaria alternata, ambpo3us Bbicokasi, KneLl A0MalLHe
nbinu Dermatobhaaoides pteronvssinus

PeHuH

Fannuii B Bonocax

DYHKUMA noyek (CKPpUHUHT): OBLLMIA aHanM3 Mo4YM C MUKpocKonuel, KpeaTuHuH B
cbiBOpOTKe (C onpeaeneHnemM CK®), MoyeBMHA B CbIBOPOTKE

JlenTuH

Fannuit B HOrTsIx

CKPUHUHI YHKUMM NEYEHN M noakenyaodHou xenesbl: AJTT, AMunasa obuwas, T,
Jlnnasa, bunupybuH obumii
MencuHoreH I

FepMaHuiA B CbIBOPOTKE

KapavonporHo3s: JIMBIM, JIMHIM, Xonectepon obuuii, C-peakTUBHBbIA 6eM10K
(BbICOKOUYYBCTBUTE/IbHBIN METOA)
MencuHoreH II

F'epMaHuii B Moye

MNporectepoH
KomnnekcHoe nccnegosaHune Ha Cytomegalovirus, Epstein Barr Virus, Human Herpes
Virus 6, AHK [pean-TaiiM MMLP], KONMYECTBEHHO

l'epMaHuii B Bonocax

PunuT/Act™a (aetckuin): ImmunoCAP eauHuy.anneprenbl(IgE) 8 annepreHos:
3NUTENWUIN U NEPXOTb KOLLKK, NEPXOTb COBAKM, SUUHbIN BENOK, MOJIOKO KOPOBbE,
6epesa 6opoaaByaTtas, nosbiHb, TUMOMEEBKA NTyroBasi, K/ell A0MalLHel Mbinav
Dermatonhaaoides pteronvssinus

TupeornobynuH

lepMaHuiA B HOTTSIX

PuHuT/AcTMa (B3pocnblii): ImmunoCAP eanHuny.anneprenbi(IgE) 8 annepreHos:
3NUTENUI U NEPXOTb KOLLKKU, NepXxoTb cobaku, 6epesa 6opoaaByaTtas, NnosibiHb,
TuModbeeBka nyroeas,Alternaria alternata, ambpo3us Bbicokasi, Knell AoMalLHe
nbiiv Dermatobnhaaoides pteronvssinus

TupeoTponHbI ropMoH (TTT)

9 240

1760

1730

3470

550

1030

8 660

990

1030

9 240

1970
1030

780

1050
1030

1320

2090

1030

1160

2 090

1030

610
1100

1030

8 250

880

1030

8 250

620

88



06-322

43-5299

13-087

06-323

43-5972

13-010

06-324

08-113

06-325

08-114

06-326

08-166

06-327

08-168

06-328

08-167

06-329

08-115

06-330

08-116

06-331

13-088

06-332

08-125

06-333

08-121

06-334

08-170

06-335

08-003

06-336

08-123

06-337

A09.05.280.006

B03.058.001.02
1

A12.06.017

A09.28.090.005

B03.058.001.02
1

A12.06.046

A09.01.008.012

A09.05.060

A23.30.057.029

A09.05.061

A09.05.280.007

A09.05.060.001

A09.28.090.006

A09.05.063.001

A09.01.008.013

A09.05.060.002

A23.30.057.030

A09.05.064

A09.05.280.008

A09.05.063

A09.28.090.007

A12.06.045

A09.01.008.014

A09.05.056.000.

01
A23.30.057.031

A09.05.210.000.

01
A09.05.280.009

A09.05.152.001

A09.28.090.008

A09.05.139

A09.01.008.015

A09.05.152

A23.30.057.032

Pybuanii B CbiBOpOTKE

MpoBepbTe ypoBEHb BUTAMUHOB Y MUKPO3/IEMEHTOB (BUMTaMWH [, BUTaMuH B12,

Keneso, Kanbuuii)
AHTUTENA K TpeornobynuHy (aHtuTr)

Py6buauii B Mmoye

JTabopaTopHbii koMnnekc "bBoapocTb 1 cuna™: BuTaMuH [, heppuTuH, BUTaMuH B9,

BUTaMUH B12, xxene3o

AHTMTENa K peuenTtopaM TTT (aHTu-pTIT)

Pybuauii B Bonocax

TpUAoATUPOHMH 06Kt (T3)

Py6buauii B HOrTsIX

TpuiioATUPOHMH cBOBOAHBIV (T3 cBO6OAHBIN)
CTpOHUMIA B CbIBOPOTKE

TpUMOATUPOHWH peBepcuBHbIN (T3 peBepcuBHbIN), BIXKX
CTpoHUMIA B MOYe

TWPOKCKH cBo60aHBbIN (T4 cBO60AHBIN), BIXKX
CTpoHUMIA B BOMocax

TpuiAoATUPOHMH cBOBOAHBIN (T3 cBO60AHBIN), BIXKX
CTpOHLMIA B HOITAX

TUPOKCKH 0bmin (T4)

LINpKOHWIN B CbIBOPOTKE

TWpOKCKH cBo60HbIN (T4 cBO6OAHBIN)
LinpkoHuit B MoYe

AHTUTENa K TUpeonepokcmaase (aHT1TrMO)
LivpkoHuii B Bonocax

MpouHcynuH

LIMpKOHWIA B HOITSIX

MakponponakTvH

Cepa B CbIBOpOTKE

MNperHeHonoH B cnioHe, BIXKX

Cepa B Moue

17-rnppokcmnporectepoH (17-0Mr)

Cepa B Bonocax

MNperHeHonoH

Cepa B HOrTsIX

1030

3300

680

1030

3800

1650

1030

570

1030

620

1030

6 930

1030

2770

1030

2770

1030

570

1030

620

1030

680

1030

1030

1100

1030

6 580

1030

790

1030

2420

1030

89



08-124

06-338

08-126

06-339

08-128

06-340

08-131

06-341

08-136

06-342

08-132

06-343

08-133

06-344

08-135

06-345

08-137

06-346

08-139

06-347

08-042

06-348

08-038
06-349

08-004

06-350

08-005

06-351

08-006

06-352

08-105

06-353

08-007

A09.05.147

A09.05.280.010

A09.05.161

A09.28.090.009

A09.05.057.000.

01
A09.01.008.016

B03.016.033.00
0.04

A23.30.057.033

A12.05.110

A09.05.280.011

B03.016.033.00
0.05

A09.28.090.010
B03.016.033.00
0.06
A09.01.008.017
A09.05.219
A23.30.057.034
A09.05.300

A09.05.280.012

A09.05.320.000.

01
A09.28.090.011

A09.05.195

A09.01.008.018

A09.05.130
A23.30.057.035

A09.05.202

A09.05.280.013

A09.05.231

A09.28.090.012

A09.05.201

A09.01.008.019

A09.05.232

A23.30.057.036

A09.05.200

AHLPOCTEHAMON FOKYPOHUA,

Huobuit B coiBOpoTKE

AccoUnMpOoBaHHbIl ¢ 6epeMeHHOCTbIO NPoTenH A nnasmbl (PAPP-A)
Huobui B Mmoue

MporacTpvH-BbicBO6OXAatowmi nentug (Pro-GRP)

Huobuin B Bonocax

KaTexonamuHbl (agpeHanuH, HopagpeHanuH, 4odaMmH), CEPOTOHUH B KPOBU N UX
MeTabonuTbl (BaHUNMIMUHAANBHA

Hvobuit B HOrTsx
TpodobnacTnueckuii 6eTa-1-rnmKonpoTenH
0OnoBo B CbIBOPOTKE

MeTtaHedprH cBOBOAHbIN 1 HOpMETaHehPUH CBOBOAHbLIN B MOYe

Onoso B MoYye

MeTaHecdpuH 06LWKMin 1 HopMeTaHedpuH 0bLmiA B MoYe
Onoso B BOMIOCAX

Benok S-100

OnoBo B HOrTaxX

HE4

Tennyp B CbIBOPOTKe

MnaueHTapHbIli dakTop pocta (PIGF)
Tennyp B Moye

PakoBbIl 3MBpPUOHaNbHBIN aHTUreH (PIA)
Tennyp B Bonocax

MpocTtaTcneuundunyeckuii aHtureH obwmin (MCA obmin)
Tennyp B HOrTsX

CA 125
Llesni1 B cbiBOpOTKE

CA 15-3

Llesnit B Moue
CA 19-9
Lle3nit B Bonocax

CA 242

Lle3nit B HOrTsx

CA72-4

1630

1030

990

1030

3960

1030

3950

1030

770

1030

2 900

1030

3410

1030

2710

1030

1970

1030

3520

1030

850

1030

660
1030

940

1030

940

1030

900

1030

1470

1030

1160

90



06-354

08-057

06-355
40-154

06-356

08-008

06-357

40-372

06-358

40-155

06-389

40-440

06-437

40-524

06-438

40-335

06-439

07-165

41-007

40-137

06-082
07-227

40-029

06-083
09-023

40-441

06-084

09-022

40-138

06-085
07-034

B03.016.025.00
1.06

A09.05.298

A09.05.304
B03.027.050.00
0.10
A09.28.090
A09.05.247

A09.05.305

B03.027.050.00
0.05

A09.05.306

B03.027.050.00
0.11
A09.05.308

B03.027.050.00
0.03
A09.05.309

B03.027.050.00
0.06
A09.05.313

B03.027.050.00
0.02
A09.28.091

A12.05.132.000.

01
A09.05.130.001

B03.027.050.00

0.08
A09.05.274

A26.06.140.001.

02
B03.027.050.00
0.01

A09.05.273

A26.30.051.000.

01

B03.027.050.00
0.12
A09.05.086

A26.30.052.000.

01

B03.027.050.00
0.09

A09.05.265

A26.06.140.001.

01

PacluMpeHHbI aHanmM3 Mo4M Ha opraHuMYeckue KUcnoTel ansa aeten oo 3 net (40
rokasatesnei)

AHTUreH MOCKOKNETOUYHOW KapLUmHoMbl (SCCA)

AHanM3 KPOBM Ha auWIKapHUTUHBI (B3poC/ible)
JlabopaTopHble Mapkepbl paka anvHukoB: CA 125, CA 72-4

AHanM3 MOUM Ha aUMIKaPHUTUHBI
®parmeHTbl untokepatnHa 19 CYFRA 21-1

KoMniekcHbIi aHanms KPOBW Ha HEHACbILWLEHHbIE XXUPHbIE KNC/OThbI ceMelncTBa oMera-

9

KoMnnekcHasi oLeHKa pucka paka NpeacTaTesibHoOM xenesbl (MHAEKC 310POBbS
npocTtatbl, phi)

KOMMNIEKCHBIV aHanM3 KPOBU Ha HacblLLEHHbIE, MOHOHEHACBILLEHHbIE XXUPHbIE
KUC/OTbI CEMECTBa oMera-3, oMera-6, omera-9

JTabopaTopHble MapKkepbl paka TosncToi kuiuku: CA 19-9, PakoBbiit 3MOPUOHASTBHBIN

aHtureH (P2A), CA 242
AHaNM3 KPOBM Ha aMUHOKUCNOTbI U aUWSIKapHUTUHBI Ans aeTeid ao 2 net (26
rokasaTtenei)

OHkoMapkepb! Anst )eHwmH: CA 125, CA 15-3, PakoBblIli SMBPUOHAsbHbIN aHTUMeH
(P2A)
AHanM3 KpoBM Ha aMUHOKMUCNOTHI (48 nokasaTeneit)

PUCK Hanuuusl 3nokayvecTBeHHON onyxonu sindHuka (ROMA): CA 125, HE4, Puck
HanMuMsi 3710KAYECTBEHHOW OMyXonu sidHuka (ROMA)
TpuMeTMnamuH, TpumetTunammnH-N-okcuna, cootHoweHe TMA/TMAQO B KpoBsu

OnkonpodunakTuka xeHwmH: CA 125, CA 15-3
TpuMeTMnamuH, TpumetTunammH-N-okcuna, cootHoweHne TMA/TMAO B Moue
Ceponoruyeckasi amarHoctuka Tybepkynesa metogom T-SPOT.TB

OukonpodunakTuka ans My>umH (MCA obwmin + MCA cBo6oaHbIN)

JTabopaTopHble MapKkepbl paka Mosio4YHol xenesbl: CA 15-3, PakoBbiit
3M6PUOHaNbHBIV aHTUreH (PDA)

LINHK B CbIBOPOTKE

TB-chbepoHOBLIN TecT (AMarHocTuka Tybepkynesa, TB-Feron IGRA)

XeHckas oHkonoruns (OAK (6e3 neikoumntapHoi cdopmynbl), CO3, C-peakTuBHbIN
6enok, KonnyectBeHHO (MeToa € HopM.4yBcTBUT.), CA 125, CA 15-3, CA 19-9,

P5A.HE4. Puck ROMA)
Meab B nnasme
Mycobacterium tuberculosis complex, AHK [pean-Taim MLP]

JlabopatopHasi AMarHoctuka paka xenyaka: CA 19-9, CA 72-4, PakoBbliii
3M6PUOHaNbHbIV aHTUreH (PDA)

JInTuniA B CbIBOPOTKE

Mycobacterium tuberculosis, AHK [pean-Taim MLUP]

JlTabopaTopHble Mapkepbl paka nerkux: CA 19-9, CA 72-4, PakoBbiit 3MOpPUOHANbHBIN

aHTureH (P3A), AHTUIeH MAOCKOKIETOYHOM KapumHoMbl (SCCA),
HelboHcneundunyeckas aHonasa (NSE)

Bop B cbIBOpOTKE

Mycobacterium tuberculosis, aHTuTena

5 540

1490

2 880
1620

2 880

1320

4730

3300

9810

2 080

4270

2 200

7 160

2310

4 960

1500

4 960

7 150

1270

1440

420
7 150

4730

440
660

2310

440

660

5080

1030
990

91



08-091

06-086
08-181
06-087
06-088
06-089
06-090
06-091
06-092
06-093
06-094
06-095
06-096
06-097
06-098
06-099
06-157

06-178

06-179

06-180
06-183
06-184
06-185
06-186
06-187

06-189
06-190

06-267

06-359
07-011
10-009

07-032

10-012

07-037

10-014

07-043

10-015

A12.05.134.000.
01
A09.05.266
A09.05.123
A09.05.267
A09.05.268
A09.05.269
A09.05.270
A09.05.271
A09.05.272
A09.05.275
A09.05.276
A09.05.277
A09.05.278
A09.05.279
A09.05.280
A09.05.281
A09.05.256

A09.05.314.000.
01
A09.05.296

A09.05.175

A09.05.258
A09.05.259
A09.05.192

A09.05.260

A09.05.315.000.
01

A09.05.085
B03.016.034.00
0.01
A09.05.317.000.
01

A09.05.307
A26.06.006.000.
01

A26.08.015

A26.06.049.001

A26.19.079

A26.06.062.000.
01

A26.01.010

A26.06.080.000.
01
A26.19.105.000.
01

MCA (MyUMHONOAO6HbIN PaKo-aCCOLMUPOBAHHbIN aHTUIEH)

AJIIOMUHUI B CbIBOPOTKE
[noKaroH B nia3me
KpeMHWi1 B CbIBOPOTKE
TWTaH B CbIBOPOTKE

XpoMm B nna3me
MapraHeu B CbIBOPOTKE
KobanbT B CbIBOPOTKE
HuKenb B CbIBOPOTKE
MbILLbSIK B CbIBOPOTKE
CeneH B nnasme
MonnbaeH B cbiBOPOTKE
Kaamuii B cbiBOpoTKe
CypbMa B CbIBOPOTKE
PTyTb B CbiBOpOTKE
CBUWHeL B Lie/IbHON KPOBU
NT-proBNP (konmyectBeHHO)

JlnnonpoteunH (a)

Mapkep dhopMrpoBaHust KOCTHOro MaTpukca PINP

docdaTaza kmucnas obuias
Ko3aH3nm Q10 B KpOBM
[NyTaTUOH BOCCTAHOB/EHHLIN
ManoHoBbIV Avanbaerna B KPOBK
8-OH-pe30KkcnryaHosvH B KpoBu

beta-kapoTuH

'McTaMuH B KpoBU
WccnepoBaHme ypoBHS cBo60AHOro 1 06uero L-kapHUTMHa B Mo4e

BuoxuMmyeckuin aHanus kana

MNOJ1 (nepekncHoe OKMUCNEHME NTUMUAOB)

Aspergillus fumigatus, IgG

lMoceB Ha reMONIUTUYECKUIA CTPEMNTOKOKK rpynnbl A

HIV 1, 2 Ag/Ab Combo (onpeaenexue aHtuten k BUY Tmunos 1 1 2 1 aHTureHa p24)

MNMoceB kana Ha naTtoreHHyto dnopy (aus. rpynna v Tndonapatudo3Has rpynna) ¢
onpeaeneHneM YyBCTBUMTENbHOCTU K aHTMOMOTUKaM

Opisthorchis, IgG

WccnepoBaHme KOXW, BOMOC U HOITEBbLIX M/TACTUHOK Ha MOBEPXHOCTHbIE MUKO3bI

Toxocara, IgG, TnTp

MNMoceB Kana Ha YCNOBHO-MATOreHHY0 h/iopy C onpeaeneHnem YyBCTBUTENBbHOCTM K
aHTMbMoTMKaM

2 090

1030
19 640
1030
1030
1030
1030
1030
1030
1030
1030
1030
1030
1030
1030
1030
3080

1720

2020

420
2 860
3960
3960
3630
2530

2970
4730

2530

2 860
720
990

550

1100

880

770

660

1210

92



07-050

10-025

07-051

06-440

10-026
06-441

10-033

06-012

10-034

13-002

10-038

13-003

10-043

13-004

10-044

13-007

10-045

13-008

10-046
13-013

10-047

13-014

13-015

10-049

13-016
13-017

10-051

13-018

A26.06.079.000.
01
A26.07.017.000.
01

A26.06.142.001.
01

A09.28.092

A26.07.002

A09.05.300.002

A26.08.105.000.
01

A12.06.060

A26.08.104.000.
01

A12.05.008

A26.30.004.004

A12.06.028

A26.07.003

A12.06.028.000.
01
A26.20.049.000.
02

A12.06.010.001

A26.20.005.000.
02

A12.06.039

A26.02.003

A12.06.030.000.
01
A26.05.001

A12.06.052

A12.06.010

A26.01.032

A12.06.020

A12.06.055.000.
01
A26.19.004

A12.06.055.000.
02

Trichinella, IgG
MNMoceB coaep>XMMOro AecHeBOro KapMaHa Ha aspobHyto 1 dhaKynbTaTUBHO-
aHaspobHyto dnopy

Trichomonas vaginalis, IgG, TuTp

KopoTkouenoyeyHble xupHble kucnoTbl (KLKK) B Moue (10 nokasateneit)

lMoceB cOAepXXMMOro ECHEBOIO KapMaHa Ha aHaspobHyto dnopy

ButamuH K2

Herpes Simplex Virus 1/2, umMmyHodnoopecueHums

ButamuH B12 (umaHokobanamun)

Adenovirus, MMMyHOdNHOOpeCcUEHUMS

ANTNOUMMYHHbIE aHTU3PUTPOLIMTapHblE aHTUTENa (B TOM UYNC/Ie aHTUPE3YCHbIE), TUTP
MoceB Ha asapobHyto 1 dakybTaTUBHO-aHa3pobHY0 diopy € onpeaeneHmeM
YYBCTBUTENBHOCTU K pacCLUMPEHHOMY CMIUCKY aHTMBMOTMKOB M NOABOPOM
MUHMMasTbHOMN 3 dDEKTUBHOMN 103MPOBKM NMpenapaTa

AHTWTENA K CrepMaribHbIM aHTUreHaM (B KpoBMW)

MNMoceB Ha aHaspobHyto nopy

AHTMTENA K CnepMasibHbIM aHTUreHam (B cnepme)

MoceB Ha Mycoplasma hominis

AHTUTena Kk AsyxuenoyeyHoit AHK (aHTn-dsDNA), IgG

MoceB Ha Ureaplasma urealyticum

AHTUTENA K MHCYNUHY, IgG

MNoceB oTAensieMoro paHbl Ha aHaspobHyto dropy

AHTMdOochonunuaHble aHTuTena IgM
MoceB KpOBM U NINKBOPA Ha CTEPUTBHOCTb

AHTUTENa K UMKJIMYECKOMY LMTPY/IMHCOAepXKaLleMy nentuay, IgG

AHTUTENa K saepHbiM aHTureHam (ANA), CKPUHWUHT

MNMoceB Ha aspobHyto 1 dakynbTaTUBHO-aHaspobHyto dropy (c onpeaeneHvem
YYBCTBUTENBHOCTU K aHTMbMoOTNKaM 1 bakTepuodaram)

AHTUTENa K OCTPOBKOBbIM KJIETKAM nop,x(eny,qquoﬁ Xenesbl, IQG

AHTUTEna K rnvaguHy, IgA

MNoces Ha Yersinia spp.

AHTUTENa K runaauHy, IgG

660

1210

770

9470

1210
2 080

1270

790

990

910

2310

1430

990

1650

990

860

990

990

990
1030

2 200

1780

980

1210

1650
1100

770

1210

93



10-052

13-019

10-053

13-021

10-055

13-022

10-056

13-024

13-025

10-057

10-059

13-026

10-060

13-027

10-062

13-028

10-065

13-029

10-067

13-030

10-068

13-031

10-069

13-032

10-070

13-033

10-071

13-034

10-072

A26.09.015

A12.06.030.000.

02
A26.19.078

A12.06.035

A26.20.054.000.

01

A12.06.124.000.

01

A26.19.105.000.

02

A12.06.051

A12.06.063

A26.19.001

A26.05.007.000.

01

A12.06.062

A26.05.007

A12.06.111.000.

01
A26.30.010

A12.06.112.000.

01
A26.05.016

A12.06.113.000.

01

A26.08.089.000.

01

A12.06.026

A26.19.081

A12.06.125.000.

01

A26.07.022.000.

01

A12.06.066

A26.09.026

A12.06.056.000.

01
A26.02.004

A12.06.056.000.

02
A26.01.011

MoceB Ha Bordetella pertussis/parapertussis

AHTUdochonunuaHbie aHtuTena IgG
MoceB Kana Ha NaToreHHble 3Lepuxun
AHTUTENa K MUTOXOHApUAM (AMA)

WccnepoBaHve MMKPOBMOLIEHO3a Braranviia C onpeaeneHneM YyBCTBUTENBHOCTU K
aHTMbMnoTMKaM

AHTUTENA K MUKPOCOMA/IbHOM (hpakLMK NeYeHn 1 nodek (aHTu-LKM)

MNMoceB kana Ha yCNoBHO-MAToreHHyto dnopy 6e3 onpeaeneHns YyBCTBUTENBHOCTU K
aHTMBMOTUKaM

AHTUTENA K 6eTa-2-rnMMKonpoTenHy
AHTUKepaTuHoBble aHTuTena (AKA), IgG

MoceB kana Ha natoreHHyto dopy (am3. rpynna u Tudonapatndo3Has rpynna) 6es3
onpeaeneHns 4yBCTBUTENBHOCTU K aHTMBMOTMKaM

WccnepoBaHue cTepunbHOCTU KpoBY (23p0BHbIN MOCEB) C OnpeaeneHneM
YYBCTBUTENBHOCTM K aHTMBMOTUKaM Ha aHanm3atope VITEK bioMerieux

AHTMTENA K UMTPYSIMHUPOBAHHOMY BUMEHTUHY (aHTn-MCV), IgG

WccnepoBaHue cTepunbHOCTM KpoBUM (aHaspobHbIM NOCeB) C onpeseneHneM
YYBCTBUTENBHOCTU K @aHTMBMOTHKAM Ha aHanu3atope VITEK bioMerieux

AHTUTENA K 6a3anbHON MeMbpaHe knybouka, IgG

MoceB Ha 30/10TUCTbIN CTAadUNOKOKK (S. Aureus), KOSIMYECTBEHHbIN pe3ynibTaT
AHTuTena k C1q dakropy KomnnemeHnTa, 1gG

[uncbakTepros KuLeYHmKa

AHTMTENa K kneTkam cocyamctoro aHgotenuns (HUVEC), IgG

lMoceB Ha 30/10TUCTLIN CTadMIOKOKK (S. aureus), KaUeCTBEHHbIV pe3ynsTaT

AHTMTENa K napuetanbHbiM (06KNaAoYHbIM) KNeTKaM Xenyaka
Onpepenenne TokenHoB A n B Clostridium difficile
AHTUTENA K rMaAKUM MbllLaM

Moces Ha Aspergillus spp. 6e3 onpeaenexunst YyBCTBUMTENbHOCTU K
AHTMMMKOTMYECKMM MNpenapaTaM (Masku pasfiMyHbIX SIOKaIn3aumin)

AHTUTENa K 3HAoMU3M0, IgA

Moces Ha Cryptococcus spp. 6e3 onpeaeneHust YyBCTBUTENbHOCTU K
AHTMMUKOTMYECKMM MNpenapaTaM (Ma3ku pasfiMyHbIX SIOKaIn3aumin)

AHTUTENA K TKaHEBOM TpaHcriyTaMuHase, IgG

Moces Ha rpnbbl pogos Candida, Aspergillus, Cryptococcus ¢ nogbopom
AHTUMMKOTUYECKUX NpenapaTtoB Ans Candida spp. (Ma3ky pa3nnyHbIX TOKaIN3aLmii)

AHTUTENA K TKAHEBOM TpaHCriyTaMuHase, IgA
MoceB Ha Bo3byauTenei aepmMaToMmnkosoB (Trichophyton spp., Microsporum spp.,

Epidermophyton spp.) 6e3 onpeaeneHmnsi YyBCTBUTENBHOCTU K aHTUMUKOTUYECKUM
npenapaTam

770

1030

770

1340

1980

1600

880

1420

1780

880

2 880

1780

2 880

1720

1100

1720

1870

1720

990

1340

2 200

1470

990

1320

990

1210

1390

1100

1390

94



13-035

10-073

13-036

10-074

13-037

13-038

02-057

13-039

12-001

02-003

13-040

02-015

13-041

12-003

13-043

12-005

13-045

12-006

13-046

13-047

13-048

12-011

12-012

12-014

13-050

12-017

13-052

12-018

A12.06.114.000.

01
A26.01.001

A12.06.115.000.

01

A26.02.013.000.

01

A12.06.116.000.

01

A12.06.023

A09.20.001.03

A12.06.117.000.

01
A08.20.017

A09.20.001.02

A12.06.099.000.

01

A26.21.011

A12.06.118.000.

01

A08.20.021.000.

01

A12.06.119.000.

01

A08.20.018

A12.06.094.000.

01
A08.01.002

A12.06.061

A12.06.029.000.

01

A12.06.095.000.

01
A08.28.012

A08.30.047.000.

01

A08.20.012

A12.06.096.000.

01
A08.28.002

A12.06.037.000.

01

A08.21.001

AHTUpETMKYNMHOBbIE aHTMTena (APA), IgG n IgA

MNMoceB oTaensieMoro paHbl Ha aspobHyto U dakynbTaTUBHO-aHaspobHyto dropy (c
onpefeneHneM YyBCTBUTENBHOCTM K aHTMBMOTMKaM 1 bakTepunodaram)

AHTUTENA K AecMocoMaM Koxu, IgG

MNMoceB 0TAENSEMOro paHbl C OnNpeaeneHNeM YyBCTBUTENBHOCTU K pacluMpeHHOMY
CMUCKY aHTMBMOTUKOB U NOABOPOM MUHUMANBbHOW 3DHEKTUBHOW A03MPOBKM
npenapara

AHTUTENA K 3nMaepManbHoi 6asanbHoit MeMbpaHe, IgG

AHTUTENna K Mmokapay, IgG

MVIKpOCKOI'IVILIeCKOG nccrieaoBaHne oTaensaeMoro Mo4enosioBbiX OpraHoOB >XEHLWWH
(MuKkpodnopa), 2 nokannsaumm
AHTUTENA K CKENETHLIM MbliLlUL@M, IgG

LinTonoruueckoe nccnenoBaHne MaskoB (COCKOBOB) C MOBEPXHOCTY LLENKU MATKK
(HapY>KHOro MaToOYHOro 3eBa) M LIEPBMKAJIbHOIO KaHasa Ha aTunmio
Mwukpockonnyeckoe nccnegoBaHme 0TAENSIEMOro MOYENOIOBbIX OPraHOB XXEHLLMH
(Mukpodnopa), 3 nokanusaumm

[varHocTvka BoCnanuTenbHbIX NOIMPaAMKYIOHEBPUTOB (aHTMTENa K raHrMo3vaam

acvano-GM1, GM1, GM2, GD1a, GD1b, GQla, GQlb, GT1la knaccos IgG/IgM)

MWKPOCKOMMYECKOE UCCNIEA0BAHNE OTAENSIEMOr0 MOYENOOBbLIX OPraHOB MYXXUMH
(Mukpodnopa)

AHTUTENA K CTEPOUANPOAYLIMPYIOLMM K/IETKAM HaAMOUYeYHUKa

LiMTonornueckoe uccnefoBaHWe ropMoHasbHoro doHa (Mpu yrpose npepbiBaHus
6epeMEHHOCTY, HapYLLEHUSX LMKa)

AHTMTENa K CTEPOMANPOAYLMPYIOWNM KNETKAM siMyKa

Lutonornyeckoe nccnegosaHve Matepuana, nosly4eHHOro npy onepaTMBHOM
BMellaTeNnbCcTee

AHTUHYK€apHbIi dakTop Ha HEp-2-kneTkax, IgG

LinTonormueckoe uccnefoBaHue NyHKTaToB, COCKOBOB ApYrvX OpraHoB M TKaHeN
AHTUTENA K 3KCTparnpyemomy saepHomy aHtureHy (ENA-ckpuH)

AHTMTENa K kapanonunudy, IgG n IgM

AHTUNEpUHYKNeapHbIi dakTop, IgG

LinTonornyeckoe nccnegoBaHne Moyu

LinTonornueckoe nccnegosaHne matepuana, nonyyeHHoro npu aHgockonuu (Orac,
6pOHXOCKONUS, NAPUHIOCKOMNUS, LIMCTOCKOMNMUS, PEKTOPOMAHOCKONNS, KOSIOHOCKOMMUS)

LiTonornueckoe uccnefoBaHue Maska (cockoba) ¢ kynona snaranmwa (npw
OTCYTCTBUM LLEHKM MaTKM)
AHIMOTEH3MHMNPEBPALLAOLLMIA (DEPMEHT CHIBOPOTKM

MmcTonornyeckoe nccneaoBaHne Matepuyana bmoncum NoYkn ¢ UCnosib30BaHNeEM
METOAO0B CBETOBOM, MMMYHOMD/THOOPECLEHTHOM U 3N1EKTPOHHON MUKPOCKOMUK
(bukcnpviownii PacTBOD - INVTanoBbIM anbaerna)

AHTUTENa K UnMTonnasMe Heltpodunos, IgG (c onpeaeneHneM Tmna CBeYEHUs)

IMcTonormyeckoe UccnefoBaHne CTaHAapTHON MHOrOMOKYCHOM 61oncum
npeacTaTenbHom xenesbl (12 — 16 30H)

1430

1210

2 200

2310

1980

1320

610

1470

940

610

4950

440

1320

940

1430

940

1340

940

1230

2 200

1230

940

940

940

2 200

28 880

2 200

6 600

95



13-053

13-058

12-024

13-054

12-027

12-030

13-059

13-061

12-031

13-060

12-032

12-037

13-062

13-063

12-039

12-043

13-064

13-068

13-072

13-076

12-044

A12.06.053.000.

01

A12.30.015.000.

01

A08.30.048.000.

11

A12.06.053.000.

02
A08.30.034

A08.21.002.003

B03.016.068.00

0.01

B03.016.038.00

0.01
A08.20.001

B03.040.001

A08.08.001

A08.30.046.000.

12

B03.016.038.00
0.02

A12.06.121.000.

01

A08.30.046.000.

13

A08.20.004

B03.040.003.00
0.01

B03.016.057.00
0.05

B03.004.005.00

0.04

B03.014.009.00
0.01

A08.20.022.000.

01

AHTUTENA K MMenonepokcmaase (aHtn-MPO), IgG

[JnarHocTuKa paccesiHHoro ckieposa (M3031eKTpodoKyCMpoBaHme
O/IMroKMOHansHoro IgG B SIMKBOPE U ChIBOPOTKE

MIMMYHOIrMCTOXMMMYECKas AMArHoCTMKa PELIENTOPHOMO CTaTyca paka MOJIOYHOM
xenesbl (PR, ER, ki67, Her2 neu)

AHTMTeNa K npoTenHase-3 (aHTU-PR-3), IgG

MIMMYHOMMCTOXMMUYECKOE UCCNIeA0BaHNE KIIMHMYECKOro MaTepuana (c
UCMOMb30BaHNEM 1 aHTUTENA)

I'mcTonornyeckoe uccnefoBaHWe MaTepyana siMdek Ha onpeaeneHne MyXckoro
¢dakTopa 6ecnnoans (hbMKCHpYIOLLUIA PacTBOP - XMAKOCTb byaHa)

CKpUHWHT 6one3HelN COeANHUTENBHOWM TKaHW: AHTUHYKNeapHbIM dhakTop Ha HEp-2-
knetkax 1aG; AHTUTENna K 3KCTparMpyemMomy siaepHoMy aHTureHy (ENA-CKpuH)
[OvarHocTuka aHtTugochonmnmuaHoro cuHapoma (A®C): AHTUHYKIIEapHbIN hakTop Ha
HEp-2-knetkax IaG; AHTUTena K kapavonunuuy 1aG u IgM

MCTONOrMYECKOE UCCIeA0BaHNE MTMHEKOSIOrMYECKOro MaTepmana (6roncus Wenkn
MaTKW, Braranuila, BynbBbl (CM3UCTast), Nalnenb-b1oncus sHAOMETPUS, COCKObBI
MOJIOCTM MaTKK, COCKOObI LiepBMKanbHOro KaHana, obpa3oBaHus (Nonumnbl))

[IMarHocTvka CMCTEMHOM KpacHOM BONMYaHKN: AHTUHYKNeapHbIi (akTop Ha HEp-2-
kneTtkax IgG; AHTuTENa K kapavonunuHy IgG n IgM, AHTUTENna K AByCnypanbHON

[HK IaG BbicokocneumndunyHbli MeTon
lMcTonornyeckoe nccrieaoBaHne 3HAOCKONMYECKOro MaTeprana (bpoHx, ropTaHb,

Tpaxesi, MULIEBOA, XENYA0K, KULLIKa, 338 UCKNIOYEHNEM MHOrO(OKYCHBIX 61ONCUit

XKKT npu BocnanuTesnbHbIX 3aboneBaHusx)
MIMMYHOLIMTOXMMUYECKOE UCCNIEA0BAHNE COCKOOOB LUENKM MaTKK C ONpeaesneHneM

6enka p16

Pa3BepHyTas aMarHoctuka aHtndochonunuaHoro cuHapoma (A®C): AHTUTENa K
6eTa-2-rnMKoNpoTenHy, AHTUHYKIeapHbI dakTop Ha HEp-2-kneTkax IgG; AHTUTeNa
K kanavonunuHy IaG u IaM

AHTMHYKNeapHble aHTuTena, IgG (aHTn-Sm, RNP/Sm, SS-A, SS-B, Scl-70, PM-Scl,
PCNA, dsDNA, CENT-B, Jo-1, k ructoHaMm, K HykneocomaMm, Ribo P, AMA-M2),
MMMVHO610T

'McTonornyeckoe nccnegoBaHue sHAockonuyeckoro matepuana XKT npu
BOCManuTenbHbIX 3aboneBaHnax (XKenyaok - MHOrogokycHas éuoncus, Bce
nonyyeHHble 06pasLibl C OLEHKOW racTpuTta no knaccudukaumm OLGA 2010;
KULLEYHUK - CTaHAapTHas MHOrohoKycHas bruoncumst npu BocnanuTebHbIX
2a60NeRAHUAYX. RCe NONVUEHHKIe NANARIIk

LiuTonornueckoe nccnenoBaHune acnupara U3 NosiocTy MaTku

[narHocTvika paHHero peBMaToMAHOro apTpuTa: AHTMKEpaTVHOBLIE aHTUTENa,
AHTUMNEPUHYKEapHbI (akTop, AHTUTENA K LUMKJIMYECKOMY

UMTDVIMHCOneDXalleMy nentuay 1aG
AHTUTENa K aHTUreHaM ayTOMMMYHHbIX 3a601eBaHUI neyeHn (pacTBOPUMOMY

aHTureHy nedyenun (SLA/LP), aHTuTena K unto30/bHOMY aHTureHy (LC-1),aHTuTena K
MUKpocoMaM neyeHu-novek 1 Tuna (LKM-1), aHtutena k MutoxoHapuam M2 (AMA-
M2), nnpyBaT-aekapboKkcuiasHOMy KoMmekcy MutoxoHapuii (PDC-M23E), aHTuTena
K aHTUreHy Sp100, aHTuTena k aHTureHam PML n gp210), IgG (MMMyHO6/10T

OnddepeHumansHas AMarHocTuka 60ne3Hn KpoHa M S3BEHHOMO KouTa: AHTUTENa K
umTonnasMe HelTpodunos IgG (c onpeaeneHnemM Tuna cBeYeHus), AHTUTENA K
Saccharomyces cerevisiae (ASCA) knaccos IgA, AHTUTeNa K uMTonaasme
HelTbodunoB knacca IaA (AHLIA)

[narHocTvka napaHeoniacTuyeckmx aHuedanmToB (aHTUTeNa K aHTUreHam 6enoro

n ceporo Belectsa mo3ra (Yo-1, Hu, Ri) n membpaHHoMy aHTureHy (Ma)

LiuTonornyeckoe uccneoBaHne oTneyaTKos C BHYTpMMaTOHHOVI cnupanu

1340

4620

12 050

1340

4810

2310

2 200

4400

2750

4180

2750

4 850

4180

3580

3290

940

4400

3850

3850

4400

940
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13-065

12-045

13-066

12-046

13-067

12-047

12-048

13-069

12-050

12-051

13-074

12-052

13-077

12-053

13-075

13-080

12-054

12-055

13-081

12-056

13-083

12-057

13-001

12-058

B03.016.039.00
0.01

A08.20.015

B03.025.005.00
0.04

A08.20.020.000.

01
B03.016.057.00
0.05

A08.20.019

A08.20.023.000.

01

B03.016.057.00
0.06

A08.20.024.000.

01

A08.20.025.000.

01

B03.016.040.00
0.01
A08.02.001.002

A12.06.100.000.

01

A08.30.036

B03.015.008.00
0.09
B03.016.041.00
0.01
A08.30.037

A27.30.006

A12.06.037.000.

03

A27.30.007

A12.06.102.000.

01

A08.30.049.000.

03
A12.06.071

A08.30.049.000.

04

[narHocTvka rpaHyneMaTo3HbIX BacKyMTOB: AHTUHYKIEapHbIN dakTop Ha HEp-2-
knetkax IgG, AHTUTena kK umTonnasme HentTpodunos IgG (c onpeneneHnem Tuna

CBEYEHUS)
LinTonormueckoe UccneaoBaHne nyHKTaToB MOJSIOYHON XKenesbl

[lnarHocTvka ayTOMMMYHHOMO NMopaXeHUs noyek: AHTUTeNa Kk 6asanbHol MeMbpaHe
knybouka IgG, AHTUHYKNeapHbIi dakTop Ha HEp-2-knetkax IgG, AHTUTENa K

umTonnasMe HelTpodunos IaG (c onpbeneneHneM Tuna CBEYEHUS)
LinTonormueckoe nccneaoBaHne cockoboB MOSIOYHOM XKenesbl

CKPWMHMHI @yTOMMMYHHOIO MOPaXKeHUs1 MeyeHn: AHTUTENA K MuToxoHapuaM (AMA),
AHTUTENA K MUKPOCOMA/TbHOM (hpaKLmMK NeYeHn 1 nodek (aHTu-LKM), AHTutena K
napveTanbHbiM (06KNaA0YHbIM) KNeTkaM xenyaka, AHTuTena K rnagkmm mblwuam,

AHTUHVKNeabHbIn dakTob Ha HEbp-2-knetkax 1aG
LiuTonornueckoe nccneaoBaHne BbiAENEHUA U3 MOMTOYHOM XXeNesbl

LinTonormueckoe nccneaoBaHvne Ma3koB (COCKOBOB) C MOBEPXHOCTYU LUENKKN MaTKK
(Hapy>kHOro MaTO4HOro 3eBa) M LIEPBMKANIbHOIO KaHasa - OKpaluMBaHWe no

MNanaHukonav (Pap-TecT) (cMellaHHbI Ma3oK)
PasBepHyTas ceponorusi ayToMMMYyHHbIX 3a60/1€BaHMIN NeYeHU: AHTUTENA K

MUTOXOHAPUSIM (AMA), AHTUTENA K MUKPOCOMarnbHOM paKkumm NeYEHN 1 NOYEK
(aHTn-LKM), AHTuTEna k napueTanbHbiM (06KNaaoYHbIM) KNeTKaM Xenyaka,
AHTUTENa K MMajKMM MbllUaM, AHTUHYKNeapHbIi dhakTop Ha HEp-2-kneTkax IgG,
AHTUTENa K aHTUreHaM ayTOMMMYHHbIX 3a60neBaHuii neveHn (pacTBOpUMOMY
aHTUreHy nedyenun (SLA/LP), aHTuTena K unto30sbHOMY aHTureHy (LC-1),aHTuTena K
MUKpocoMaM nedeHu-novek 1 Tmna (LKM-1), aHtutena Kk mutoxoHapuam M2 (AMA-
M2), nnpyBaT-aekapbokcmMnaszHoMy KoMmnekcy MuToxoHapuii (PDC-M23E), aHTuTena
K aHTureHy Sp100, aHTuTena k aHtureHam PML n gp210) IgG (uMMyHO6n0T)

LinTonoruueckoe nccnenoBaHne MaskoB (COCKOBOB) C MOBEPXHOCTYU LLENKU MATKK
(Hapy>XHOro MaTOYHOrO 3€Ba) M LePBUKANIbHOTO KaHasa - OKpalLuMBaHue no

ManaHukonav (Pap-TecT)
XuakoctHas uuTonorus. ccnenoBaHue cockoba LENKU MaTKU U LIEPBUKANBHOMO

kaHana (okpalmBaHue no ManaHukonay)

[narHocTrka ny3bipHbIX 1epMaTo30B: AHTUTENa K AecMocoMaM Koxu IgG, AHTuTena
K anuaepManbHol 6asanbHoi MembpaHe I1gG
FISH - uccneposanune ans auddepeHunansHON AMarHOCTUKK

MMMmyHO610T npun nonumnosnte (Mi2b, Ku, Pm-Scl100, PM-Scl75, Jo-1, SRP, PL-7, PL-

12 EJ, 0J, Ro-52)

Onpepenexne HER2 cratyca onyxonu metogom FISH

[wnarHoctvka BocnanuTesibHbIX MVIOKap,Cl,VIOI'IaTVIl\/JI: AHTUTENa K MUTOXOHAPUAM

(AMA),AHTUTENa K Mmokapay IaG
CoBMeCTHOe onpefeneHne aHTUKEPATUHOBbLIX aHTUTEN U aHTUNEPUHYKIEAaPHOro

akTopa
Onpeapenenne HER2 ctaTtyca onyxonu metogom CISH

Onpepenenve MyTaumii reHa K-RAS

MaHenb aHTUTEN uMTonNasMbl HeTpodunos (AHLIA): ealiTiTena npotenHase-3,
MUWesnionepokcuaase, naktodepprHy, HenTpoduIbHOM anacTase, katencuty G, 6enky

BPI. k nu3ounmy
Onpepnenenvie MyTaumit reHa N-RAS

AHTUTENA K BHYTpPeHHeMy ¢akTopy KacTtna, IgG
doTodmkcaums (MNNICTPaUms 3akoHeHns n3obpaxeHneM rmcToorn4eckoro
npenapara)

AHTUTENA K OBapuasbHbIM (TEKaNbHBIM) aHTUreHaMm

doTOCKaHMpoBaHWe (M3roToBeHMe LUMhPOBOI KOMWK npenapaTa BbICOKOro
paspeLleHmns)

3190

940

4400

940

6 050

940

940

8 030

940

2210

3850

20 790

5500

20 790

2 200

2530

20 790

13 860

3740

13 860

2210

1850

1980

1850
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12-059

12-060

12-061

12-062

12-063

12-064

12-065

12-066

12-067

12-069

12-070

12-071

12-106

12-107

12-108

12-109

12-110

12-111

12-112

12-113

12-114

A08.30.049.000.
05
A08.30.046.003

A08.01.001

A08.06.002.002

A08.06.004

A08.03.002

A08.30.006

A27.30.008

A27.30.016

A27.30.017

A08.20.028.000.
02

A08.03.002.002

A08.30.013.002

A08.21.010.000.
01

A08.20.027.000.
02

A08.20.027.000.
03

A08.20.027.000.
04

A08.30.048.000.
02

A08.30.048.000.
03

A08.30.048.000.
04

A08.30.048.000.
05

[ononHuTtensHoe N3rotosneHne MyukponpenapaTtos (1 cTekno)

IMcTonormyeckoe UccnefoBaHNe 3HAOCKOMMYECKOro MaTepuana C BbisiB/IEHUEM
Helicobacter pylori

MMcTonormyeckoe uccnefoBaHne GuoncuiHoro (onepaumnoHHoro) Matepyana 1
rpynnbl (KOXHbIE U NOAKOXHbIE 06pa3oBaHus (1 nokanu3aums), MbileyHas TKaHb,
npuaaToyHble Nasyxy Hoca, MUHAANUHLI (NpY TOH3UNNMTAX), adeHoMAbl, dNynuabl,
FPbDKEBbIE MELLKW, XKENYHbIV NYy3blpb, CTEHKW PAHEBOro KaHasa, TKaHb CBULLEBOrO
X0[a W rpaHynsuum, aHeBpuaMa Cocyaa, BapUKO3HO-PACILMPEHHBIE BEHbI,
remoppounganbHbIe y3/bl, KUCTbl INYHMKA, aHaNbHAs TPeLmHa, anneHamKC)

IMcTonornyeckoe uccneaoBaHne buoncuitHoro (onepaLmMoHHOro) Matepuana 2
rpynnbl (MPVMAATKM MaTKKU, MOJIOYHAs XKele3a Npy CEKTOPasIbHOW pe3ekumu, fonm
LUIMTOBWAHON >XENE3bl, Y3/1bl MMOMbI MaTKU, TMMOY3/bl, CanbHUKM)

lMcTonoruyeckoe uccneaoBaHne 61MoncuinHoro (onepaumoHHoro) Mmatepuana 3
rpynnbl (npeactatenbHas xenesa (TYP u akToMus), Nerkoe, Xenyaok, MaTka
(3KCTMpNaumMst MaTkM C NpuaaTKamm), KULWEYHKUK, NoYka, MOMoYHas xenesa u
AIDVIUEe obraHbl U ODraHOKOMMEKChl MDY DaAUKaNbHbIX onenaumnax)
MMCTONOrMYeckoe nccneaoBaHne 6UoncmMiHoro (onepaunoHHoro) Matepuana 4

rpynnbl (LlEHTpasibHas HEPBHas CUCTEMA, KOCTHbIW MO3 M MaTepuan KOCTHOW TKaHM)

KoHcynbTaums 6uoncuitHoro (onepawumnoHHoro) Matepuana atoboi rpynnbl
CMOXHOCTK (MO FOTOBOMY MaTepuany, 1 cTekno)
OnpepgeneHve MyTaumn reHa BRAF B TkaHsix onyxonen

OnpepgeneHve MyTaumn reHa EGFR B TkaHsix onyxosei

OnpeneneHve nepecTpoitku reHa ALK npu pake nerkoro metoaom UrX

MIMMYHOLIMTOXMMMYECKOE MCCNIEA0BaHME COCKOBOB LUEKN MaTKK C ONpeaesieHUEM
6enka p16 u Ki 67

McTonornyeckoe nccneaoBaHne MyHKUMOHHOTO Matepuvana (neyeHb, Noyka,
MOJIOYHas Xenesa, WMTOBUAHAs XeNnesa U Apyrve opraHbl U TKaHu (3a
UCKJTIOUYEHMEM MaTepurana MHOroOoKyCHOM NYHKLMOHHOM 61oncumn npeacTaTeNbHOM
»xenesbl))

OnpepneneHne NporHoCTMYeckoro Mapkepa (1 aHTuTeno)

MIMMyHOIrMcToXMMMYEcKas AMarHoCTMKa onyxonu npeacratenbHoi xenesbl (Ck5,
P63, AMACR)

MMMYHOrMCTOXMMUYECKasi ANArHOCTMKa XPOHNYECKoro aHaomMeTputa (dasa
nponugepaumm)

MIMMyHOIrMCTOXMMMYECKas AMarHoCTMKa PeLenTOPHOro CTaTyca sHAoMeTpus (ctaams
CeKpeLunn) - CTaHaapTHoe

MIMMyHOrMCTOXMMMYECKast AMarHoCTKa peLenTopHOro ctaTyca sHAoOMeTpus (CTaaust
cekpeumn) - pacluMpeHHoe

MIMMYHOIrMCTOXMMMYECKOE NCCreAoBaHNE KIIMHUYECKOro MaTepuana (C
NCNo/b30BaHWEM 2 aHTUTEN)

MIMMYHOIrMCTOXMMMYECKOE NCCNIeA0BaHNE KIIMHMYECKOrO MaTepuana (C
NCMNONb30BaHNEM 3 aHTUTeN)

MIMMYHOMMCTOXMMUYECKOE UCCNeA0BaHNE KIIMHMYECKOro MaTepuana (c
UCMOMb30BaHUEM 4 aHTUTEN)

MIMMYHOMMCTOXMMUYECKOE UCCNeA0BaHNE KIIMHMYECKOro MaTepuana (c
UCMOMb30BaHUEM 5 aHTUTEN)

1960

2 860

2750

3080

3080

3080

1850

12 760

13 860

13 860

10 400

2750

9 350

10 450

12 650

11 360

13 830

8 690

10 450

12 980

16 500

98



12-115

12-116

12-117

12-118

12-119

12-120

12-121

12-122

12-123

12-124

12-125

12-126

12-127

12-128

12-129

12-130

12-131

12-132

12-133

12-134

12-135

12-136

12-137

12-138

12-140

12-141

12-142

12-143

12-144

A08.30.048.000.

06

A08.30.048.000.

07

A08.30.048.000.

08

A08.30.048.000.

09

A08.30.048.000.

10

A08.30.035

A08.30.050.000.

03

A08.30.050.000.

04

A08.30.050.000.

05

A08.30.050.000.

06

A08.20.028.000.

03
A08.30.004

A08.20.028.000.

05

A08.20.028.000.

06

A08.20.028.000.

07

A08.20.028.000.

08

A08.20.028.000.

09

A08.20.028.000.

10

A08.20.028.000.

11

A08.20.028.000.

12

A08.20.028.000.

13

A08.20.028.000.

14

A08.28.016.000.

01

A08.28.016.000.

02

A08.20.028.000.

16
A08.30.039

A08.30.035.001

A08.30.049.000.

06
A08.30.035.002

MIMMYHOIrMCTOXMMMYECKOE NCCNIeA0BaHNE KIIMHMYECKOrO MaTepuana (C
NCMNONb30BaHNEM 6 aHTUTeN)

MIMMYHOMMCTOXMMUYECKOE UCCNeA0BaHNE KIIMHMYECKOro MaTepuana (c
UCMOMb30BaHUEM 7 @HTUTEN)

MIMMYHOIrMCTOXMMMYECKOE NCCIIEA0BaHUE KIIMHMYECKOrO MaTepuana (C
NCMonb30BaHNeM 8 aHTuTen)

MIMMYHOIrMCTOXMMMYECKOE NCCIIEA0BaHNE KIIMHUYECKOrO MaTepuana (C
NCMonb30BaHNeM 9 aHTuTen)

MIMMYHOIrMCTOXMMMYECKOE NCCIIEA0BAHNE KIIMHMYECKOrO MaTepuana (C
ncnonb3osaHuem 10 aHTuten)

McToFISH aHanu3 Bcex crneunduyecknx abeppaumii Ha napaduHOBbIX cpe3ax
McToFISH aHanu3 nepectpoek reHa BCL-6 Ha napadMHOBbIX cpe3ax
McToFISH aHanu3 TpaHcnokaumm t(2;5)(p23;g35) Ha napaduHOBLIX cpe3ax
McToFISH aHanus t(11;14)(q13;932) Ha napaduHOBbLIX Cpe3ax

'McToFISH aHanu3 nepectpoek BCL2 reHa Ha napadunHOBLIX cpe3ax

Ki-mapkep nponudgepaT1BHON aKTUBHOCTM

MMMyHoUuMTOXMMMYECKOE nccnenoBaHne matepuana (1 mapkep) (kpome PTEN)
MMMyHoUMTOXMMUYECKOE MCCNeaoBaHne MaTtepuyana (2 mapkepa) (kpome PTEN)
NMMyHOUMTOXMMMYECKOE nccnenoBaHme Mmatepuana (3 Mmapkepa) (kpome PTEN)
MMMyHoUMTOXMMUYECKOE MUCCNeaoBaHne MaTepuyana (4 mapkepa) (kpome PTEN)
MMMyHOUMTOXMMMYECKOE nccnenoBaHme Mmatepuana (5 mapkepos) (kpome PTEN)

MMMyHoumTOXMMUYECKOE UCCneaoBaHne MaTtepuana (6 u 6onee mapkepoB) (Kpome
PTEN)

OnpeaeneHne HeonacTUYECKMX U3MeHeHUI aHaoMeTpus — PTEN

[wnarHoctuka xpoHu4yeckoro aHgomeTputa: CD20+, CD56+, CD138+, HLA-DR
OnpepneneHve npeamkTopa namMeHeHui sHgomeTpus PTEN, Ki-67

WccnepoBaHve peuenTUBHOCTU 3HAOMETPUS: PeLenTopbl K 3CTPOreHaM, peuenTopbl
K nporectepoHaM (B CTPOMe U xene3ax aHaomeTpus), Ki67 (uHaekc
nponmbepaTMBHOW akTUBHOCTU) (kpoMe PTEN)

WccnepoBaHve ayTOMMMYHHOMO Xapaktepa aHgoMetputa: HLA-DR

OnpeaeneHne pucka BO3HUKHOBEHMSI U HEBNAronpusiTHOro TeyeHns 3aboneBaHust
YypOTeNManbHOro paka Mo4eBoro ny3blps, onpeaenenune pléink4a B ocagke Moun

Onpepenenve untokepatMHa CK20 B ocagke Mouun
OnpegeneHve oHkonpoTenHa pl6ink4a
Onpepnenenue peuentopa PD-L1 B TkaHu onyxonun metogom UMX

XupgkocTHas uutonorus. ccnepoBaHnWe NyHKTATOB LWMTOBUMAHOM Xenesbl,
TexHonorua BD SurePath

[JononHuTenbHoe MrMcToXuMmnyeckoe OKpallnBaHune

XuakocTHas uuTonorus. iccnefoBaHue MyHKTATOB MOJTIOYMHOW XKenesbl, TEXHOIorUs
BD SurePath
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22 000

24 200

28 600

31350

9 580

9 580

9 580

9 580

9 580

8320

7 160

8320

9 470

11 320

12710

14 430

6 700

10 630

13 280

14 090

6 010

5780

5780

5780

13 750

1960

570

1960
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A08.30.046.000.
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A08.30.046.000.
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A08.30.046.000.
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A08.30.046.000.

24

A08.30.046.000.

25

A08.30.046.000.
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A08.30.046.000.

27
A08.30.006.010

A08.30.006.011

A08.30.006.012

A08.30.046.000.

28

Onpepnenenve MyTaumin B reHe C-KIT

Mmbpmamnsaums In Situ (FISH, CISH, SISH) - ¢ npumeHennem 1 30HAa
OnpegeneHve nepecTtpoiku reHa ROS1 B TkaHu onyxonun metogom UMX

IMcTonornyeckoe muccneaoBaHne buoncuitHoro (onepaLmMoHHOro) MaTepuana - 3a
oaMH parMeHT TKaHu

MMcTonorMyeckoe uccneaoBaHne acnmpaumMoHHOro 6UMONCUIHOrO MaTepuana
(KNeToYHbI 6510K), 1WT.

McnpasneHne 1 rotoBoro rucTtonormyeckoro MMkponpenapara (nepesakioyeHmne)
M3rotoeneHne 1 napacduHosoro 61oka

NcnpaeneHue (nepesanueBka) 1 rotoBoro napaguHosoro 6s10ka

M3rotoenenue ot 1 go 3 cpe3os ¢ 1 rotoBoro napacdumHosoro 6noka (6e3 okpackm)

OKpacka reMaToKCUIMHOM M 303MHOM MMCTOOMMYECKMX CPE3OB Ha 1
MMCTOMNOrMYECKOM MUKpOnpenapaTe

MaTonoroaHaToMM4yecKasl AMarHOCTUKa KOHCYNbTaTMBHOIrO MaTepuana (0auH
MUKponpenapar)

MpocMoTp 1 ckaHupoBaHue (oumdposka) 1 rotoBoro (rMCToNorMyecKkoro,
MMYHHOMMCTOXMMUYECKOrO, KY/bTypbl TKAHEN) npenapata
MIMMYHOIrMCTOXMMMYECKOE NCCNeAoBaHNE MaTepuana (04HOro Mapkepa)
mcTonornyeckoe uccnegoBaHve npenapaTta KOCTHOMO Mo3ra

'mcTonornyeckoe muccneaoBaHne: 063opHast okpacka reMaToKCU/IMHOM U 303MHOM
MMcTonornyeckoe nccneaoBaHme: okpacka NMKPodyKCMHOM No BaH-IM3oHy
McTonornyeckoe uccneaoBaHne: uMNperHauus cepebpom no MopaoH-Ceuty
mcTonornyeckoe uccneaoBaHue: PAS-peakumnsi ¢ 06paboTkoi cpesa avacTason

'McTonornyeckoe uccrnefoBaHue: BbisiIBIEHWE aMunonaa C OKpaCKOVI KoHro-pot n
nongapusaumoHHoeE nccnegoBsaHne

IMCTONOrMYECKOe UCCIeA0BaHME: BbIIBNIEHNE Xenesa no Mepncy
MMCTONOrMYeckoe UCCneaoBaHNe: OKpacka asypoM-303MHOM
I'mcTonornyeckoe nccnefoBaHune: okpacka no Limnto-HunbceHny
MMCTONOrMYeckoe UCcnesoBaHNe: okpacka no MPoKKoTY

MpoBoaka rMCToNorMyYeckoro MaTepuana

MpOCMOTP MMCTONOTrMYECKOr0/MIMMYHOTMCTOXMMUYECKOMO MaTepuarna (0aHOro

npenapata) (BTOpoe MHeHue)

CkaHupoBaHue (oumndpoBKa) roTOBOro rmcTo/IorMyeckoro npenapara C 3anucbio Ha
Moboi HoCcUTeNb UK coxpaHeHueM B obnake (1 npenapar)

Mopdonoruueckoe uccnefoBaHne 6UONCUMHOro MaTepuana Ans OHKOANArHOCTUKM
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9470
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570
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51
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53

Mopdonormnyeckoe nccneaoBaHMe Manoro onepaumMoHHOro Matepuana 4 850
OrpaHMYEHHOro TKaHblo 0aHOro opraHa (o 5 cM. ky6.) Ans OHKOANArHOCTUKK

Mopdonormnyeckoe nccneaoBaHme 60MbLLIONO ONepaLMoHHOro MaTepuana (npenapar 13 860
6onee 5 cM. ky6. n nMM@oy3nbl) AN OHKOANArHOCTUKN

Mopdonormyeckoe NccneaoBaHNe onepaLmMoHHOro MaTepvana cuMysibTaHHOM 18 480
onepaumu Ans1 OHKOAMArHOCTMKM

Mopdonormyeckoe nccneaoBaHne 6MONTaToB NPEACTATENbHOMN XeNe3bl 13 860
MmcTonornyeckoe nccnegoBaHne 3HAOCKONMYECKOro MaTepuyana (npocrtoe Ao 3-X 2 590
KyCOUKOB) MULLEBOAQ, Xenyaka, KUWKN, 6poHxa, ropTaHn, Tpaxen

'mcTonoruyeckoe uccneaoBaHve 3HAOCKONMYEcKoro Matepuana (nonun 6onee 2 cM) 3230
'McTonornyeckoe uccnegoBaHue sHAgockonuyeckoro matepuana XKT npu 7 850
BOCManuTeNbHbIX 3aboneBaHnax (kenyaok - MHorodokycHast buoncus, Bce

NoslyYyeHHble 0bpasLbl C OLEHKOW racTpuTa no knaccudmkaumm OLGA 2010;

KULLEYHUK - CTaHAApTHas MHOrohoKycHas 6uoncumst npu BoCnanuTesbHbIX

3aboneBaHusx, Bce NosydeHHble 06pasLbl)

MynbTudokanbHas uoncus xenyaka ¢ oLueHKol no knaccudgumkaumm OLGA ¢ 8 090
BbisiBneHneM Helicobacter pylori

MMCTONOrMYeckoe UccneaoBaHne MynbTMoKanbHOM BUONCUM KULLEYHMKA 3740
MMcTonornyeckoe uccrefoBaHne 3HAOCKONMYECKOro MaTepuana C BblBlIEHNEM 2 590
Helicobacter pylori 3a cnyyait

McTonoruyeckoe uccneaoBaHne 6UONCUMNHOro MaTepuana nosnocTu pTa, A3biKa, 2590
HOCOr/IOTKM, CIIIOHHBIX Xene3

IMcTonornyeckoe uccneaoBaHne 6UONCMMHOro MaTtepuana MoYEBLIBOASLLMX MyTeN 2 590
IMCTONOrMYECKoe UCCNeaoBaHme MSrkMX TKaHel MblleYHON o0bnacTm 2 590
MMMCTONOrMYeckoe UCcnefoBaHNe nannenb-6moncum sHaoMeTpus 2 590
rMcTonoruyeckoe nccneaoBaHne 6MONCMMHOro MaTepuana audyex 2 590
MCTONOrMYECKOe UCCel0BaHNE MaTepUana LWeKN MaTkK1, Bnaranuila 2 590
IMcTonornyeckoe uccneaoBaHne 6UONCMMHOro MaTepuana TKaHu 3abpHOLLMHHOMO 2 590
NpOCTPaHCTBa

rMcTonornyeckoe uccneaoBaHne 6UONCMMHOro MaTepuana TKaHel cycTaBa 2 590
MMcTonormyeckoe uccneaoBaHme 6UONCUNHONO MaTepuana KocTel (U XpsiLLeBou 4620
TKaHW)

IMcTonorMyeckoe uccneaoBaHne 6MoncMinHoro Matepuana nMMdoysnos 4 620
cTonornyeckoe nccnegosaHve TKaHW KOCTHOMO Mo3ra 9470
IMcTonorMyeckoe uccneaoBaHne MyHKLUMOHHOM 61oncum neyeHm 2750
IMcTonormyeckoe UccnefoBaHne MyHKUMOHHOW Buoncum novex 2 590
IMcTonorMyeckoe UccneaoBaHmne MyHKLUMOHHON BUMOMNCMN MOMOYHON Xenesbl 3950
IMcTonornyeckoe muccneaoBaHne MNyHKLUMOHHON BUoncum apyrux opraHoB M TKaHen 2 590
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A08.30.046.000.

55

A08.30.046.000.

56

A08.30.046.000.

58

A08.30.046.000.

59

A08.30.046.000.

60

A08.30.046.000.

61

A08.30.046.000.

62

A08.30.046.000.

63
A08.30.013.004

A08.30.013.005

A08.30.013.006

A08.30.013.007

A08.30.013.008

A08.30.013.009

A08.30.013.010

A08.30.013.011

A08.30.013.012

A08.30.013.013

A08.30.013.014

A08.30.013.015

rMCTONOrMUYecKoe UCCieAoBaHNe onepaLmroHHOro MaTepuana (aHanbHas TpewmHa,
TPbKEBbLIE MELLKW, XXENYHbIV My3blpb, CTEHKA PAHEBOro KaHasna, TKaHb CBULLEBOIO
XO[a U rpaHynaLmMmM, anneHamKe)

I'mcTonornyeckoe uccneaoBaHne onepaunMoHHOro Matepuana (MpUAATOYHbIX Nasyx
HOCa, aHeBp13Ma cocyaa, cepaue (MMoKapa, Nepukapa, aHAoKapaa, onyxosm
CPEAOCTEHMS], COCYAMCTON CTEHKW), BAPUKO3HO paclLUMpEHHbIE BEHbI,
remoppounaasnbHble y3/ibl, MUHAANMHbI (MPYU TOH3WIMTAX), aAeHOMAbI, SNynabl,
KUCTbI IMYHMKA)

mcTonornyeckoe nccnegoBaHve onepaumoHHOro Matepvana (npeacrartenbHas
xenesa (TYP v 3KToMUS), NErkuX, XeNnyaka, KULWEYHMKa, NoYeK, MOJIOYHOW XKeNesbl,
MaTKu C npuaaTkammn u gpyrmx opraHoB 6e3 numdoysnos (canbHuKa)

FMCTONOrMYecKoe UccieaoBaHye KpynHoro onepaumMoHHOro MaTepuana,
MOMYYEHHOTO NPU XMPYPruueckux BMeLLaTenbCTBax (0aMH opraH + uMdaTmyeckue
Y3/1bl, OPraHOKOMI/EKC)

MMCTONOrMUYeCKoe UCCNeAoBaHNe Nocse NPoCTaT3KTOMUK
MMCTONOrMYecKoe UCCeoBaHNE OMNepaLIMOHHOMO MaTepuana (Cockobbl

LiepBMKaIbHOrO KaHarsa, cockobbl NOIOCTM MaTKK)

I'mcTonornyeckoe uccneaoBaHmne onepaunMoHHOro MaTepurasna nocie BbickabnmeBaHus
NoJsiIoCTM MaTKuW/3aMepLuasi/ Hepa3BuBatoLwwascs 6epeMeHHOCTb

mcTonornyeckoe nccneaoBaHve naaueHTbl
MMmMyHoructoxmmmueckoe nccnegosanue (1 UMX, antureno PD-L1)
NMMyHoructoxmmmnyeckoe uccnegosanme (1 UrX, aHtureno HER2)
MmmMyHoructoxmmmueckoe nccnegosanue (1 UMX,antuteno ALK)
MMMyHormcroxmmmnyeckoe nccnegosanme (1 UMX, aHtureno ROS1)

MMMYHOrMCTOXMMUYECKOE UCCNIeA0BaHNE: peLenTopbl comatocTtatmHa 2A u 5 Tunos
(SSTR 2A, 5)

MIMMyHOIrMCTOXMMMYECKas AMArHOCTMKa PELIENTOPHOMO CTaTyca paka MOJIOYHOM
xenesbl (PR, ER, ki67, Her2 neu)

MIMMyHOIrMcTOXMMMYECKas AMarHoCTMKa onyxonu npeacratenbHoi xenesbl (Ck5,
P63, AMACR)

WccnepoBaHne MUKpocaTenIMTHOM HecTabunbHocTu (MSI) metogom UMX (MSH2,
MSH6, PMS2, MLH1)

MIMMYHOMMCTOXMMMUYECKOE UCCNeA0BaHNE KIIMHMYECKOro MaTepuana (c
UCMoNb30BaHneM 1 aHTuTena)

MIMMYHOIrMCTOXMMMYECKOE NCCNIeA0BaHUE KIIMHMYECKOrO MaTepuana (C
NCMNONb30BaHNEM 2 aHTUTeN)

MIMMYHOIrMCTOXMMMYECKOE NCCNeA0BaHUE KIIMHMYECKOrO MaTepuana (C
NCMNONb30BaHNEM 3 aHTUTeN)

MIMMYHOMMCTOXMMMUYECKOE UCCNeA0BaHNE KIMHMYECKOro MaTepuana (c
UCMOMb30BaHUEM 4 aHTUTEN)

2590

2590

10 400

13 860

17 330

2590

10 120

10 120

5050

5050

5050

5050

10 630

11 970

13 590

11 970

5050

8 470

9530

12 350
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12-261

12-262

12-263

12-264

12-268

12-269

12-270

12-271

12-273

12-275

12-276

12-277

12-278

12-279

12-280

12-281

12-282

12-283

12-284

12-285

12-286

12-287

A08.30.013.016

A08.30.013.017

A08.30.013.018

A08.30.013.019

A08.30.013.020

A08.30.013.021

A08.30.013.025

A08.30.013.026

A08.30.013.027

A08.30.013.028

A08.30.035.005

A08.30.006.014

A08.30.013.029

A08.30.006.015

A08.30.006.016

A08.30.006.017

A08.30.013.030

A08.30.013.031

A08.30.013.032

A08.30.013.033

A08.30.013.034

A08.30.013.035

A08.30.013.036

A08.30.013.005

MIMMYHOMMCTOXMMUYECKOE UCCNeA0BaHNE KIIMHMYECKOro MaTepuana (c
UCMOMb30BaHUEM 5 aHTUTEN)

MIMMYHOIrMCTOXMMMYECKOE NCCNIEA0BaHNE KIIMHMYECKOrO MaTepuana (C
NCMONb30BaHNEM 6 aHTUTeN)

MIMMYHOMMCTOXMMUYECKOE UCCNeA0BaHNE KIIMHMYECKOro MaTepuana (c
UCMOMb30BaHUEM 7 @HTUTEN)

MIMMYHOIrMCTOXMMMYECKOE NCCIIEA0BaHNE KIIMHUYECKOrO MaTepuana (C
NCMonb30BaHNeM 8 aHTuTen)

MIMMYHOIrMCTOXMMMYECKOE NCCIIEA0BAHNE KIIMHMYECKOrO MaTepuana (C
NCMonb30BaHNeM 9 aHTuTen)

MIMMYHOIrMCTOXMMMYECKOE NCCIIeA0BaHNE KIIMHMYECKOrO MaTepuana (C
ncrnonb3osaHuem 10 aHtuten)

MIMMyHOrMCTOXMMMYECKast AMarHOCTMKa XpoHMYeckoro aHaoMeTputa (dasa
nponudepaumn) CD20, CD138, CD56, HLA-DR

MNMMYHOrMCTOXMMUYECKOE UCCreloBaHWe onpeaeneHns peuenTMBHOCTU SHAOMETPUS

(andd. anarHocTmka xpoHuyeckoro sHaomeTpuTta, CD16, CD20, CD138, CD56, HLA-
DR)

MIMMYHOIrMCTOXMMMYECKOE NCCNIEA0BAHNE PELIENTUBHOCTU SHAOMETPUS (OKHO
uMnnaHTaumm, ER, PgR, CD56, CD138, LIF, noacyeT kon-Ba NMHOMOAMI)

MIMMYHOIrMCTOXMMMYECKas AMarHOCTMKa PeLenTOpHOro cTaTyca sHAoOMeTpus (ctaamst
cekpeuun) - ctaHaapTHoe MporectepoH, dctporeH, CD138, CD56
Mbpuamnsaums In Situ (FISH) - ¢ npuMeHeHueM 1 3oHaa

KoHcynbTauus buoncuitHoro (onepaumroHHOro) Matepuyasna 6ol rpynnb
CNOXHOCTK (MO rOTOBOMY MaTepuany, 1 cTekno)

MepecmoTp nepeg UMX (6e3 BbiIHECEHWUS 3aKOYEHUS, ANS ONpeaeneHns
BO3MOXHOCTU NocTaHoBkM UIMX peakuuy 1 Ha3HayeHust naHenm)
MNepe3anuBka 6n0ka C U3roToBNEHMEM OAHOIrO MCTONOMMYECKOro CTeks1a
[opeska 13 BHOBb U3rotoBneHHoro 6noka (nocne ycnyru 12-277)
®doTockaHMpoBaHUWe (M3roToBMEHWE LdPOBOI KONMM NpenapaTa BbiCOKOro
paspeLleHuns) C NpeaoCcTaBieHneM A0CTyNa K M306paXkeHno NoCpeacTBoM
nnatdopTsl Digital Pathology

McToxmmmnyeckas okpacka PAS (3a cTekno)

MMcToXMMMYecKas okpacka ANbLIMaHOBLIW CUHUIA (3a CTEKNO)
MMcToxmMmnyeckas okpacka no 'mmsa (3a CTeksno)

MmcToxuMmnyeckas okpacka no Lunb-HunbceHy (3a cTekno)
McTOoXMMMYecKkas okpacKka KOHIo KpacHbIM (3a CTEK0)

MmcToxmmmnyeckas okpacka no BaH-IM3oHy (3a cTekno)

FMcToxmMmnyeckas okpacka no MpokKoTy (3a CTekno)

MonekynsipHO-reHeETUYEeCKOe UCCeoBaHne KONUHOCTY reHa ERBB2 (cTaTyct
HER2/neu) B TkaHEBOM MaTepuane

14 710

17 660

20010

23 540

27 070

29 430

9470

11 320

11 320

9 470

25410

2590

2210

1270

570

570

690

690

690

690

2 080

690

690

6 010
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15-002
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15-007

15-008

A27.30.018.002

A27.30.017

A27.30.018

A27.30.058

A27.30.051

A27.30.052

A27.30.057

A27.30.006.001

A27.30.007.001

A27.30.016.001

A27.30.008

A27.30.012.001

A27.30.013

A27.30.018.003

A27.30.114

A27.30.115
A27.30.116

A09.05.035.000.

01

A27.30.117

A09.05.035.000
02

A08.30.035.007

A09.05.035.000
04

A09.05.035.000
13

A09.05.035.000
05

A09.05.035.000
06

A09.05.035.000
21

MoneKynsipHO-reHeTUYECKOe UCCneaoBaHme TpaHcnokaunii EML4-ALK, ROS1 u
MyTauuit B reHe MET npu pake N1erkoro

MoneKynsipHO-reHETUYECKOE UCCIIEA0BaHNE TpaHcoKaLUui reHa ALK
(HeMenKoK/IEeTOUHbIV PaK JIerkoro)

MonekynsipHO-reHeTMYeCcKoe UCCIe0BaHNE TpaHCnokaumii reHa ROS1
(HeMenKoKNeToYHbIM pak NIerkoro)

MoneKynsipHO-reHETUYECKOe UCCNe0BaHNe TpaHciokaumm Ip/19q B 6uoncuitHoM
(onepaunoHHOM) MaTepuane

MoneKkynsipHO-reHETUYECKOE MUCCNeloBaHNe MyTaumii B reHe IDH1 B 6uoncuitHoM
(onepaunoHHOM) MaTepuane

MoneKkynsipHO-reHETUYECKOE MUCCeloBaHne MyTaumin B reHe IDH2 B 6uoncuiiHoM
(onepaunoHHOM) MaTepuane

OnpepneneHne METUNNPOBaHMS reHa MGMT B 6MoncuitHoM (onepaLmMoHHOM)
Matepvane
BbisiBneHve MyTaumii reHa KRAS B TKaHsIX onyxonei

BbisiBneHve MyTaumii reHa NRAS B TKaHsiIX onyxonei

BbisiBneHve MyTaumii reHa EGFR B TkaHsIx onyxosnei

BbisiBneHve MyTaumii reHa BRAF B TkaHsix onyxonei

BbisiBneHve MyTaumii reHa c-KIT B TKaHsIX onyxonei

BbisiBneHve MyTaumii reHa PDGFRa B TkaHsix onyxonei
BbisBneHve MyTaumii reHa MET B TKaHsSX onyxonei
BbisiBneHve MyTaumii reHa PIK3CA B TkaHsix onyxonei
BbisBneHne Mytaumii reHa POLE B TKaHAX onyxosnen
BbisiBneHve MyTaumii reHa TERT B TkaHsIX onyxonei

Banbnpoesas kucnota

OueHka ypoBHs akcnpeccun PDL1

. Kapbama3zenuH

FEHOTVIFIVIpOBaHVIe MVIKpOCETEJ'IJ'IVITHOI\/'I HeCTabunbHOCTM B BUOMNCUIAHOM MaTtepuana

(MSI)

. ®eHobapbutan

. AndeHnH

. Tonupamat

. JTaMOTpnaXuH

. AurokcuH

7 850

6 700

6 700

7 160

7 850

7 850

7 850

5 540

5 540

5 540

5 540

5 540

5 540

5540

7 390

6 010

6 010

1470

6 700

2310

3850

2310

2310

2310

2310

2310

104



15-009

15-011

15-012

15-013

15-014

15-015

15-016

15-017

15-018

15-019

15-020

15-021

15-022

15-023

15-024

15-025

15-026

15-027

15-028

15-030

15-031

15-032

15-033

15-034

15-035

15-036

15-037

15-038

15-039

A09.05.035.000.

12

A09.05.035.000.

07

A09.05.035.000.

08

A09.05.035.000.

11

A09.05.035.000.

22

A09.05.035.000.

14

A09.05.035.000.

15

A09.05.035.000.

23

A09.05.035.000.

24

A09.05.035.000.

25

A09.05.035.000.

26

A09.05.035.000.

16

A09.05.035.000.

10

A09.05.035.000.

27

A09.05.035.000.

17

A09.05.035.000.

18

A09.05.035.000.

19

A09.05.035.000.

20

A09.05.035.000.

09

A09.05.035.000.

28

A09.05.035.000.

03
A09.06.001

A09.05.035.000.

29

A09.05.035.000.

30

A09.05.035.000.

31
A09.05.035

A09.05.035.000.

33

A09.05.035.000.

34

A09.05.035.000.

35

TeodwmnnuH

JleBeTnpauetam

JInzoapeH

PucnepuaoH

OnaH3anuH

MNapokceTuH

Apununpason

3unpacmaoH

ScuuTanonpam

KBeTnanuH

LiuTanonpam

CepTpanvH

MwupTaszanuH
dnekanHng
KnoHazenam
lranonepuagon
®nyOKCETUH
[JynokceTvH
Oxkckap6asenuH
ManunepunaoH
Takponumyc
LinknocnopuH
3BEPONNMYC
Cuponnmyc
MeToTpekcaT
AMUKaUNH
BaHKOMULINH
[eHTaMUumH

AueTamuHodeH (napaueTtamon)

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

2310

105



15-040

15-041

15-042

15-043

16-001

16-017

16-018

17-001

17-003

17-004

17-005

17-006

17-007

17-031

17-032

17-033

17-034

17-035

17-036

18-001

18-002

18-003

18-004

18-005

18-006

18-007

A09.05.035.000.

36

A09.05.035.000.

37

A09.05.035.000.

38

A09.05.035.000.

39
A08.30.029.002

A12.05.129.000.

01

A27.05.156.000.

01
B03.045.031

B03.045.026

B03.019.028.00
0.02

B03.019.027.00
4

B03.019.027.00
3
B03.019.027.00
4.01

B03.019.027.00
3.01

B03.045.027

B03.019.030.00
0.02

B03.019.027.00
2
B03.019.027.00
2.01

B03.019.031.00
0.01

A27.05.040.000.

01

A27.05.040.000.

02

A27.05.040.000.

03
A27.05.006

A27.05.040.000.

04

A27.05.045.000.

01

A27.05.026.000.

01

MpokanHamung

Canuuunoas kucnota (canuumnatel, canuumnamma)
TobpamuumH

XuHnauH

WccnepoBaHmne kapnotuna (KOSIMYECTBEHHBIE U CTPYKTYPHbIE aHOMaIMM XpOMOCOM)
no nuMdouuTam nepudepuyeckoin Kposu (1 yenoBek)

WccnepoBaHue kapuoTuna abopTUBHOMO MaTepuana MONeKyIsipHbIMU METOAaMM C
1CCNeaoBaHNEM MUKPOCTPYKTYPHBIX @aHOMasnii XpOMOCOM

WccnenoBaHne MUKpoAeneLmii 1 MUKpoAYynMKaLmii XxpoOMOCOM

leHEeTMYECKOE YCTaHOBJIEHWE OTLOBCTBA/MaTEPMHCTBA (2 YUYaCTHUKA: pebeHoK U
npeanosaraeMblii poanTESb)

eHeTnYeckoe yCcTaHOB/IEHNE OTLOBCTBa/MaTepMHCTBaA (3 yvacTHUKA: pebeHoK,
6€3yCNOBHBbIV poauTeNb, NPeAnonaraeMbii poauTerb)

[JononHuTtenbHbIiA yyacTHuk K 17-001 nnm 17-003 (pebeHok unu npeanonaraembii
poauTenb)

leHeTUYeckoe YCTaHOB/IEHME POACTBA MO XEHCKON TMHUM Npy Nto60oi AasibHOCTY
poacTea, MTAHK (2 yyacTHUKa: npeanonaraeMble poACTBEHHUKM MO XKEHCKOM

NHUW, Nuua ntoboro nona: 6patbs. CECTDLI MO MaTeEDU U T.4.)
leHeTUYECKOEe YCTaHOB/EHWE POACTBA MO MYXXCKOMU JIMHWUM, TECTUPOBaHMWE Y-

XDOMOCOMbI (2 YYacTHMKA)
[ononHUTeNbHbIA yYacTHMK k 17-005

[ononHUTENbHBIA YYacTHMK Kk 17-006

leHeTMuYeckoe ycTaHoBneHMe 6nnskoro poacTtea (asas/TeTs -
nneMsiHHUK/NnemMsHHMLA; 6abylka/aeaylika - BHyK/BHy4dKa; 6paT/cectpa -
6paTt/cectpa)

[lONONHUTENbHBIN YYaCTHUK K 17-032, ¢ KOTOPbIM AOMKEH BbITb paccumTaH MHAEKC
poacTsa

leHeTMYeCckoe yCTaHOBMEHWE POACTBA, TECTUPOBaHNE X-XpOMOCOMbI (2
Y4YacTHMKA:6abyllKka No IMHUM OTLA — BHYYKa, CBOAHbIE CECTPbI MO OTLLY)
[oNoMHUTENBHBINA YYaCTHWUK UCCrieaoBaHus K 17-034

[HK-npodununposaxune, 25 mapkepos (1 yenosek)

l'eH paka MonoyHoi xenesbl 1 (BRCA1). Boisienenne MyTaumm 185delAG
(HapylueHue CTPYKTYDbI 6eska)

l'eH paka Mono4Hom xenesbl 1 (BRCA1). BoisBneHne MyTtaumm 4153delA (HapylueHue
CTPYKTYDbI 6eska)

l'eH paka Mosio4Hoi xenesbl 1 (BRCA1). Boisnenne MyTauum 5382insC (HapylueHue
CTDYKTYDbI 6enka)

NHrmbuTop aktuBaTopa nnasmuHoreHa (SERPINE1). BeissneHne mytauum 5G(-
675)4G (perynsTopHas 06nacTb reHa)

l'eH paka MosnoyHoi xenesbl 2 (BRCA2). BoisBneHne MyTaunm 6174delT (HapylieHune
CTDYKTYDbI 6enka)

Lintoxpom P450, cemelicTBo 2, cybcemeiicteo C, nonnnentua 9 (CYP2C9).
BbisiBneHve Mytaummn A1075C (Ile359Leu)

l'eH nHTepneiknHa 28B, II knacc UMTOKMHOBbLIX pelienTopoB (IL28B). BhisiBneHue
MyTaummn 0.39738787C>T (rs12979860, perynsatopHas 061acTb reHa)

2310

2310

2310

2310

7 700

15 400

6 600

16 500

19 800

5500

25 300

16 500

13 200

6 600

20 900

6 600

14 300

5500

5500

800

860

860

860

860

920

1030

106



18-008

18-009

18-010

18-012

18-013

18-014

18-016

18-018

18-019

18-021

18-022

18-023

18-025

18-026

18-027

18-029

18-030

18-031

18-032

18-033

18-034

18-035

18-039

18-044

18-079

18-080

18-081

18-082

18-083

18-086

18-087

18-093

18-113

18-114

A27.05.062.000.

01

A27.05.063.000.

01

A27.05.064.000.

01

A27.05.066.000.

01

A27.05.067.000.

01

A27.05.068.000.

01

A27.05.070.000.

01

A27.05.045.000.

02
A27.05.003

A27.05.073.000.

01

A27.05.074.000.

01
A27.05.004

A27.05.076.000.

01

A27.05.077.000.

01

A27.05.078.000.

01

A27.05.080.000.

01
A27.05.018

A27.05.002

A27.05.031.000.

01

A27.05.031.000.

02
A27.05.030

A27.05.081.000.

01

A27.05.083.000.

01

A27.05.088.000.

01

A27.30.103.000.

05

A27.30.103.000.

06

A27.05.040.000.

07

A27.05.040.000.

08

A27.05.026.000.

02

A27.05.115.000.

01

A27.05.116.000.

01

A27.05.121.000.

01

A27.05.133.000.

01

A27.05.134.000.

01

MeTtunenTeTparngpocdonatpeaykrtasa (MTHFR). Boisenernve mytauum A1298C
(Glu429Ala)
MeTuoHuHcnHTasa (MTR). Boisnenne mytauum A2756G (Asp919Gly)

MeTnoHMH-cnHTa3a-peaykTasa (MTRR). BoisBneHve mytaunm A66G (Ile22Met)
AHrvnoteHsumHoreH (AGT). BoisiBneHue mytauum C521T (Thr174Met)

F'eH MCM6. UccnepoBaHue reHeTnyeckoro mapkepa C(-13910)T (perynstopHas
obnactb reHa LAC)

AnbaoctepoH cuHTasa (CYP11B2). BoisisneHve mytaumm C(-344)T (perynatopHast
obnacrtb reHa)

ButamuH K - peayktasa (VKORC1). BeisiBneHne mytaumm G(-1639)A (perynatopHas
obnactb reHa)

Lintoxpom P450, cemelicTtBo 2, cybcemeiicteo C, nonnnentua 9 (CYP2C9).
BbisiBneHve MyTtaumm C430T (Arg144Cys)

MeTtunenTeTparngpodonatpeaykrtasa (MTHFR). BoiseneHne myTtauun C677T
(Ala222Val)

WHTerpuH anbda-2 (rnnkonpoteunH la/Ila Tpombountos) (ITGA2). BeisBneHune
MyTaummn C807T (HapyLleHne cnHTe3a benka)

MyaHWH HyKneoTuacBsA3bIBaoWwmMi 6enok 6eta-3 (GNB3). BeisiBneHne myTtaumm C825T
(Ser275Ser)

®unbpuHoreH, 6eta-nonunentua (FGB). Boisnenne mytauum G(-455)A
(perynsTopHasi o6nacTb reHa)

®dakTop ceepTbiBaeMocTv kposn 13, cybbeamHuua Al (F13A1). BoisBneHne MmyTauum
G103T (Val34Leu)

dakTop ceepTbiBaeMocT kposu 7 (F7). BoisieneHne mytaummn G10976A (Arg353GIn)

AnayumH 1 (anbda) (ADD1). BeisiBnenne mytaummn G1378T (Gly460Trp)

PeuenTop aHrnoteHsuHa II BToporo Tvna (AGTR2). BeisBneHue myTtaumnm G1675A
(perynsTopHasi 06nacTb reHa)
®akTop ceepTbiBaeMocTn kposu 5 (F5). BeissBnenve mytauum G1691A (Arg506Gin)

dakTop CBEpPTLIBAEMOCTU KPOBU 2, NPOTPOMOUH (F2). BoisiBneHne myTtaummn G20210A
(perynatopHas 06nacTb reHa)

DHAOoTennanbHas cuHTasa okcuaa asota (NOS3). BeisiBnenne mytaumm G894T
(Glu298Asp)

SHpoTennanbHas cuHTasa okcnga asota (NOS3). Buisnenne mytaumm T(-786)C
(perynatopHas 06nacTb reHa)

NHTerpun 6eta-3 (beta-cybbeanHnua peuentopa gpubprHoreHa TpoM60LMTOB)
(ITGB3). BbisBneHune mytaumm T1565C (Leu59Pro)

AHrnoteHsmHoreH (AGT). BbiseneHune mytaumm T704C (Met235Thr)

O6nactb daktopa aszoocnepmum (Locus AFR). BoisiBneHve mytaumn del AZFa, AZFb,
AZFc (MHOXECTBEHHbIE U3MEHEHWNS B PErynsauUMmn CMHTE3a U CTPYKType 6enkoB)
PeuenTop aHrnotensuHa 1 (AGTR1). BoisiBneHve mytaummn A1166C (perynstopHas
06nacTb reHa)

l'eH paka MonoyHom xenesbl 1 (BRCA1). BoiseneHue mytaumm 3819delGTAAA
(HapyLleHue CTPYKTYDbI 6esKka)

l'eH paka MonoyHoi xenesbl 1 (BRCAL). BoisBneHve myTtaumn 3875delGTCT
(HapyLeHne CTPYKTYDbI 6enka)

l'eH paka MonouHom xenesbl 1 (BRCA1). BoiseneHue mytaumm T300G (HapylieHue
dbyHkuMM benka)

l'eH paka MonoyHoi xenesbl 1 (BRCAL). Boisenenve MyTtaumm 2080delA (HapylweHve
CTDYKTYDbI 6ernka)

l'eH uHTepnelikuHa 28B, II knacc uMTokMHOBLIX peuenTopoB (IL28B). BeisBneHue
MyTaummn 9.39743165T>G (rs8099917, perynatopHas 06nactb reHa)

[narHoctuka uenvakum (tunuposaHme HLA DQ2/DQ8)

TunupoBaHue reHoB rmcrocoBMecTuMocTun Yenoseka (HLA) II knacca: DRB1, DQA1,
DOB1
XpoHuyeckuin muenonelikos. FISH aHanu3 xumepHoro reHa BCR/ABL

FISH aHanu3 geneuvu 12p

FISH aHanu3 geneunn 20q

920

920

920

800

1600

800

800

920

880

880

880

880

880

880

880

880

880

880

880

880

880

880

1030

880

880

880

880

880

1100

5500

7030

8 090

8 090

8 090
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18-115

18-116

18-117

18-118

18-119

18-120

18-121

18-122

18-123

18-124

18-125

18-126

18-127

18-128

18-129

18-130

18-131

18-132

18-133

18-136

18-137

18-138

18-139

42-090

19-001

19-009

19-010

19-011

19-012

19-013

19-016

19-017

19-018

19-019

A27.05.135.000.

01

A27.05.136.000.

01

A27.05.137.000.

01

A27.05.138.000.

01

A27.05.139.000.

01

A27.05.140.000.

01

A27.05.141.000.

01

A27.05.142.000.

01

A27.05.143.000.

01

A27.05.144.000.

01

A27.05.145.000.

01

A27.05.146.000.

01

A27.05.147.000.

01

A27.05.148.000.

01

A27.05.149.000.

01

A27.05.150.000.

01

A27.05.151.000.

01

A27.05.152.000.

01

A27.05.153.000.

01

A27.05.123.000.

01

A27.30.173.000.

01

A27.05.155.000.

01

A27.05.157.000.

01
A27.30.121

B03.036.001.00
0.01
B03.036.001.00
0.02
B03.036.001.00
0.04
A09.05.036.008

B03.036.001.00
0.08
B03.036.001.00
0.10
B03.036.001.00
0.12
B03.036.001.00
0.13
B03.036.001.00
0.14
B03.036.001.00
0.15

FISH aHanu3 geneuwun TP53 reHa

FISH aHanu3 moHocomumn, geneumn 13 xpomocombl—(del(13),-13)

FISH aHann3 nepectpoek 3q

FISH aHanu3 nepectpoek 5 XpoMOCOMbI

FISH aHanus nepectpoek 7 XpOMOCOMbI

FISH aHanu3 nepectpoek ATM reHa

FISH aHanns nepectpoek BCL2 reHa
(t(14:18)(a32:a21)t(2:18)(p11;a21)t(18:22)(a21:a11))

FISH aHanus nepectpoek IGH reHa

FISH aHanu3 nepectpoek MLL reHa

FISH aHanu3 nepectpoek MYC reHa (t(8;14)(q24;932)t(2;8)(p11;q24)t(8
:22)(a24:011))

FISH aHanm3 nepecrpoek reHa PDGFR?

FISH aHanu3 nepectpoek reHa PDGFR?

FISH aHanu3 nepectpoek reHa BCL-6 (der(3)(q27))

FISH aHanu3 TpaHcnokauum t(11;14)(q13;932)

FISH ananus tpaHcnokauum t(11;18)(q21;921)

FISH aHanu3 TpaHcnokauum t(14;16)(IGH/MAFB)

FISH aHanm3 tpaHcnokauum t(2;5)(p23;q35)

FISH aHanu3 TpaHcnokauwm t(4;14)(p16;q32)

FISH aHann3 tpucommum 12 xpomocomsl (+12)

TunuposaHue HLA-B51 ans guarHoctvkm 6onesHn bexyeta

MoneKkynsipHas AMarHocTvka paka npeacratensHou xenessl (PCA3)
OnpepaeneHve ymcna Konui unm oTcyTcTBust reHa PMP22 npu 6onestu Lapko-Mapu-
TyTa ¥ HaCNeACTBEHHOW HEMPONATM C NOABEMKEHHOCTLIO Napaanyy OT CAABNEHMUS
BoisiBnenne mytaumm 1100delC n IVS2+1G>A B reHe CHEK2

FeHoTMNupoBaHue reHa PNPLA3 npy HeasikorosbHOM XXMPOBOV 60/1€3HM NeYeHn
CKpPUHMHIroBOE MCCNeaoBaHne Ha NpPeaMeT Hannynst HapKOTUYECKMX, MCUXOTPOMHbIX,
CUNbHOAEWCTBYIOLIMX BELLECTB U UX MeTabonnToB

OnpeneneHne HapKOTUYECKMX, NCUXOTPOMHbIX U CUIbHOAENCTBYIOLLMX BELLECTB B
BOJIOCaX WM HOITAX (MpPeaBapuTESbHbIA M NOATBEDXXAAOLWMMN TECTbI)
OnpeaeneHne HapKOTUYECKUX, NCUXOTPOMHbIX M CUIIbHOAEWCTBYIOLLMX BELLECTB B
KPOBM Unn MoYe (NpeaBapuTeSbHbIM U NOATBEDXKAAOLINIA TECTbI)

OnpepgeneHve ypoBHS 3TUOBOMO a/IKOross, KONMMYECTBEHHO (KpOBb, MOYa)
OnpepeneHne Hannuus CypporaToB anKkoros, NeTy4mx TOKCMYECKMX BeLLEeCTB M
KOMMOHEHTOB TEXHUYECKOW XXMAKOCTW, Ka4eCTBEHHO (KPOBb, MOYa)
OnpegeneHne HUKOTUHA M ero metTabonuTta (KOTUHMH) B MO4Ye

CKpPUHMHIroBOE MCCneaoBaHne MOYM Ha NpeaMeT Hamums HAPKOTUYECKUX BELLECTB
n ux MetabonuToB (MopduH, MeTaMdeTaMMH, KOKavH, MapuxyaHa)

AHanus Moun "BpeaHble NpUBbLIYKU": ankorosib, HUKOTUH, NCUXOTPOMHbIE U
HapKOTUYeCKue BellecTBa, NMCUXOAKTUBHbIE /IeKapCTBEHHbIE BeLLeCTBa
OnpepeneHne HUKOTUHA N ero MeTabonnToB (KOTUHWH, 3-TMAPOKCUKOTUHUH,

HOPHWKOTUWH, aHaba3unH) B Moue
OnpepeneHne HUKOTUHA M ero MeTabonuTa (KOTUHWUH) B CIIHOHE

8 090

8 090

8 090

8 090

8 090

8 090

8 090

8 090

8 090

8 090

8 090

8 090

8 090

8 090

8 090

8 090

8 090

8 090

8 090

2 540

5540

3300

1090

4400

3580

7 850

5190

1500

2 080

3470

1850

3230

1850

2310
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19-020

19-021

20-001

20-003

20-005

20-006

20-010

20-011

20-012

20-019

20-020

20-024

20-058

20-067

20-068

20-069

20-070

20-073

20-075

20-076

20-077

20-078

20-079

20-080

20-081

20-082

20-083

20-084

20-085

20-086

20-087

20-088

20-089

20-090

B03.036.001.00
0.16
A09.28.059.001
A12.06.073

A12.05.103.001

A12.05.133.000.

01
A12.05.103.002

A09.23.018.000.

01

A09.28.030.003.

01
A09.05.106.005

A09.05.075.001

A09.05.075.002

A09.05.074

A12.05.103.003

A12.06.001.001

B03.002.005.00
0.02
B03.002.005.00
0.03
B03.002.005.00
0.04
B03.002.005.00
0.05
B03.002.005.00
0.06
B03.002.005.00
0.07

A12.30.012.005.

01

A12.30.012.005.

02

A12.30.012.000.

01

A12.30.012.000.

02

A12.30.012.000.

03

A12.30.012.006.

01

A12.30.012.006.

02

A12.30.012.000.

04

A12.30.012.000.

05
A12.06.047.001

A12.06.078.000.

01

A12.06.078.000.

02

A12.06.078.000.

03

A12.06.078.000.

04

bucdeHon A, TprknosaH, 4-HoHuNdeHon (TOKCUHBbI U3 NIACTMAcC, MrMeHNYecKmX
CPeacCTB, MOIOLWMX CPEACTB, 3/1EMEHTOB YNaKOBKW NPOAYKTOB MUTaHUS) B MOYe
OnpegeneHvie Hannuna NeTy4mx TOKCUYECKMX BELLECTB B MOYe

dakTop Hekpo3a onyxonu-anbda (PHO-anbda)

WHTepneiknH-1-beta

NHTEpNenKknH-6 B CbIBOPOTKE

WHTepnenkmH-8

CeobogHeble kanna- n nambaa-ueny nMMyHornobynmHoB B imkeope, IgG
CeobogaHble kanna- u namMbaa-ueny MMMyHornobynmHoB B Mode, IgG
CeobogHble kanna- u nambaa-uenn MMMyHOrNobynMHOB B CbiBOPOTKe, IgG

C3 KOMMOHEHT KOMMJieMeHTa

C4 KOMMOHEHT KOMMJIEMEHTa

Linpkynupytowme nMMyHHble komnnekcs! (LINK)

NHTepneinknH-10

MmMyHonornueckoe o6cnefoBaHve nepsuyHoe

MMMyHonornyeckoe o6crieqoBaHue Npyu BUPYCHOM UHGEKLMM
MmmyHonornyeckoe obcnegoBaHve Npy ayToOMMMYHHbIX 3a60/1€BaHMsIX
MMMyHonormnyeckoe obcnegoBaHmne npy OHKONOrMyeckmnx 3abonesaHunsix
MMmyHonoruyeckoe obcneaoBaHue ans aeten

PaclumpeHHoe nMMyHonornyeckoe obcnegosaHmne

CKpUHUHIroBOE MMMYyHOIOrMYeckoe obcnefoBaHme

deHoTunmnpoBaHmne numagountoB (OCHOBHbIE cybrnionynsauun) - CD3, CD4, CDS,
CD19, CD56

AkTunBupoBaHHble numdoumnTsl (CD3+HLA-DR+, CD3-HLA DR+)
MIMMyHOperynsTopHbI MHAEKC, cybrnonynsaummn T-nuMdboumnToB

CD4+ T-numdounTbl, % 1 abcontoTHoe konmyectso (T-xennepbl, CD4+ T-cells,
Percent and Absolute)

B-numdoumnTsl, % 1 abcontotHoe konuyectso (CD19+ numdouumTtsl, B-cells, Percent

and Absolute)
Cy6nonynsummn B-numcoumtos (CD19+CD5+ , CD19+CD5-, CD19+CD5-CD27+)

PaHHss akTuBaums T-KNIETOK U T-perynsTopHble MMboLmTLI

KneTouHble peuenTopbl MMbonaHon Tkanu ??-T n ??-T (CD3+7??-TcR+7??-TcR,
CD3+7??-TcR+7??-TcR-)

OueHka cocTosiHMS T-KNETOYHOro 3BeHa UMMyHuTeTa: T-numdouutbl (CD3+CD19-),

T-xennepbl (CD3+CD4+CD45+), T-umtoTokc. (CD3+CD8+CD45+), T-req.
NHTepdepoHoBbIi cTaTyc

OnpepeneHune YyBCTBUTENBHOCTU K MHAYKTOPaM MHTepdepoHa: AMUKCUH
Onpegenexne 4yBCTBUTENBbHOCTU K MHAYKTOPaM MHTepdepoHa: AnnokunH-anbda
OnpepeneHune YyBCTBUTENBHOCTM K MHAYKTOPaM nHTepdepoHa: Karouen

OnpegeneHve 4yBCTBUTENBHOCTM K MHAYKTOpaM UHTepdepoHa: HeoBup

2310

1500

22 070

1970

1970

1970

1730

1730

1730

550

550

850

1970

4400

5180

8 090

8 090

6 700

5390

2 540

4 990

3010

1960

1960

1960

2 080

2 540

2 540

3810

2 080

550

790

550

550

109



20-091

20-092

20-093

20-094

20-095

20-096

20-097

20-098

20-099

20-100

20-101

20-102

20-103

20-104

20-105

20-106

20-107

20-108

20-110

20-111

20-112

20-113

20-114

20-115

20-116

20-117

20-118

20-119

20-120

A12.06.078.000.

05

A12.06.078.000.

06

A12.06.078.000.

07

A12.06.078.000.

08

A12.06.078.000.

09

A12.06.078.000.

10

A12.06.078.000.

11

A12.06.078.000.

12

A12.06.078.000.

13

A12.06.078.000.

14

A12.06.078.000.

15

A12.06.078.000.

16

A12.06.078.000.

17

A12.06.078.000.

18

A12.06.078.000.

19

A12.06.078.000.

20

A12.06.078.000.

21

A12.06.078.000.

22

A12.06.078.000.

23

A12.06.078.000.

24

A12.06.078.000.

25

A12.06.078.000.

26

A12.06.078.000.

27

A12.06.078.000.

28

A12.06.078.000.

29

A12.06.078.000.

30

A12.06.078.000.

31

A12.06.078.000.

32

A12.06.078.000.

33

Onpegenexne 4YyBCTBUTENBHOCTU K MHAYKTOPaM MHTepdepoHa: LinknodepoH

OnpepaeneHne YyBCTBUTENbHOCTM K MIMMYHOMOZYNATOPaM:
OnpeneneHne 4yBCTBUTENBHOCTU K UMMYHOMOAYNATOPaM:
OnpeaeneHne YyBCTBUTENbHOCTM K MIMMYHOMOZYNATOPaM:
OnpeneneHne 4yBCTBUTENBHOCTU K UMMYHOMOAYNATOPaM:
Onpepaenexne YyBCTBUTENbHOCTM K UIMMYHOMOZYNATOPaM:
OnpeneneHne 4yBCTBUTENBHOCTU K UMMYHOMOAYNATOPaM:
OnpeaeneHne YyBCTBUTENbHOCTU K UIMMYHOMOZYNATOPaM:
OnpeneneHne 4yBCTBUTENBHOCTU K UIMMYHOMOAYNATOPaM:

Onpe,ueneHme YyBCTBUTEJIbBHOCTU K UMMYHOMOAYTATOPaM.

Onpe,ueneHme YyBCTBUTEJIbBHOCTU K UMMYHOMOAYTATOPaM.

Onpe,ueneHme YyBCTBUTEJIbHOCTU K UMMYHOMOAYTATOPaM.

Onpe,ueneHme YyBCTBUTEJIbBHOCTU K UMMYHOMOAYTATOPaM.

Onpe,ueneHme YyBCTBUTEJIbBHOCTU K UMMYHOMOAYTATOPaM.

OnpeueneHme YyBCTBUTEJIbHOCTU K UMMYHOMOAYIATOPaM.

OnpeueneHme YyBCTBUTEJIbHOCTU K UMMYHOMOAYIATOPaM.

OnpeueneHme YyBCTBUTEJIbHOCTU K UMMYHOMOAYNIATOPaM.

Apbugon
AnnusapuvH
LinTosnp-3
lanasut
lenoH
nyTokcum
M30MpuHO3MH
MMmyHan

MMMyHoMakc

MNMyHopuke

NmyHodaH

Jlnkonnpg

MaHaBup

MonuokcnaoHnn

TakTuBUH

TumoreH

HeWiTpanusytowme aHTUTENa K NpenapaTaM MHTepdepoHa-anbda

HeliTpanusytowme aHTUTENa K NpenapaTaM MHTepdepoHa-

ramMmma

OnpepeneHne 4yBCTBUTENBHOCTM K NpenapaTtaM uHTepdepoHa-6eTa: betadepoH

OnpepeneHune YyBCTBUTENBHOCTM K NpenapaTaM MHTepdepoHa-beTa: Pebud

OnpeneneHve YyBCTBUTENBHOCTM K NpenapaTaM uHTepdepoHa-6eta: NHdnbeTa

OnpeaeneHve YyBCTBUTENBHOCTM K npenapaTaM nHtepdepoHa-6eta: CUHHOBEKC

OnpeaeneHne YyBCTBUTENBHOCTU K NpenapataM MHTepdepoHa-6eTa: Tebepud

OnpegeneHve 4yBCTBUTENBHOCTM K NpenapaTaM uHTepdepoHa-anbda: BenndepoH

Onpegenexune 4yBCTBUTENBHOCTU K npenapaTtam uHtepdepoHa-anbda: BudepoH

neTckuin (MHTepdepoH-anbda-2b)

Onpepgenexne 4yBCTBUTENBHOCTK K NMpenapaTtam uHtepdepoHa-anbda: punndepoH

JETCKUIA

Onpepgenexne 4yBCTBUTENBHOCTK K MpenapaTtam uHtepdepoHa-ramma: NammadepoH

Onpepgenexne 4yBCTBUTENBHOCTU K npenapaTtam uHtepdepoHa-anbda: MeHdepoH

550

790

550

790

550

550

550

790

550

550

550

550

550

790

550

550

550

2190

2190

550

550

550

550

550

550

550

550

550

550

110



20-121

20-122

20-123

20-124

20-125

20-126

20-127

20-128

20-129

20-130

20-131

20-132

20-133

20-134

20-135

20-136

20-137

13-155

13-157

21-001

21-006

21-017

21-018

21-019

21-020

21-022

21-024

A12.06.078.000.

34

A12.06.078.000.

35

A12.06.078.000.

36

A12.06.078.000.

37

A12.06.078.000.

38

A12.06.078.000.

39

A12.06.078.000.

40

A12.06.078.000.

41

A12.06.078.000.

42

A12.06.078.000.

43

A12.06.078.000.

44

A12.06.078.000.

45

A12.06.078.000.

46

A12.06.078.000.

47

A12.06.078.000.

48

A12.06.078.000.

49

A26.06.057.000.

04
A12.06.010.015

A12.06.010.016

A09.05.322.000.

01

A09.05.322.000.

02

A09.05.322.000.

03

A09.05.322.000.

04

A09.05.322.000.

05

A09.05.322.000.

155

A09.05.322.000.

156

A09.05.322.000.

06

Onpegenexne 4yBCTBUTENBHOCTU K npenapaTtam uHtepdepoHa-anbda: MHTepanb
Onpepenexne 4YyBCTBUTENBHOCTU K NMpenapaTtam uHtepdepoHa-anbda: MHTpoH
Onpepenexne 4yBCTBUTENBHOCTU K MpenapaTam nHtepdepoHa-anbda: PeansanpoH
Onpepenexne 4yBCTBUTENBHOCTK K npenapaTtam nHtepdepoHa-anbda: PeadepoH
OnpepeneHne 4yBCTBUTENBHOCTU K NMpenapaTaM nHTepdepoHa-anbda: PodhepoH
OnpeaeneHne YyBCTBUTENbHOCTM K MHAYKTOpPaM MHTepdepoHa: AMUKCUH AETCKUM
OnpepaeneHne YyBCTBUTENBHOCTM K MHAYKTOpaM MHTepdepoHa: Karouen AeTckui
Onpepnenexne 4YyBCTBUTENBHOCTU K MHAYKTOpPaM MHTepdepoHa: LinknodhepoH
LETCKUI

OnpepaeneHne YyBCTBUTENBHOCTM K UMMyHOMOAYNsiTopaM: Apbuaon AeTcKui
OnpepaeneHne YyBCTBUTENbHOCTM K UMMyHOMOAYNSTOpaM: FenoH AeTCKMiA
OnpepaeneHne YyBCTBUTENBHOCTM K MMMyHOMOAYNATOPaM: MMMYHOMAKC AETCKUIA
OnpeaeneHne YyBCTBUTENBHOCTM K MMMyHOMOAYNATOpPaM: MMyHodbaH AeTCKuiA
OnpepaeneHne YyBCTBUTENBHOCTM K MMMyHOMOAYNATOPaM: JIkonua AETCKUiA
OnpepaeneHne YyBCTBUTENBHOCTM K UMMyHOMOAYNsiTopaM: MoMMOKCUAOHWIA AETCKUN
OnpepaeneHne YyBCTBUTENbHOCTM K UMMyHOMOAYNSTOpaM: TakTUBUH AETCKUN
OnpepaeneHne YyBCTBUTENbHOCTM K UMMYHOMOAYNSTOpaM: TUMOreH AeTCKMiA
T-KNETOYHbI MMMyHUTET K COVID-19

AHTUTENA K unTonnasmatuyeckoMy aHtureHy SS-A(RO) (AHTM-Ro/SS-A)

AHTUTENA K uMTONnNasMaTuyeckoMy aHtTureHy SS-B(La) (AHTuU-La/SS-B)

CMecb MHransumMoHHbIX annepreHos N2 7 (IgE): snutenuii Kowku, nepxotb cobaku,

3NUTENMIA Kposinka, NepxoTb Jowwaau, kneww, Dermatophagoides pteronyssinus

Cmecb annepreHos TpaB N23 (IgE): KOOCOK AYLUMCTbIN, POXb MHOFONETHSIS, POXb
KynbTUBUpOBaHHasi, TMMOdeeBKka, 6yxapHUK LIEPCTUCTbI

AnnepreH c204 - amokcuumnnvH, IgE

Anneprex c203 - amnuuunnuH, IgE

AnnepreH f210 - aHaHac, IgE

AnnepreH f33 - anenbcuH, IgE

AnnepreH f92 - 6aHaH, IgE

AnnepreH g13 - 6yxapHuk LepcTtucTbin, IgE

550

550

550

550

550

550

550

550

550

550

550

550

550

550

550

550

7 850

1540

1540

1320

1320

660

660

660

660

660

660

111



21-025

21-026

21-027

21-028

21-029

21-034

21-036

21-037

21-039

21-040

21-042

21-043

21-045

21-048

21-051

21-054

21-055

21-056

21-059

21-062

21-070

21-071

21-072

21-073

21-074

21-075

21-076

A09.05.322.000.

07

A09.05.322.000.

157

A09.05.322.000.

08

A09.05.322.000.

09

A09.05.322.000.

158

A09.05.322.000.

10

A09.05.322.000.

11

A09.05.322.000.

12

A09.05.322.000.

160

A09.05.322.000.

13

A09.05.322.000.

14

A09.05.322.000.

161

A09.05.322.000.

162

A09.05.322.000.

163

A09.05.322.000.

15

A09.05.322.000.

16

A09.05.322.000.

17

A09.05.322.000.

164

A09.05.322.000.

18

A09.05.322.000.

19

A09.05.322.000.

20

A09.05.322.000.

21

A09.05.322.000.

165

A09.05.322.000.

22

A09.05.322.000.

23

A09.05.322.000.

24

A09.05.322.000.

25

AnnepreH f259 - BuHorpag, IgE

AnnepreH f27 - roesavHa, IgE

AnnepreH 209 - rpeiindpyT, IgE

AnnepreH t10 - rpeukuit opex (nbinbua), IgE

AnnepreH f11 - rpeyHeBast Myka, IgE

AnnepreH f12 - 3eneHbiit ropoluek, IgE

AnnepreH f216 - kanycTta koYaHHasi, IgE

AnnepreH f35 - kaptodens, IgE

AnnepreH f2 - kopoBbe MOOKO, IgE

AnnepreH f36 - kokoc, IgE

AnnepreH i71 - komap, IgE

AnnepreH f44 - knybHuka, IgE

AnnepreH f221 - kode, IgE

AnnepreH f83 - kypuHoe maco, IgE

Annepren f208 - numoH, IgE

AnnepreH f37 - mnaum, IgE

AnnepreH f20 - MuHganb, IgE

AnnepreH f31 - mopkoBb, IgE

AnnepreH f244 - orypeu, IgE

AnnepreH c1 - neHuumnnvH G, IgE

AnnepreH gl2 - poxb KynbTvBMpoBaHHas, IgE

AnnepreH i70 - pbbxuii Mypasein, IgE

AnnepreH f26 - cBuHuHa, IgE

AnnepreH f85 - cenbaepei, IgE

AnnepreH f14 - coesble 606bl, IgE

AnnepreH i6 - TapakaH-npycak, IgE

AnnepreH g6 -Tumodeeska, IgE

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

112



21-077

21-079

21-080

21-084

21-087

21-088

21-089

21-090

21-092

21-093

21-094

21-095

21-098

21-099

21-100

21-101

21-102

21-103

21-104

21-105

21-107

21-109

21-110

21-111

21-114

21-116

21-117

A09.05.322.000.

166

A09.05.322.000.

167

A09.05.322.000.

26

A09.05.322.000.

168

A09.05.322.000.

27

A09.05.322.000.

169

A09.05.322.000.

170

A09.05.327.000.

01

A09.05.322.000.

28

A09.05.322.000.

171

A09.05.322.000.

172

A09.05.322.000.

29

A09.05.322.000.

173

A09.05.322.000.

30

A09.05.322.000.

31

A09.05.322.000.

32

A09.05.322.000.

33

A09.05.322.000.

34

A09.05.322.000.

35

A09.05.322.000.

36

A09.05.322.000.

37

A09.05.322.000.

38

A09.05.322.000.

39

A09.05.322.000.

40

A09.05.322.000.

41

A09.05.322.000.

42

A09.05.322.000.

43

AnnepreH f25 - TomaThbl, IgE

AnnepreH f3 - Tpecka, IgE

AnnepreH f40 - TyHeu, IgE

AnnepreH f105 - wokonaa, IgE

AnnepreH f49 - a6noko, IgE

AnnepreH f1 - asuuHbIi 6enok, IgE

AnnepreH f75 - AnuHbIN XenTok, IgE

Onpepenenue cneunduueckmx IgG k 90 Hanbonee YacTo BCTpeYaeMbIM NULLEBbIM

annepreHam

AnnepreH f233 - osomykoua, IgE

AnnepreH 245 - aiuo kypuHoe, IgE

AnnepreH f231 - kunsyeHoe monoko, IgE

AnnepreH f236 - MOnoYHas cbiBOpoTKa, IgE

AnnepreH f78 - ka3zeuH, IgE

AnnepreH f81 - cblp "yeanep", IgE

AnnepreH f82 - colp "moyng", IgE

AnnepreH f254 - kambana, IgE

AnnepreH f61 - capavHa, IgE

AnnepreH f50 - ckymbpus, IgE

AnnepreH f80 - nobcrep (omap), IgE

AnnepreH f338 - rpebewok (Monntock), IgE

AnnepreH 290 - yctpuubl, IgE

AnnepreH f88 - 6apaHuHa, IgE

AnnepreH f284 - uHpelika, IgE

AnnepreH 212 - wamMnuHboHbI, IgE

AnnepreH f7 - myka oBcaHas, IgE

AnnepreH f6 - Myka aumeHHasi, IgE

AnnepreH f55 - npoco, IgE

660

660

660

660

660

660

660

18 700

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

113



21-118

21-119

21-120

21-121

21-122

21-123

21-124

21-128

21-130

21-132

21-134

21-135

21-136

21-137

21-139

21-140

21-142

21-143

21-144

21-146

21-147

21-149

21-150

21-151

21-154

21-155

21-156

A09.05.322.000.

176

A09.05.322.000.

44

A09.05.322.000.

45

A09.05.322.000.

46

A09.05.322.000.

47

A09.05.322.000.

48

A09.05.322.000.

49

A09.05.322.000.

50

A09.05.322.000.

51

A09.05.322.000.

53

A09.05.322.000.

54

A09.05.322.000.

55

A09.05.322.000.

56

A09.05.322.000.

57

A09.05.322.000.

58

A09.05.322.000.

59

A09.05.322.000.

60

A09.05.322.000.

61

A09.05.322.000.

62

A09.05.322.000.

63

A09.05.322.000.

64

A09.05.322.000.

65

A09.05.322.000.

66

A09.05.322.000.

67

A09.05.322.000.

68

A09.05.322.000.

69

A09.05.322.000.

70

AnnepreH f9 - puc, IgE

AnnepreH 235 - yeueBuua, IgE

AnnepreH f10 - kyHxyT, IgE

AnnepreH 309 - HyT (Typeukuit ropox), IgE

AnnepreH f15 - daconb 6enas, IgE

AnnepreH f315 - daconb 3eneHas, IgE

AnnepreH f287 - daconb kpacHasi, IgE

AnnepreH f202 - opex kewsbto, IgE

AnnepreH f203 - ducrawkosble opexu, IgE

AnnepreH f90 - conog, IgE

AnnepreH f262 - 6aknaxaH, IgE

AnnepreH f260 - kanycrta 6pokkonu, IgE

AnnepreH f217 - kanycra 6ptoccenbckas, IgE

AnnepreH f291 - kanycra ugeTHas, IgE

AnnepreH f261 - cnapxa, IgE

AnnepreH f86 - netpyLuka, IgE

AnnepreH f214 - wnwuHar, IgE

AnnepreH f47 - yecHok, IgE

AnnepreH f48 - nyk, IgE

AnnepreH 234 - BaHunb, IgE

Annepret f89 - ropumua, IgE

AnnepreH 270 - umbups, IgE

AnnepreH 281 - kappu (npunpasa), IgE

AnnepreH 278 - naBposbii nuct, IgE

AnnepreH f405 - maTa, IgE

AnnepreH f218 - nepey kpacHbii (nanpuka), IgE

AnnepreH 263 - nepey 3eneHbiii, IgE

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

114



21-157

21-162

21-163

21-164

21-167

21-170

21-173

21-174

21-175

21-176

21-177

21-178

21-179

21-182

21-183

21-184

21-186

21-187

21-191

21-192

21-194

21-198

21-201

21-204

21-205

21-206

21-207

A09.05.322.000.

71

A09.05.322.000.

72

A09.05.322.000.

73

A09.05.322.000.

74

A09.05.322.000.

75

A09.05.322.000.

76

A09.05.322.000.

77

A09.05.322.000.

78

A09.05.322.000.

79

A09.05.322.000.

80

A09.05.322.000.

81

A09.05.322.000.

82

A09.05.322.000.

83

A09.05.322.000.

84

A09.05.322.000.

85

A09.05.322.000.

86

A09.05.322.000.

87

A09.05.322.000.

88

A09.05.322.000.

90

A09.05.322.000.

91

A09.05.322.000.

92

A09.05.322.000.

93

A09.05.322.000.

95

A09.05.322.000.

96

A09.05.322.000.

97

A09.05.322.000.

98

A09.05.322.000.

99

AnnepreH 280 - nepey YepHbii, IgE

AnnepreH f237 - abpukoc, IgE

AnnepreH f96 - aBokano, IgE

AnnepreH 242 - BuwHs, IgE

AnnepreH f402 - unxup, IgE

AnnepreH f91 - maHro, IgE

AnnepreH f95 - nepcuk, IgE

AnnepreH 255 - cnuBa, IgE

AnnepreH 289 - ¢duHukm, IgE

Annepren f301 - xypma, IgE

AnnepreH 288 - aroapl poaa 6pycHUYHbIX (YepHuka, ronybuka, 6pycHuka), IgE

AnnepreH k84 - macno noaconHe4vHoe, IgE

AnnepreH €7 - roflybuHbii nomer, IgE

AnnepreH €201 - nepo kaHapemku, IgE

AnnepreH €80 - anuTenuii ko3bl, IgE

AnnepreH e4 - nepxoTb koposbl, IgE

AnnepreH e87 - kpblica, IgE

AnnepreH €74 - Mmo4a Kpbichl, IgE

AnnepreH €219 - NpoTenHbI CbIBOPOTKU Kypuubl, IgE

AnnepreH €3 - nepxoTb nowaau, IgE

AnnepreH €88 - mMbiwb, IgE

AnnepreH e81 - anutenuit oBubl, IgE

AnnepreH €83 - anuTenuit cBuHbM, IgE

AnnepreH t19 - akaums, IgE

AnnepreH w209 - ambpo3usa cMellaHHas, IgE

AnnepreH t5 - 6yk, IgE

AnnepreH t8 - Ba3, IgE

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660
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21-209

21-218

21-223

21-225

21-229

21-230

21-235

21-238

21-241

21-242

21-248

21-249

21-251

21-252

21-255

21-256

21-257

21-258

21-261

21-262

21-263

21-266

21-267

21-277

21-278

21-279

21-280

A09.05.322.000.

100

A09.05.322.000.

101

A09.05.322.000.

102

A09.05.322.000.

103

A09.05.322.000.

104

A09.05.322.000.

105

A09.05.322.000.

106

A09.05.322.000.

108

A09.05.322.000.

109

A09.05.322.000.

110

A09.05.322.000.

114

A09.05.322.000.

115

A09.05.322.000.

116

A09.05.322.000.

117

A09.05.322.000.

118

A09.05.322.000.

119

A09.05.322.000.

120

A09.05.322.000.

121

A09.05.322.000.

122

A09.05.322.000.

123

A09.05.322.000.

124

A09.05.322.000.

126

A09.05.322.000.

127

A09.05.323.000.

130

A09.05.323.000.

131

A09.05.323.000.

01

A09.05.323.000.

02

AnnepreH t77 - ay6 cMewaHHbIi, IgE

AnnepreH t11 - nnataH, IgE

AnnepreH t18 - agkanunT, IgE

AnnepreH 256 - opex rpeukui, IgE

AnnepreH g202 - KyKypy3Hble pbinbua, IgE

AnnepreH g14 - oBec KynbTUBMPOBaHHbIN, IgE

AnnepreH w20 - kpanuBa, IgE

AnnepreH w10 - mapb 6enas, IgE

AnnepreH w5 - nonbiHb ropbkas, IgE

AnnepreH w19 - nocteHHMUa nekapcTBeHHas), IgE

AnnepreH p4 - Anisakis Larvae, IgE

AnnepreH i8 - monb, IgE

AnnepreH i204 - cnenexs, IgE

AnnepreH i2 - wepLweHs, IgE

AnnepreH i3 - ocuHbil a4 (Vespula spp.), IgE

AnnepreH i4 - ocuHbiit s (Polistes spp.), IgE

AnnepreH il - nuenuHbii a4, IgE

AnnepreH c2 - neHuumnnvH V, IgE

AnnepreH ¢73 - MHCYNMH YenoBeyeckuid, IgE

AnnepreH ol - xsionok, IgE

AnnepreH k74 - wenk, IgE

AnnepreH k80 - dopmanbaerna, IgE

AnnepreH k81 - dukyc, IgE

AnnepreH c204 - amokcuumnnuH, IgG

AnnepreH c203 - amnuumnnuH, IgG

AnnepreH f210 - aHaHac, IgG

AnnepreH f33 - anenbcuH, 1gG

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660
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21-281

21-282

21-285

21-286

21-287

21-289

21-294

21-296

21-297

21-299

21-300

21-302

21-303

21-305

21-306

21-307

21-308

21-311

21-313

21-314

21-315

21-316

21-319

21-321

21-322

21-324

21-329

A09.05.323.000.

03

A09.05.323.000.

04

A09.05.323.000.

05

A09.05.323.000.

06

A09.05.323.000.

07

A09.05.323.000.

08

A09.05.323.000.

09

A09.05.323.000.

10

A09.05.323.000.

11

A09.05.323.000.

12

A09.05.323.000.

13

A09.05.323.000.

132

A09.05.323.000.

14

A09.05.323.000.

15

A09.05.323.000.

16

A09.05.323.000.

17

A09.05.323.000.

18

A09.05.323.000.

19

A09.05.323.000.

20

A09.05.323.000.

21

A09.05.323.000.

22

A09.05.323.000.

23

A09.05.323.000.

24

A09.05.323.000.

25

A09.05.323.000.

134

A09.05.323.000.

26

A09.05.323.000.

27

AnnepreH f13 - apaxuc, IgG

AnnepreH f92 - 6aHaH, IgG

AnnepreH f259 - BuHorpag, 1gG

AnnepreH f27 - roBsanHa, 1IgG

AnnepreH 209 - rpeiindpyT, IgG

AnnepreH f11 - rpeyHeBast Myka, IgG

AnnepreH f12 - 3eneHbii ropoluek, IgG

AnnepreH f216 - kanycrta kovaHHas, IgG

AnnepreH f35 - kaptodens, IgG

AnnepreH f44 - knybHuka, 1IgG

AnnepreH f36 - kokoc, IgG

AnnepreH i71 - komap, IgG

AnnepreH f2 - kopoBbe MOSIOKO, IgG

AnnepreH f221 - kode, IgG

AnnepreH f23 - kpabbl, IgG

AnnepreH f24 - kpeseTku, IgG

AnnepreH f83 - kypuHoe Msco, IgG

AnnepreH f208 - numoH, 1gG

AnnepreH f41 - nococsb, I1gG

AnnepreH f37 - mnaunsa (ronybas), 1gG

AnnepreH f20 - MmuHgans, 1gG

AnnepreH f31 - MopkoBb, 1gG

AnnepreH 244 - orypeu, IgG

AnnepreH f45 - nekapckue apoxoku, IgG

AnnepreH cl - neHuumnnuH G, IgG

AnnepreH d2 - nupornuduaHeii knew Dermatophagoides farinae, IgG

AnnepreH f4 - nweHn4yHasa Myka, IgG

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660
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21-332

21-333

21-334

21-337

21-339

21-340

21-341

21-342

21-344

21-345

21-346

21-347

21-348

21-349

21-350

21-351

21-352

21-353

21-354

21-355

21-356

21-357

21-358

21-359

21-360

21-361

21-362

A09.05.323.000.

28

A09.05.323.000.

29

A09.05.323.000.

30

A09.05.323.000.

31

A09.05.323.000.

32

A09.05.323.000.

33

A09.05.323.000.

34

A09.05.323.000.

35

A09.05.323.000.

36

A09.05.323.000.

37

A09.05.323.000.

38

A09.05.323.000.

39

A09.05.323.000.

40

A09.05.323.000.

41

A09.05.323.000.

42

A09.05.323.000.

43

A09.05.323.000.

44

A09.05.323.000.

45

A09.05.323.000.

46

A09.05.323.000.

47

A09.05.323.000.

48

A09.05.323.000.

49

A09.05.323.000.

50

A09.05.323.000.

51

A09.05.323.000.

52

A09.05.323.000.

53

A09.05.323.000.

54

AnnepreH f26 - cBuHUHa, IgG

AnnepreH f85 - cenbaepeit, IgG

AnnepreH f14 - coeBble 606bl, IgG

AnnepreH f25 - TomaThl, IgG

AnnepreH f3 - Tpecka, IgG

AnnepreH f40 - TyHeu, IgG

AnnepreH f204 - dopens, IgG

AnnepreH f17 - dyHayk, 1gG

AnnepreH f105 - wokonag, IgG

AnnepreH el - anuTenuit Kowku, IgG

AnnepreH €2 - anuTenuii cobaku, IgG

AnnepreH f49 - a6noko, I1gG

AnnepreH f1 - auuHbilii 6enok, IgG

AnnepreH f75 - auuHbIv xenTok, IgG

AnnepreH f232 - oBanbbymuH, IgG

AnnepreH f233 - oBomykomg, IgG

AnnepreH 245 - aiuo kypuHoe, IgG

AnnepreH f231 - kunsayeHoe monoko, IgG

AnnepreH f236 - Mono4Has ceiBOpoTKa, 1gG

AnnepreH f76 - anbda-naktansbymuH, IgG

AnnepreH f77 - 6eta-naktornobynvH, IgG

AnnepreH f78 - kazeuH, IgG

Annepret f81 - cbip "yepnnep", IgG

AnnepreH f82 - colp "Moyna", IgG

AnnepreH f254 - kambana, 1gG

AnnepreH f61 - capaunHa, 1gG

AnnepreH f50 - ckymbpus, IgG

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660
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21-363

21-364

21-366

21-368

21-369

21-370

21-371

21-372

21-373

21-374

21-375

21-376

21-377

21-378

21-379

21-380

21-381

21-382

21-383

21-385

21-387

21-389

21-390

21-391

21-393

21-394

21-395

A09.05.323.000.

55

A09.05.323.000.

56

A09.05.323.000.

57

A09.05.323.000.

58

A09.05.323.000.

59

A09.05.323.000.

60

A09.05.323.000.

61

A09.05.323.000.

62

A09.05.323.000.

63

A09.05.323.000.

64

A09.05.323.000.

65

A09.05.323.000.

66

A09.05.323.000.

67

A09.05.323.000.

68

A09.05.323.000.

69

A09.05.323.000.

70

A09.05.323.000.

71

A09.05.323.000.

72

A09.05.323.000.

73

A09.05.323.000.

74

A09.05.323.000.

75

A09.05.323.000.

76

A09.05.323.000.

77

A09.05.323.000.

78

A09.05.323.000.

79

A09.05.323.000.

80

A09.05.323.000.

81

AnnepreH f80 - nobctep (omap), IgG

AnnepreH 338 - rpebeluok, IgG

AnnepreH 290 - yctpuupl, IgG

AnnepreH f88 - 6apaHuHa, IgG

AnnepreH 284 - nnaeiika, IgG

AnnepreH f212 - waMnuHboHbI, IgG

AnnepreH f79 - kneiikoBuHa (rnoten), IgG

AnnepreH f8 - Myka Kykypy3Hasi, IgG

AnnepreH f7 - Myka oBcsiHas, 1gG

AnnepreH f5 - Myka pxaHas, IgG

AnnepreH f6 - Myka aumeHHas, 1gG

AnnepreH f55 - npoco, IgG

AnnepreH f9 - puc, IgG

AnnepreH 235 - yeuesuua, IgG

AnnepreH f10 - kyHxyT, IgG

AnnepreH f309 - HyT (Typeukuit ropox), IgG

AnnepreH f15 - daconb 6enas, 1gG

AnnepreH f315 - daconb 3eneHas, IgG

AnnepreH f287 - daconb kpacHas, IgG

AnnepreH f93 - kakao, IgG

AnnepreH f202 - opex kewbto, IgG

AnnepreH f203 - ducrawkosble opexu, IgG

AnnepreH f403 - nuBHble apoxoku, IgG

AnnepreH f90 - conog, IgG

AnnepreH f262 - 6aknaxaH, IgG

AnnepreH f260 - kanycrta 6pokkonu, IgG

AnnepreH f217 - kanycra 6ptoccenbckas, 1gG

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660
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21-396

21-397

21-398

21-399

21-401

21-402

21-403

21-405

21-406

21-408

21-409

21-410

21-413

21-414

21-415

21-416

21-421

21-422

21-423

21-424

21-425

21-426

21-427

21-429

21-432

21-433

21-434

A09.05.323.000.

82

A09.05.323.000.

83

A09.05.323.000.

84

A09.05.323.000.

85

A09.05.323.000.

86

A09.05.323.000.

87

A09.05.323.000.

88

A09.05.323.000.

89

A09.05.323.000.

90

A09.05.323.000.

91

A09.05.323.000.

92

A09.05.323.000.

93

A09.05.323.000.

94

A09.05.323.000.

95

A09.05.323.000.

96

A09.05.323.000.

97

A09.05.323.000.

98

A09.05.323.000.

99

A09.05.323.000.

100

A09.05.323.000.

101

A09.05.323.000.

102

A09.05.323.000.

103

A09.05.323.000.

104

A09.05.323.000.

105

A09.05.323.000.

106

A09.05.323.000.

107

A09.05.323.000.

108

AnnepreH f291 - kanycTa uBeTHas, IgG

AnnepreH 225 - TbikBa, IgG

AnnepreH f261 - cnapxa, IgG

AnnepreH f86 - netpyuka, IgG

AnnepreH f214 - wnuHat, IgG

AnnepreH f47 - yecHok, IgG

AnnepreH f48 - nyk, IgG

AnnepreH f234 - BaHwnb, IgG

AnnepreH f89 - ropumua, IgG

AnnepreH f270 - umbups, I1gG

AnnepreH 281 - kappu (npunpasa), IgG

AnnepreH f278 - naBposbiit nnct, IgG

AnnepreH f405 - maTa, IgG

AnnepreH f218 - nepeu kpacHbili (nanpuka), IgG

AnnepreH f263 - nepey 3eneHbiii, IgG

AnnepreH 280 - nepel yepHbil, IgG

AnnepreH f237 - abpwukoc, IgG

AnnepreH f96 - aBokago, IgG

AnnepreH f242 - BuwHs, 1gG

AnnepreH f94 - rpywa, IgG

AnnepreH f87 - abiHs, IgG

AnnepreH f402 - unxup, IgG

AnnepreH f84 - kusu, IgG

AnnepreH f91 - maHro, IgG

AnnepreH f95 - nepcuk, IgG

AnnepreH f255 - cnuea, IgG

AnnepreH 289 - duHukn, IgG

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660
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21-435

21-436

21-437

21-451

21-457

21-458

21-495

21-505

21-506

21-507

21-516

21-517

21-527

21-528

21-530

21-531

21-533

21-534

21-537

21-538

21-540

21-541

21-542

21-543

21-544

21-545

21-546

A09.05.323.000.

109

A09.05.323.000.

110

A09.05.323.000.

111

A09.05.323.000.

135

A09.05.323.000.

136

A09.05.323.000.

137

A09.05.323.000.

138

A09.05.323.000.

140

A09.05.323.000.

141

A09.05.323.000.

142

A09.05.323.000.

143

A09.05.323.000.

144

A09.05.322.000.

128

A09.05.322.000.

129

A09.05.322.000.

130

A09.05.322.000.

131

A09.05.322.000.

132

A09.05.322.000.

133

A09.05.322.000.

135

A09.05.322.000.

136

A09.05.322.000.

137

A09.05.322.000.

138

A09.05.322.000.

139

A09.05.322.000.

140

A09.05.322.000.

141

A09.05.322.000.

142

A09.05.322.000.

143

AnnepreH f301 - xypma, IgG

AnnepreH 288 - saroabl poaa 6pyCHUYHbIX (YepHuKa, ronybuka, 6pycHuka), IgG
AnnepreH k84 - macno noaconHevHoe, IgG

AnnepreH €3 - nepxoTb nowaau, IgG

AnnepreH €81 - anuTtenui oBupl, IgG

AnnepreH €91 - nepo nonyras, IgG

AnnepreH w75 - nebena ceposatas, IgG

AnnepreH 072 - 3HTepoTOKCcMH A (Staphylococcus aureus), IgG

AnnepreH 073 - 3HTepoTOKCcMH B (Staphylococcus aureus), 1gG

AnnepreH p4 - Anisakis Larvae, IgG

AnnepreH il - nuenuHbili a4, IgG

AnnepreH c2 - neHuumnnvH V, IgG

CMecb annepreHoB xmBoTHbIX N2 1 (IgE): anuTenuii KOLKK, NepXoTb NoLlaan,

NepXoTb KOPOBbI, NEPX0Tb CObaKm

CMecb annepreHoB xmBoTHbIX N2 70 (IgE): anuTenmii MOpCKon CBUHKW, SNUTENNI
KpOSMKa, XOMSIK, KpbICa, MbllLib

Cmecb annepreHoB xnBOTHbIX N2 72 (IgE): nepo BonHWCTOro nonyrasi, nepo
nornyrasi, Nepo KaHapenku

Cwmech "npodeccnoHanbHbix" annepreHos NQ 1 (IgE): nepxoTb fowaaun, nepxoTb
KOpOBbI, NEPO rycsi, Nepo Kypuubl

Cwmecn knewesbix annepreHos N2 1 (IgE): Dermatophagoides pteronyssinus,

Dermatophagoides farinae, Dermatophagoides microceras, Lepidoglyphus destructor,

SR NS S 5 JEU .| NP R PR B S . PSR R RPN . | PR S

CMECb annepreHos aepesbeB NQ 1 (IgE): kneH siceHenucThIv, 6epesa, B3, 4y6,
rpeLKunii opex

Cmecb annepreHoB aepesbeB N2 5 (IgE): onbxa, newmHa obbiIkHOBEHHas!, BS3, UBa
6enas, Tononb

Cmecb annepreHoB copHbix Tpae N2 1 (IgE): ambpo3uns obbikHOBEHHas!, NOSbIHb
06bIKHOBEHHAs1, NOAOPOXKHUK, Mapb 6enas, 30bHUK/COoNsHKa

Cmecb nuwesbix annepreHos NC 3 (IgE): nweHnyHas Myka, OBCAHAs Myka,
KYKYpy3Has MyKa, CEMeHa KyHXyTa, rpeyHeBas Myka

Cmecb nuwesbix annepreHoB NQ 1 (IgE): apaxuc, MuHAanb, GyHAYK, KOKOC,
6pasmnnbCKmin opex

Cmecb nuwesbix annepreHoB NQ 2 (IgE): Tpecka, TyHew, KpeBeTKM, 10COCb, MMann

Cmecb nuweBbix annepreHoB N2 5 (IgE): anyHbIN 6€510K, KOPOBbE MOMIOKO, Tpecka,
rnweHnYHas Myka, apaxuc, coesble 606bI

Cmecb nuwesbix annepreHoB NC 6 (IgE): puc, ceMeHa KyHXyTa, nieHn4Has Myka,
rpeyHeBast Myka, coeBble 606bi

CMecb nuweBbix annepreHoB N2 7 (IgE): anyHbIN 6€/10K, pUc, KOPOBLE MOJIOKO,
apaxuc, MileHnyHas Myka, coeBble 606bI

Cmecb nuweBbix annepreHos N2 13 (IgE): 3eneHbin ropouek, 6enast dacons,
MOpPKOBb, KapTodesb

660

660
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660
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660
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660
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21-548

21-549

21-553

21-554

21-555

21-556

21-557

21-558

21-559

21-560

21-561

21-563

21-567

21-570

21-575

21-576

21-577

21-579

21-580

21-582

21-583

21-584

A09.05.322.000.

144

A09.05.322.000.

145

A09.05.322.000.

146

A09.05.322.000.

147

A09.05.322.000.

148

A09.05.322.000.

149

A09.05.322.000.

150

A09.05.322.000.

151

A09.05.322.000.

152

A09.05.322.000.

153

A09.05.322.000.

154

A09.05.323.000.

112

A09.05.323.000.

145

A09.05.323.000.

146

A09.05.323.000.

147

A09.05.323.000.

148

A09.05.323.000.

149

A09.05.323.000.

150

A09.05.323.000.

151

A09.05.323.000.

113

A09.05.323.000.

114

A09.05.323.000.

115

Cmecb nuwesbix annepreHoB N2 24 (IgE): dyHAyK, KpeBeTku, knen, baHaH

Cmecb nuwesbix annepreHoB N2 25 (IgE): cemeHa KyHXyTa, NeKapCcKue ApOXOKU,
YECHOK, cenbaepen

Cmecb nuwesbix annepreHoB N2 50 (IgE): kuBu, maHro, 6aHaHbl, aHaHac

Cmecb nuwesbix annepreHoB N2 51 (IgE): TomaTsl, kapTodenb, MOPKOBb, YECHOK,
ropumua

Cmecb nuwesbix annepreHoB N2 73 (IgE): cBuHMHA, KypuHOE MSICO, rOBSAAMHA,
6apaHnHa

Cmecb uHransaumoHHbix annepreHoB N2 1 (IgE): exa cbopHasi, TuModeeBKa,
AMNOHCKWI Keap, aMbpo3ns 0BbIKHOBEHHAS!, MOJbIHb OBbIKHOBEHHAS

Cmecb uHransumoHHbix annepreHoB N2 2 (IgE): TumodbeeBka, Alternaria alternata
(tenuis), 6epe3a, NonbiHb 06bIKHOBEHHAS

Cmecb nHransumoHHbix annepreHos N2 3 (IgE): Dermatophagoides pteronyssinus,
3NUTENUI KOLIKKM, aNUTenuii cobakm, Aspergillus fumigatus

CMecb MHransumoHHbIX annepreHoB N2 6 (IgE): Cladosporium herbarum,
TumodeeBka, Alternaria alternata (tenuis), 6epesa, nonbiHb 06bIKHOBEHHAS

CMecb MHransumoHHbIx annepreHoB N2 8 (IgE): anuTenuii KoLKy,
Dermatophagmdes pteronyssmus 6epe3a I'IerOTb cobaku, NosbiHb 06bIKHOBEHHaS,

R T S S P SR 0 4] PGP U SRS R §

Cmecb VIHFaJ'IFILI,VIOHHbIX annepreHOB N2 9 (IgE): anuTenuii KOLWKM, NEPXOTb cobakw,
OBCsiHMUA nyroeas, Alternaria alternata (tenuis), NnogopoOXHUK

Cmecb annepreHos nneceHn N21 (IgG): Penicillium notatum, Aspergillus fumigatus,
Alternaria tenuis, Cladosporium herbarum, Candida albicans

Cmecb annepreHoB TpaB N23 (IgG): KOMOCOK AYWMUCTbIN, POXb MHOFONIETHSISA, POXb
Ky/bTMBMPOBaHHas, TUMOeeBKa, ByXapHUK LIEPCTUCTbII

CMecb annepreHoB xmBoTHbIX N2 70 (IgG): anuTenmin MOpCKON CBUHKW, SNUTENNI
KpOSMKa, XOMSIK, KpbICa, MbllLib

Cwmecob knewebix annepreHos N2 1 (IgG): Dermatophagoides pteronyssinus,

Dermatophagoides farinae, Dermatophagoides microceras, Lepidoglyphus destructor,

Tyrophagus putrescentiae, Glycyphagus domesticus, Euroglyphus maynei, Blomia
tropicalis

Cmecb annepreHoB aepeBbeB NQ 1 (IgG): kneH siceHenucTbIn, bepesa, Bs3, 4yo,
rpeLknin opex

Cmecb annepreHoB aepeBbeB NQ 2 (IgG): KneH sICeHENNUCTLIN, Tonosb, BA3, AyH,
nekaH

Cmecb annepreHoB aepesbes N2 5 (IgG): onbxa, newmHa obbiIkHOBEHHAs, BA3, UBa
6enas, Tononb

Cmecb annepreHoB copHbix Tpas N2 1 (IgG): ambpo3unst 06bIKHOBEHHAS!, NOSbIHb
06bIKHOBEHHAS!, NOAOPOXKHUK, Mapb 6enas, 30MbHUK/CONSHKA, NOTaLHUK
Cmecb nuuwesbix annepreHoB N© 3 (IgG): nweHnyHas Myka, OBCSHas Myka,

KYKypy3Hasi MyKa, CEMeHa KyHXyTa, rpeyHeBasi Myka

Cmecb nuwesbix annepreHos NC 1 (IgG): apaxuc, MuHAanb, dyHAyK, KOKOC,
6pa3nnbcknin opex

Cmecb nuwesbix annepreHoB NQ 2 (IgG): Tpecka, TyHew, KpeBETKM, JI0COCb, MUAnK
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1320
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21-585

21-586
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21-592

21-595
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21-604

21-605

21-606

21-607

21-608

21-609
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21-611
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21-613

21-614

21-615

A09.05.323.000.

116

A09.05.323.000.

117

A09.05.323.000.

118

A09.05.323.000.

119

A09.05.323.000.

120

A09.05.323.000.

121

A09.05.323.000.

122

A09.05.323.000.

123

A09.05.323.000.

124

A09.05.323.000.

125

A09.05.323.000.

126

A09.05.323.000.

152

A09.05.323.000.

153

A09.05.323.000.

154

A09.05.323.000.

155

A09.05.326.000.

01

A09.05.326.000.

02

A09.05.326.000.

03

A09.05.326.000.

04

A09.05.326.000.

05

A09.05.326.000.

06

A09.05.326.000.

07

A09.05.326.000.

08

A09.05.326.000.

09

A09.05.326.000.

10

A09.05.326.000.

11

A09.05.326.000.
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CmMecb nuueBbix annepreHoB N2 5 (IgG): anyHbIN 6e/10K, KOPOBbE MOMIOKO, TPecka,
MWeHNYHas MyKa, apaxumc, coesble 606bI

Cmecb nuwesbix annepreHoB N2 6 (IgG): puc, ceMeHa KyHXXyTa, MIIeHNYHas MyKa,
rpeyHeBas Myka, coeBble 606bI

CwMecb nuuleBbix annepreHoB N2 7 (IgG): anyHbIN 6e/10K, pUC, KOPOBLE MOJIOKO,
apaxuc, MiieHnYHas Myka, coeBble 606bl

Cmecb nuueBbix annepreHoB NQ 13 (IgG): 3eneHsblii ropotluek, 6enas ¢aconsb,
MOPKOBb, KapTodesnb

Cmecb nuwesbix annepreHoB N2 15 (IgG): anenbcuH, 6aHaH, 56110K0, Nepcmk
Cmechb nuwesbix annepreHoB NC 24 (IgG): dyHAyK, KpeBeTku, Knueu, baHaH

Cmecb nuwesbix annepreHoB N2 25 (IgG): cemMeHa KyHXyTa, NeKapCKne ApOXOKM,
YECHOK, cenbepen

CmMecb numweBbIx annepreHoB N2 26 (IgG): siMyHbIN 610K, MOJIOKO, apaxuc, ropunua

Cmechb nuwesbix annepreHoB N2 50 (IgG): kueu, MaHro, 6aHaHbl, aHaHac

Cmecb nuwesbix annepreHos N2 51 (IgG): TomaTsl, kKapTodenb, MOPKOBb, YECHOK,
ropumua

Cmecb nuwesbix annepreHos N2 73 (IgG): cBMHMHA, KypuMHOE MSCO, rOBSAVHA,
6apaHuHa

CMmechb nHransaumoHHbIx annepreHoB N2 1 (IgG): exa cbopHas, Tumodeeska,
KOHCKMI KaluTaH, aMbpo3usi 06bIKHOBEHHAS!, MOSbIHb 06bIKHOBEHHAS

Cmechb nHransumoHHbIx annepreHos N2 2 (IgG): Tumodeeska, Alternaria alternata
(tenuis), 6epesa, NonbiHb 06LIKHOBEHHASA

Cmecb mHransiumoHHbix annepreHos N2 3 (IgG): Dermatophagoides pteronyssinus,
3NUTENUI KOLLKK, 3nuTenuit cobaku, Aspergillus fumigatus

CMecb MHransaunoHHsix annepreHos N2 8 (IgG): anuTenuii KOLLKM,

Dermatophagoides pteronyssinus, 6epe3a, nepxoTb cobaku, NosbiHb 06bIKHOBEHHAS,

TUMobeeBKa, PoXb Ky/bTUBMPOBaHHas, nnecHesbli rpub (Cladosporum herbarum)

AnnepreH c68 - apTvkauH/ynbTpakauH, IgE
AnnepreH c88 - MenuBakauH/nonokavH, IgE
AnnepreH c82 - nugokavH/kcunokavH, IgE
AnnepreH c83 - npokanH/HOBOKauH, IgE
AnnepreH c86 - 6eH3okanH, IgE

AnnepreH c100 - npunokaunH/untaHecT, IgE
AnnepreH c89 - bynuBakaunH/aHekanH/mMapkauH, IgE
AnnepreH c210 - TeTpakanH/ankauH, IgE
AnnepreH k40 - Hukenb, IgE

AnnepreH k41 - xpoMm, IgE

AnnepreH k43 - 3ono7o, IgE

AnnepreH k44 - megp, IgE
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21-617

21-618

21-619

21-620

21-621

21-622

21-623

21-624

21-625

21-626

21-627

21-628

21-629

21-630

21-631

21-632

21-633

21-634

21-635

21-636

21-637

21-638

21-639

21-640

21-641

21-642

21-643

21-644

21-645

21-646

21-647

21-648

21-649

21-650

A09.05.326.000.

14

A09.05.326.000.

15

A09.05.326.000.
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A09.05.324.000.

01

A09.05.324.000.

02

A09.05.324.000.

03

A09.05.324.000.
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A09.05.324.000.

05

A09.05.324.000.

06

A09.05.324.000.

07

A09.05.324.000.

08

A09.05.324.000.

09

A09.05.324.000.

10

A09.05.324.000.

11

A09.05.324.000.

12

A09.05.324.000.

13

A09.05.324.000.

14

A09.05.324.000.

15

A09.05.324.000.

16

A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.

23

A09.05.324.000.

24

A09.05.324.000.

25

A09.05.324.000.

26

A09.05.324.000.

27

A09.05.324.000.

28

A09.05.324.000.

29

A09.05.324.000.

30

A09.05.324.000.

31

AnnepreH k46 - kobanbT, IgE

AnnepreH k48 - nannagui, IgE

AnnepreH k73 - akpwn, IgE, DA

AnnepreH el - anuTenuii n nepxoTb Kowku, IgE (ImmunoCAP)
AnnepreH e5 - nepxotb cobaku, IgE (ImmunoCAP)

AnnepreH 245 - aiuo, IgE (ImmunoCAP)

AnnepreH f83 - mMsco kypuupl, IgE (ImmunoCAP)

AnnepreH f1 - auuHbiii 6enok, IgE (ImmunoCAP)

AnnepreH f75 - anuHbii xenTok, IgE (ImmunoCAP)
AnnepreH e85 - nepo kypuubl, IgE (ImmunoCAP)

AnnepreH f2 - monoko koposbe, IgE (ImmunoCAP)

AnnepreH f27 - rossiguHa, IgE (ImmunoCAP)

AnnepreH f231 - kunsyeHoe monoko, IgE (ImmunoCAP)
AnneprokoMnoHeHT f78 — kazenH nBos d8, IgE (ImmunoCAP)
AnnepreH d2 - knew goMalHei nbinn Dermatophagoides farinae, IgE (ImmunoCAP)
AnnepreH hl - pomawHss noinb (Greer), IgE (ImmunoCAP)
AnnepreH h2 - gomawHsas neiib (Hollister), IgE (ImmunoCAP)
AnnepreH f7 - oBec, oBcsiHas Myka, IgE (ImmunoCAP)
AnnepreH fl11 - rpeunxa, rpedHeBast Myka, IgE (ImmunoCAP)
AnnepreH f79 - rmoteH (knelikoBuHa), IgE (ImmunoCAP)
AnnepreH f5 - poxb, pxxaHas Myka, IgE (ImmunoCAP)
AnnepreH f9 - puc, IgE (ImmunoCAP)

AnnepreH f3 - Tpecka, IgE (ImmunoCAP)

AnnepreH f41 - nococb, IgE (ImmunoCAP)

AnnepreH f204 - dopenb, IgE (ImmunoCAP)

AnnepreH f93 - kakao, IgE (ImmunoCAP)

AnnepreH f33 - anenbcuH, IgE (ImmunoCAP)

AnnepreH f35 - kaptodens, IgE (ImmunoCAP)

AnnepreH f31 - mopkoBb, IgE (ImmunoCAP)

AnnepreH f25 - Tomatbl, IgE (ImmunoCAP)

AnnepreH f49 - a6noko, IgE (ImmunoCAP)

AnnepreH f92 - 6aHaH, IgE (ImmunoCAP)

AnnepreH 259 - BuHorpag, IgE (ImmunoCAP)

AnnepreH f44 - knybHuka, IgE (ImmunoCAP)
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21-651

21-652

21-653

21-654

21-655

21-656

21-657

21-658

21-659

21-660
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21-663
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21-666

21-667
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21-670
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21-674
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21-677
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.

37

A09.05.324.000.

38

A09.05.324.000.

39

A09.05.324.000.

40

A09.05.324.000.

41

A09.05.324.000.

42

A09.05.324.000.

43

A09.05.324.000.

44

A09.05.324.000.

45

A09.05.324.000.

46

A09.05.324.000.

47

A09.05.324.000.

48

A09.05.324.000.

50

A09.05.324.000.

51

A09.05.324.000.

52

A09.05.324.000.

54

A09.05.324.000.

55

A09.05.324.000.

56

A09.05.324.000.

57

A09.05.324.000.

58

A09.05.324.000.

59

AnnepreH f208 - numoH, IgE (ImmunoCAP)

AnnepreH f291 - useTHas kanycra, IgE (ImmunoCAP)

AnnepreH 225 - TbikBa, IgE (ImmunoCAP)

AnnepreH f26 - cBuHuHa, IgE (ImmunoCAP)

AnnepreH 284 - msico unaeikn, Ige (ImmunoCAP)

AnnepreH t14 - Tonons, IgE (ImmunoCAP)

AnnepreH t3 - 6epesa 6opogasyatas, IgE (ImmunoCAP)

AnnepreH w8 - oagyBaHuuK, IgE (ImmunoCAP)

AnnepreH wé - nonbiHb, IgE (ImmunoCAP)

AnnepreH t2 - onbxa cepasi, IgE (ImmunoCAP)

AnnepreH g6 - Tumodeeska nyrosas, IgE (ImmunoCAP)

Cmecb 6biToBbIX annepreHoB hx2 (ImmunoCAP), IgE: aoMaluHAS Nbib, KNewy
[oMaluHel nbinu D. pteronyssinus, knewy goMaluHel nbinu D. farinae, TapakaH
pbIXXuit

Cwmecb annepreHoB nneceHn mx1 (ImmunoCAP), IgE: Penicillium chrysogenum,

Cladosporium herbarum, Aspergillus fumigatus, Alternaria alternata

Cmecb annepreHoB 3nakoBbix TpaB gx1 (ImmunoCAP), IgE: exa cbopHasi, 0BCsaHMUA
nyroBasi, nneses, TMModeeska Nyro.asi, MSIT/IMK JTyroBOM

Cmecb annepreHoB xuBOTHbIX ex2 (ImmunoCAP), IgE: nepXoTb KOLIKK, NEPXOTb
cobaku, aNUTENUIN MOPCKOWN CBUHKM, KPbICA, MbiLlb

Cmecb annepreHoB copHbIxX TpaB Wx5 (ImmunoCAP), IgE: ambpo3uns Bbicokas,
MoJbIHb, HUBSIHWK, OAYBaHYMK, 3010TAPHUK

CMecb nuueBbix annepreHoB fx5 (ImmunoCAP), IgE: anyHbIi 6€noK, MOoKo,
Tpecka, MiieHnua, apaxuc, cos

Cmecb annepreHoB copHbix TpaB wx3 (ImmunoCAP), IgE: nosnbiHb, NOAOPOXHMK

NaHLUETOBUAHbIN, Mapb, 30/10TapHMK, Kpanuea ABYAOMHasl

Cmecb annepreHoB TpaB wx209 (ImmunoCAP), IgE: ambpo3us BbiCokasi, ambpo3us
ronoMetenbyaTtas, aMbpo3us TpexHaapesHas

Cmecb numweBbIx annepreHoB fx26 (ImmunoCAP), IgE: snyHbIii 610K, KOPoBbE
MOMOKO, apaxuc, ropumua

AnnepreH f4 - nweHunua, nweHnyHas myka, Ige (ImmunoCAP)

®agumaton (ImmunoCAP)

®aauaton aetckuii (ImmunoCAP)

AnnepreH f14 — cos, IgE (ImmunoCAP)

AnnepreH d1 - knew aomMaluHei nbinv Dermatophagoides pteronyssinus, IgE
(ImmunoCAP)

AnneprokoMnoHeHT g205 - Tumodeeska nyrosas rPhl p1, IgE (ImmunoCAP)
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.

66

A09.05.324.000.

67

A09.05.324.000.

68

A09.05.324.000.

69

A09.05.324.000.
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A09.05.324.000.

71

A09.05.324.000.
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A09.05.324.000.
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A09.05.324.000.

74

A09.05.324.000.

75

A09.05.324.000.

76

A09.05.324.000.

77

A09.05.324.000.

78

A09.05.324.000.

79

A09.05.324.000.

80

A09.05.324.000.

81

A09.05.324.000.

82

A09.05.324.000.

83

A09.05.324.000.

84

A09.05.324.000.

85

A09.05.324.000.

86

A09.05.324.000.

87

A09.05.324.000.

88

A09.05.324.000.

89

A09.05.324.000.

90

A09.05.324.000.

91

AnneprokoMnoHeHT g215 - Tumodeeska nyrosas rPhl p5b, IgE (ImmunoCAP)

AnneprokoMnoHeHT t215 - 6epe3sa rBet vl PR-10, IgE (ImmunoCAP)
AnneprokoMnoHeHT f232 - oBanbbyMuH sua nGal d2, IgE (ImmunoCAP)
AnneprokomnoHeHT f233 - oBomykoua siina nGal d1, IgE (ImmunoCAP)
AnneprokoMnoHeHT k208 - nusouum siiua nGal d4, IgE (ImmunoCAP)
AnneprokoMnoHeHT f323 - koHanbbymuH siiua nGal d3, IgE (ImmunoCAP)
AnneprokoMnoHeHT f419 - nepcuk rPru p1 PR-10, IgE (ImmunoCAP)
AnneprokoMnoHeHT f420 - nepcuk rPru p3 LTP, IgE (ImmunoCAP)
AnneprokoMnoHeHT f421 - nepcvk rPru p4 MpodunuH, IgE (ImmunoCAP)
AnnepreH f45 - nekapckue apoxoku, IgE (ImmunoCAP)

AnnepreH t15 - siceHb amMepukaHckui, IgE (ImmunoCAP)

AnnepreH €70 - nepo rycs, IgE (ImmunoCAP)

AnnepreH €86 - nepo ytku, IgE (ImmunoCAP)

AnnepreH €213 - nepo nonyrasi, IgE (ImmunoCAP)

AnnepreH f84 - knen, IgE (ImmunoCAP)

AnnepreH f24 - kpeseTku, IgE (ImmunoCAP)

AnnepreH f221 - 3epHa kode, IgE (ImmunoCAP)

AnnepreH 247 - meq, IgE (ImmunoCAP)

AnnepreH mé6 - Alternaria alternata, IgE (ImmunoCAP)

AnnepreH m3 - Aspergillus fumigatus, IgE (ImmunoCAP)

AnnepreH m2 - Cladosporium herbarum, IgE (ImmunoCAP)

AnnepreH m227 - Malassezia spp., IgE (ImmunoCAP)

Cmecb annepreHoB aepebeB tx9 (ImmunoCAP), IgE: onbxa cepas, 6epesa
6opogasuaras, newwuHa, ay6, nea

AnneprokoMnoHeHT g213 - TumModeeska nyroeas (recombinant) rPhl p1, rPhl p5b,

IgE (ImmunoCAP)

AnneprokoMnoHeHT g214 - Tumodeeska nyroeas (recombinant) rPhl p7, rPhl p12,

IgE (ImmunoCAP)

AnneprokoMnoHeHT t221 - 6epe3a rBet v 2, rBet v 4 (pekoMbUHaHTHbIN), IGE

(ImmunoCAP)

AnneprokomnoHeHT w230 - ambpo3us (recombinant) nAmb a 1, IgE (ImmunoCAP)

AnneprokoMnoHeHT 76 - anbda-naktanbbymmH nBos d 4, IgE (ImmunoCAP)

AnneprokoMnoHeHT €204 - 6blumnii CbIBOPOTOYHLIA anbbyMuH nBos d6, IgE
(ImmunoCAP)

AnneprokoMnoHeHT 77 - 6eTa-nakTornobynuH nBos d 5, IgE (ImmunoCAP)
AnnepreH t4 - newmHa obbikHoBeHHas1, IGE (ImmunoCAP)

AnnepreH t7 - ay6, IgE (ImmunoCAP)

1870

1870

1870

1870

1870

1870

1870

1870

1870

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1540

1870

1870

1870

1870

1870

1870

1870

1100

1100
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21-716

21-717

21-718

21-719

21-720

21-721

21-722

21-724

21-725

21-726

21-727

21-729

21-730

21-731

21-732

21-733

21-734

21-735

21-736

21-737

21-739

21-740

21-741

21-742

21-744

21-745

21-746

21-747

21-748

21-749

21-750

21-752

21-753

A09.05.324.000.

92

A09.05.324.000.

93

A09.05.324.000.

94

A09.05.324.000.

95

A09.05.324.000.

96

A09.05.324.000.

97

A09.05.324.000.

98

A09.05.324.000.

100

A09.05.324.000.

101

A09.05.324.000.

102

A09.05.324.000.

103

A09.05.324.000.

105

A09.05.324.000.

106

A09.05.324.000.

107

A09.05.324.000.

108

A09.05.324.000.

109

A09.05.324.000.

110

A09.05.324.000.

111

A09.05.324.000.

112

A09.05.324.000.

113

A09.05.324.000.

115

A09.05.324.000.

116

A09.05.324.000.

117

A09.05.323.000.

127

A09.05.324.000.

118

A09.05.324.000.

119

A09.05.324.000.

120

A09.05.324.000.

121

A09.05.324.000.

122

A09.05.326.000.

17

A09.05.326.000.

18

A09.05.326.000.

19

A09.05.326.000.

20

AnnepreH t12 - nea, IgE (ImmunoCAP)

AnnepreH i6 - TapakaH-npycak, IgE (ImmunoCAP)

AnnepreH g8 - Matauk nyroeoi, IgE (ImmunoCAP)

AnnepreH g5 - nnesen, IgE (ImmunoCAP)

AnnepreH g4 - oscsHmua nyrosas, IgE (ImmunoCAP)
AnnepreH g3 - exa cbopHas, IgE (ImmunoCAP)

AnnepreH g16 - nucoxeocT nyroeoit, IgE (ImmunoCAP)
AnnepreH g2 - cBMHOpoN nanbyathbii, IgE (ImmunoCAP)
AnnepreH g11 - koctep nonesoi, IgE (ImmunoCAP)
AnnepreH g9 - nonesuua, IgE (ImmunoCAP)

AnnepreH g1 - konocok aywmcTblid, IgE (ImmunoCAP)
AnnepreH €6 - anuTenuii Mopckol cBuHkM, IgE (ImmunoCAP)
AnnepreH wl - ambpo3us Bbicokasi, IgE (ImmunoCAP)
AnnepreH w7 - HUBSHUK (MonoBHMK), IGE (ImmunoCAP)
AnnepreH w12 — 3onotapHuk IgE (ImmunoCAP)

AnnepreH f13 - apaxuc, IgE (ImmunoCAP)

AnnepreH w206 - pomawka, IgE (ImmunoCAP)

AnnepreH t209 - rpab obbikHoBeHHbIM, IgE (ImmunoCAP)
AnnepreH t208 - nuna, IgE (ImmunoCAP)

AnnepreH f300 - ko3be monoko, IgE (ImmunoCAP)
AnneprokoMnoHeHT €94 - kowka rFel d1, IgE (ImmunoCAP)
AnneprokomnoHeHT w231 - nonbiHb nArt v1, IgE (ImmunoCAP)
AnneprokomnoHeHT €101 - cobaka rCan f 1, IgE (ImmunoCAP)
AnnepreH 256 - opex rpeukuit (nnoa), IgG
AnneprokoMnoHeHT w233 - nonbiHb NArt v 3 LTP, IgE (ImmunoCAP)
AnnepreH w3 - aMbpo3unsa TpexHaapesHasi, IgE (ImmunoCAP)

AnneprokoMnoHeHT m229 - Alternaria alternata rAlt al (pexombuHaHTHbIN), IgE
(ImmunoCAP)

AnneprokoMnoHeHT m218 - Aspergillus fumigatus rAsp f1 (pekoMbuUHaHTHbIN), IgE
(ImmunoCAP)

AnnepreH m9 - Fusarium proliferatum (F. moniliforme), IgE (ImmunoCAP)
AnnepreH 245 - aiiuo kypuHoe (uenbHoe), IgE, DA

AnnepreH f79 - rntoteH, IgE, UOA

AnnepreH t102 - nea 6enas, IgE, NDA

AnnepreH e2 - anuTenuii cobaku, Ige, UOA

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1870

1870

1870

660

1870

1100

1870

1870

1100

660

660

660

660
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21-754

21-755

21-756

21-757

21-758

21-759

21-760

21-761

21-762

21-763

21-764

21-765

21-766

21-767

21-768

21-769

21-770

21-771

21-772

21-773

21-774

21-775

21-776

21-777

21-778

21-779

21-780

21-781

21-782

A09.05.326.000.

21

A09.05.326.000.

22

A09.05.326.000.

23

A09.05.326.000.

24

A09.05.326.000.

25

A09.05.326.000.

26

A09.05.326.000.

27

A09.05.326.000.

28

A09.05.326.000.

29

A09.05.326.000.

30

A09.05.326.000.

31

A09.05.326.000.

32

A09.05.326.000.

33

A09.05.326.000.

34

A09.05.326.000.

35

A09.05.326.000.

36

A09.05.326.000.

37

A09.05.326.000.

38

A09.05.326.000.

39

A09.05.326.000.

40

A09.05.326.000.

41

A09.05.326.000.

42

A09.05.326.000.

43

A09.05.326.000.

44

A09.05.326.000.

45

A09.05.326.000.

46

A09.05.326.000.

47

A09.05.324.000.

123

A09.05.324.000.

124

AnnepreH €78 - nepo BonHuctoro nonyras, Ige, UOA
AnnepreH €82 - anuTtenuii kponuka, Ige, UOA
AnnepreH €84 - anuTenui xomsika, Igg, MDA
AnnepreH f105 - wokonag, IgE, MDA

AnnepreH f17 - dyHayk, IgE, UDA

AnnepreH f23 - kpabbl, IgE, NOA

AnnepreH f4 - nweHn4yHas Myka, IgE, NUOA

AnnepreH f76 - anbda-nakransbymuH, IgE, UOA
AnnepreH f77 - 6eta-naktornobynuH, IgE, NOA
AnnepreH f78 - kazeuH, IgE, MOA

AnnepreH f87 - ablHs, IgE, NOA

AnnepreH f8 - Myka Kykypy3sHasi, IgE, N®A

AnnepreH f94 - rpywa, IgE, DA

AnnepreH g15 - nweHuua KyneTuBMpoBaHHas, IgE, NOA
AnnepreH k20 - wepctb, IgE, DA

AnnepreH k82 - natekc, IgE, DA

AnnepreH m5 - Candida albicans, IgE, NDA
AnnepreH pl - Ascaris lumbricoides (ackapuga), IgE, N®A
AnnepreH t16 - cocHa 6enas, IgE, NDA

AnnepreH t1 - kKnéH saceHenucTHbIN, IgE, UOA
AnnepreH w9 - nogopoxHuk, IgE, NOA

Cmecb annepreHoB xuBoTHbIX em1 (IgE): nepo rycs, nepo KypuLpl, Nepo yTku, Nepo
nHawka, NOA

Cmecb annepreHos nbiin hm1 (IgE): aomawHss neiib, Dermatophagoides

pteronyssinus, Dermatophagoides farinae, TapakaH-npycak, DA

CMecb MHransaumoHHbIx annepreHos dami (IgE): anuTenuin Kowku,
Dermatophagoides pteronyssinus, 6epe3a, nepxoTb cobaku, NosbiIHb 06bIKHOBEHHaSI,
TMMoeeBKa, poXb KynbTuBnpoBaHHasi, Cladosporum herbarum, N®A

Cmecb nuwesbix annepreHos fm15 (IgE): anenbcuH, 6aHaH, s6n0ko, nepcuk, NOA

Cwmecb nuweBbix annepreHoB fm24 (IgE): Tpecka, TyHeL, KpeBeTKM, N0COCh, MUANK,
NoA

Cmecb 6bIToBbIX annepreHoB dmi (IgE): Dermatophagoides pteronyssinus,
Dermatophagoides farinae, anuTenuit kowku, anuTenuin cobaku, NOA
AnnepreH c74 - xenaTtuH koposuid, IgE (ImmunoCAP)

AnnepreH €82 - Kponuk, anutenuii, Ige (ImmunoCAP)

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

1320

1320

1320

1320

1320

1320

1100

1100
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21-783

21-784

21-785

21-786

21-787

21-788

21-789

21-790

21-791

21-792

21-793

21-794

21-795

21-796

21-797

21-798

21-799

21-801

21-802

21-803

21-804

21-805

21-806

21-807

21-808

21-809

21-810

21-811

21-812

21-813

21-814

21-815

21-816

21-817

A09.05.324.000.

125

A09.05.324.000.

126

A09.05.324.000.

127

A09.05.324.000.

128

A09.05.324.000.

129

A09.05.324.000.

130

A09.05.324.000.

131

A09.05.324.000.

132

A09.05.324.000.

133

A09.05.324.000.

134

A09.05.324.000.

135

A09.05.324.000.

136

A09.05.324.000.

137

A09.05.324.000.

138

A09.05.324.000.

139

A09.05.324.000.

140

A09.05.324.000.

141

A09.05.324.000.

378

A09.05.324.000.

142

A09.05.324.000.

143

A09.05.324.000.

144

A09.05.324.000.

145

A09.05.324.000.

146

A09.05.324.000.

147

A09.05.324.000.

148

A09.05.324.000.

149

A09.05.324.000.

150

A09.05.324.000.

151

A09.05.324.000.

152

A09.05.324.000.

153

A09.05.324.000.

154

A09.05.324.000.

155

A09.05.324.000.

156

A09.05.324.000.

157

AnnepreH €84 - xoMmsiK, anuTtenuit, IgE (ImmunoCAP)
AnnepreH f12 - ropox, IgE (ImmunoCAP)

AnnepreH f15 - daconb, IgE (ImmunoCAP)

AnnepreH f17 - dyHayk, IgE (ImmunoCAP)

AnnepreH f212 - rpubsbl (wamnuHboHbl), IgE (ImmunoCAP)
AnnepreH 218 - nanpuka, cnagkui neped, IgE (ImmunoCAP)
AnnepreH 23 - kpab, IgE (ImmunoCAP)

AnnepreH 242 - BuwHsg, IgE (ImmunoCAP)

AnnepreH f258 - kanbmap, IgE (ImmunoCAP)

AnnepreH f47 - yecHok, IgE (ImmunoCAP)

AnnepreH f48 - nyk, IgE (ImmunoCAP)

AnnepreH f8 - kykypy3a, IgE (ImmunoCAP)

AnnepreH f95 - nepcuk, IgE (ImmunoCAP)

AnnepreH m1 - Penicillium notatum (P.chrysogenum), IgE (ImmunoCAP)

AnnepreH m5 - Candida albicans, IgE (ImmunoCAP)

AnnepreH pl - Ascaris, IgE (ImmunoCAP)

AnnepreH c2 - neHnunnand V, IgE (ImmunoCAP)

AnnepreH ¢6 - amokenumnmH, IgE (ImmunoCAP)

AnnepreH €73 - MHCYNMH YenoBedecknit, IgE (ImmunoCAP)
AnnepreH ¢8 - xnoprekcmamH, IgE (ImmunoCAP)

AnnepreH €201 - kaHapeiika, nepo, IgE (ImmunoCAP)
AnnepreH €3 - nepxoTb nowaau, Ige (ImmunoCAP)

AnnepreH f10 - kyHxyT / Sesamum indicum, IgE (ImmunoCAP)
AnnepreH 20 - muHgans, IgE (ImmunoCAP)

AnnepreH f209 - rpeiindpyT / Citrus paradisi, IgE (ImmunoCAP)
AnnepreH 210 - aHaHac / Ananas comosus, IgE (ImmunoCAP)
AnnepreH f213 - msco kponuka, IgE (ImmunoCAP)

AnnepreH 214 - wnuHat, IgE (ImmunoCAP)

AnnepreH f216 - kanycta 6enokoyaHHas, IgE (ImmunoCAP)
AnnepreH 222 - yai, IgE (ImmunoCAP)

AnnepreH 224 - ceMmeHa Maka, IgE (ImmunoCAP)

AnnepreH 227 - ceMeHa caxapHoi cBéknbl, IgE (ImmunoCAP)
AnnepreH 234 - BaHunb, IgE (ImmunoCAP)

AnnepreH f237 - abpukoc, IgE (ImmunoCAP)

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1870

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100
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21-818

21-819

21-820

21-821

21-822

21-823

21-824

21-825

21-826

21-827

21-828

21-829

21-830

21-831

21-832

21-833

21-834

21-835

21-836

21-837

21-838

21-839

21-840

21-841

21-842

21-843

21-844

21-849

21-850

21-851

21-852

21-853

21-854

A09.05.324.000.

158

A09.05.324.000.

159

A09.05.324.000.

160

A09.05.324.000.

161

A09.05.324.000.

162

A09.05.324.000.

163

A09.05.324.000.

164

A09.05.324.000.

165

A09.05.324.000.

166

A09.05.324.000.

167

A09.05.324.000.

168

A09.05.324.000.

169

A09.05.324.000.

170

A09.05.324.000.

171

A09.05.324.000.

172

A09.05.324.000.

173

A09.05.324.000.

174

A09.05.324.000.

175

A09.05.324.000.

176

A09.05.324.000.

177

A09.05.324.000.

178

A09.05.324.000.

179

A09.05.324.000.

180

A09.05.324.000.

181

A09.05.324.000.

182

A09.05.326.000.

48

A09.05.326.000.

49

A09.05.325.000.

01

A09.05.325.000.

02

A09.05.325.000.

03

A09.05.325.000.

04

A09.05.324.000.

183

A09.05.324.000.

184

AnnepreH f244 - orypeu, IgE (ImmunoCAP)

AnnepreH 256 - rpeukui opex, IgE (ImmunoCAP)

AnnepreH 260 - 6pokkonu, IgE (ImmunoCAP)

AnnepreH 262 - 6aknaxaH, IgE (ImmunoCAP)

AnnepreH f302 - maHaapvH, IgE (ImmunoCAP)

AnnepreH f322 - cmopoavnHa kpacHasi, IgE (ImmunoCAP)

AnnepreH 329 - apbys, IgE (ImmunoCAP)

AnnepreH 343 - manuHa, IgE (ImmunoCAP)

AnnepreH f37 - rony6as muams, IgE (ImmunoCAP)

AnnepreH f40 - TyHeun, IgE (ImmunoCAP)

AnnepreH f55 - npoco nocesHoe (nweHo) / Panicum milliaceum, IgE (ImmunoCAP)
AnnepreH f81 - cbip Yeaaep, IgE (ImmunoCAP)

AnnepreH f82 - cbip ¢ nneceHbto, IGE (ImmunoCAP)

AnnepreH f85 - cenbaepeit, IgE (ImmunoCAP)

AnnepreH f86 - netpyLwka / Petroselinum crispum, IgE (ImmunoCAP)
AnnepreH f87 - abiHs, IgE (ImmunoCAP)

AnnepreH f88 - 6apanuHa, IgE (ImmunoCAP)

AnnepreH f94 - rpywa, IgE (ImmunoCAP)

AnnepreH f96 - aBokago / Persea americana, IgE (ImmunoCAP)
AnnepreH k80 - ¢opmanbaerna / ¢dopmanuH, IgE (ImmunoCAP)
AnnepreH k82 - natekc, IgE (ImmunoCAP)

AnnepreH m226 - cTacMNIOKOKKOBbIN 3HTEpOTOKCMH TSST, IgE (ImmunoCAP)
AnnepreH m80 - cTachUOKOKKOBbIN S3HTEPOTOKCMH A, IgE (ImmunoCAP)
AnnepreH m81 - cTachUIOKOKKOBbIN 3HTEPOTOKCHH B, IGE (ImmunoCAP)
AnnepreH p4 - Anisakidae, IgE (ImmunoCAP)

AnnepreH c122 - HuctatuH, IgE, MOA

AnnepreH c308 - uedypokcum, IgE, UOA

AnneprokomnoHeHT t215 - bepesa rBet vl PR-10, IgG (ImmunoCAP)

AnneprokoMnoHeHT g213 - Tumodeeska nyrosas (recombinant) rPhl p1, rPhl p5b,
IgG (ImmunoCAP)

AnneprokoMnoHeHT w230 - AM6po3us (recombinant) nAmb a 1, IgG (ImmunoCAP)
AnneprokoMnoHeHT w231 - MonbiHb NArt v1, IgG (ImmunoCAP)
AnnepreH cl - neHuunnnuH G, IgE (ImmunoCAP)

AnnepreH d3 - knew aomaluHei nbinv Dermatophagoides microceras, IgE
(ImmunoCAP)

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

3300

3300

3300

3300

1100

1100
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21-855

21-856

21-857

21-858

21-859

21-860

21-861

21-862

21-863

21-864

21-865

21-866

21-867

21-868

21-869

21-870

21-871

21-872

21-873

21-874

21-875

21-876

21-877

21-878

21-879

21-880

21-881

21-882

21-883

21-884

21-885

21-886

21-887

21-888

A09.05.324.000.

185

A09.05.324.000.

186

A09.05.324.000.

187

A09.05.324.000.

188

A09.05.324.000.

189

A09.05.324.000.

190

A09.05.324.000.

191

A09.05.324.000.

192

A09.05.324.000.

193

A09.05.324.000.

194

A09.05.324.000.

195

A09.05.324.000.

196

A09.05.324.000.

197

A09.05.324.000.

198

A09.05.324.000.

199

A09.05.324.000.

200

A09.05.324.000.

201

A09.05.324.000.

202

A09.05.324.000.

203

A09.05.324.000.

204

A09.05.324.000.

205

A09.05.324.000.

206

A09.05.324.000.

207

A09.05.324.000.

208

A09.05.324.000.

209

A09.05.324.000.

210

A09.05.324.000.

211

A09.05.324.000.

212

A09.05.324.000.

213

A09.05.324.000.

214

A09.05.324.000.

215

A09.05.324.000.

216

A09.05.324.000.

217

A09.05.324.000.

218

AnnepreH d74 - knew, goMalHen nuinu Euroglyphus maynei, IgE (ImmunoCAP)

AnnepreH €77 - MOMET BONIHUCTOro nonyrauuka, IgE (ImmunoCAP)

AnnepreH €80 - anuTenui ko3bl, IgE (ImmunoCAP)
AnnepreH e81 - anutenuit oBupl, IgE (ImmunoCAP)
AnnepreH €89 - nepo uHaenku, Ige (ImmunoCAP)
AnnepreH f201 - opex nekaH, IgE (ImmunoCAP)
AnnepreH f202 - opex Kewbto, IgE (ImmunoCAP)
AnnepreH 203 - ducrawku, Ige (ImmunoCAP)
AnnepreH f205 - cenbab, IgE (ImmunoCAP)
AnnepreH f206 - ckym6pus, IgE (ImmunoCAP)
AnnepreH f207 - monntock, IgE (ImmunoCAP)
AnnepreH f211 - exxesuka, IgE (ImmunoCAP)

AnnepreH 215 - canat-natyk, IgE (ImmunoCAP)

AnnepreH f217 - 6ptoccenbckas kanycra, IgE (ImmunoCAP)

AnnepreH f226 - cemeHa TbikBbl, IgE (ImmunoCAP)

AnnepreH 236 - cbiBOpoTKa kopoBbero Monoka, Ige (ImmunoCAP)

AnnepreH 253 - keapoBbii opex, IgE (ImmunoCAP)
AnnepreH f254 - kambana, IgE (ImmunoCAP)
AnnepreH 255 - cnvea, IgE (ImmunoCAP)

AnnepreH 261 - cnapxa, IgE (ImmunoCAP)
AnnepreH f264 - peuHolt yropb, IgE (ImmunoCAP)
AnnepreH 265 - TMuH, IgE (ImmunoCAP)

AnnepreH f266 - MyckaTHbIi opex, IgE (ImmunoCAP)
AnnepreH f267 - kapaamoH, IgE (ImmunoCAP)
AnnepreH f268 - reo3amka, IgE (ImmunoCAP)
AnnepreH 269 - 6a3unnuk, IgE (ImmunoCAP)
AnnepreH 270 - umbups, IgE (ImmunoCAP)
AnnepreH 271 - anuc, Ige (ImmunoCAP)

AnnepreH f272 - actparoH (TapxyH), IgE (ImmunoCAP)
AnnepreH f273 - TumbsiH (4abpeu), IgE (ImmunoCAP)
AnnepreH 277 - ykpon, IgE (ImmunoCAP)

AnnepreH 278 - naBpoBblit nucT, IgE (ImmunoCAP)
AnnepreH 279 - uunuiickuii nepeu, IgE (ImmunoCAP)

AnnepreH 280 - yepHbii nepeu, IgE (ImmunoCAP)

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100
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21-889

21-890

21-891

21-892

21-893

21-894

21-895

21-896

21-897

21-898

21-899

21-900

21-901

21-902

21-903

21-904

21-905

21-906

21-907

21-908

21-909

21-910

21-911

21-912

21-913

21-914

21-915

21-916

21-917

21-918

21-919

21-920

21-921

21-922

A09.05.324.000.

219

A09.05.324.000.

220

A09.05.324.000.

221

A09.05.324.000.

222

A09.05.324.000.

223

A09.05.324.000.

224

A09.05.324.000.

225

A09.05.324.000.

226

A09.05.324.000.

227

A09.05.324.000.

228

A09.05.324.000.

229

A09.05.324.000.

230

A09.05.324.000.

231

A09.05.324.000.

232

A09.05.324.000.

233

A09.05.324.000.

234

A09.05.324.000.

235

A09.05.324.000.

236

A09.05.324.000.

237

A09.05.324.000.

238

A09.05.324.000.

239

A09.05.324.000.

240

A09.05.324.000.

241

A09.05.324.000.

242

A09.05.324.000.

243

A09.05.324.000.

244

A09.05.324.000.

245

A09.05.324.000.

246

A09.05.324.000.

247

A09.05.324.000.

248

A09.05.324.000.

249

A09.05.324.000.

250

A09.05.324.000.

251

A09.05.324.000.

252

AnnepreH 281 - kappw, IgE (ImmunoCAP)

AnnepreH 283 - operaHo, IgE (ImmunoCAP)
AnnepreH 289 - puHuk, IgE (ImmunoCAP)

AnnepreH f290 - yctpuua, IgE (ImmunoCAP)
AnnepreH 293 - nanaius, IgE (ImmunoCAP)

AnnepreH f301 - xypma, IgE (ImmunoCAP)

AnnepreH f317 - kopvaHap, IgE (ImmunoCAP)
AnnepreH f319 - ceékna, IgE (ImmunoCAP)

AnnepreH f324 - xmenb, IgE (ImmunoCAP)

AnnepreH 328 - unxup, IgE (ImmunoCAP)

AnnepreH f332 - maTta nepeyHas, IgE (ImmunoCAP)
AnnepreH f333 - cemeHa nbHa, IgE (ImmunoCAP)
AnnepreH 342 - macnvHa, IgE (ImmunoCAP)
AnnepreH f36 - kokoc, IgE (ImmunoCAP)

AnnepreH f414 - Tunanus, IgE (ImmunoCAP)
AnnepreH f42 - nukwa, Ige (ImmunoCAP)

AnnepreH f59 - ocbmuHor, IgE (ImmunoCAP)
AnnepreH f6 - sumeHb, IgE (ImmunoCAP)

AnnepreH f60 - ctaspuaa, IgE (ImmunoCAP)
AnnepreH f80 - omap, IgE (ImmunoCAP)

AnnepreH f89 - ropumua, IgE (ImmunoCAP)

AnnepreH f90 - conoa, IgE (ImmunoCAP)

AnnepreH f91 - manro, IgE (ImmunoCAP)

AnnepreH il - aa nyensl gomawHen, IgE (ImmunoCAP)
AnnepreH i204 - cneneHb, IgE (ImmunoCAP)
AnnepreH i3 - a4 ocbl 06bIkHOBEHHO, IgE (ImmunoCAP)
AnnepreH i5 - sia ocbl xentoi, IgE (ImmunoCAP)
AnnepreH i70 - mypaBeli Puxtepa, IgE (ImmunoCAP)
AnnepreH i71 - komap, IgE (ImmunoCAP)

AnnepreH k84 - cemeHa noaconHeyvHuka, IgE (ImmunoCAP)
AnnepreH ol - xnonok, HeobpaboTtaHHas HUTb, IgE (ImmunoCAP)
AnnepreH 070 - cnepma, IgE (ImmunoCAP)

AnnepreH t1 - kneH saceHenucTHbl, IgE (ImmunoCAP)

AnnepreH t16 - cocHa BeiimyToBa, IgE (ImmunoCAP)

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100
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21-923

21-924

21-925

21-926

21-927

21-928

21-929

21-930

21-931

21-932

21-933

21-934

21-935

21-936

21-937

21-938

21-939

21-940

21-941

21-942

21-943

21-944

21-945

21-946

21-947

21-948

21-949

21-950

21-951

21-952

A09.05.324.000.

253

A09.05.324.000.

254

A09.05.324.000.

255

A09.05.324.000.

256

A09.05.324.000.

257

A09.05.324.000.

258

A09.05.324.000.

259

A09.05.324.000.

260

A09.05.324.000.

261

A09.05.324.000.

262

A09.05.324.000.

263

A09.05.324.000.

264

A09.05.324.000.

265

A09.05.324.000.

266

A09.05.324.000.

267

A09.05.324.000.

268

A09.05.324.000.

269

A09.05.324.000.

270

A09.05.324.000.

271

A09.05.324.000.

272

A09.05.324.000.

273

A09.05.324.000.

274

A09.05.324.000.

275

A09.05.324.000.

276

A09.05.324.000.

277

A09.05.324.000.

278

A09.05.324.000.

279

A09.05.324.000.

280

A09.05.324.000.

281

A09.05.324.000.

282

AnnepreH t25 - sceHb Bbicokuid, IgE (ImmunoCAP)

AnnepreH t5 - 6yk, IgE (ImmunoCAP)

AnnepreH t45 - BA3 ToncTtonucTHbIN, IgE (ImmunoCAP)
AnnepreH w204 - noaconHeyHuk, IgE (ImmunoCAP)

AnnepreH w9 - NoAopoOXXHWK NaHueToBMaHbIN, IGE (ImmunoCAP)

Cmecb annepreHoB nepbeB nNtuy ex71 (ImmunoCAP), IgE: rycs, Kypuubl, YTKH,
NHOENKN

Cmecb nuwesbix annepreHos fx1 (ImmunoCAP), IgE: apaxuc, GyHayk,
aMepUKaHCKMI Opex, MUHAANb, KOKOCOBLIA Opex

Cmecb nuwesbix annepreHos fx13 (ImmunoCAP), IgE: ropox, ¢daconb, MOPKOBb,
kapTodesnb

Cmecb nuwesbix annepreHos fx17 (ImmunoCAP), IgE: a6noko, 6aHaH, rpywa,
nepcuk

Cmecb nuwesbix annepreHos fx21 (ImmunoCAP), IgE: kuBm, AblHA, 6aHaH, nepcuk,
aHaHac

Cmecb nuwesbix annepreHos fx22 (ImmunoCAP), IgE: opex nekaH, KeLlbto,
ucTallkm, rpeukuii opex

Cmecb nuwesbix annepreHos fx7 (ImmunoCAP), IgE: noMmnaop, ApOXKK, YECHOK,
NyK, cenbaepen

AnnepreH f147 - kambana peyHas, IgE (ImmunoCAP)

Annepren f220 - kopuua, IgE (ImmunoCAP)

AnnepreH 287 - kpacHast ¢aconb, IgE (ImmunoCAP)

AnnepreH f294 - mapakys, IgE (ImmunoCAP)

AnnepreH f303 - nantyc 6enokopbii, IgE (ImmunoCAP)

AnnepreH f312 - pbiba-mey, IgE (ImmunoCAP)

AnnepreH f313 - aHyoyc, IgE (ImmunoCAP)

AnnepreH 320 - pak peuHoin, IgE (ImmunoCAP)

AnnepreH 326 - cbiBOpoTKa oBeuvbero Mosoka, Ige (ImmunoCAP)

AnnepreH 347 - kuHoa, IgE (ImmunoCAP)

AnneprokoMnoHeHT f351 - TponomMmnosnH kpeeeTok rPen a 1, IgE (ImmunoCAP)
AnneprokomnoHeHT f352 - apaxuc rAra h 8 PR-10, IgE (ImmunoCAP)
AnneprokomnoHeHT f353 - cos rGly m 4 PR-10, IgE (ImmunoCAP)
AnneprokoMnoHeHT f355 - kapn rCyp ¢ 1, IgE (ImmunoCAP)

AnnepreH f369 - 3ybaTka nonocatas, IgE (ImmunoCAP)

AnneprokoMnoHeHT f416 - omera-5 rnanaguH nwenHuupl rTria 19, IgE (ImmunoCAP)
AnneprokomnoHeHT f417 - cenbaepent rApi g 1.01 PR-10, IgE (ImmunoCAP)

AnneprokoMnoHeHT f422 - apaxuc rAra h 1, IgE (ImmunoCAP)

1100

1100

1100

1100

1100

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1870

1870

1870

1870

1100

1870

1870

1870
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21-953

21-954

21-955

21-956

21-957

21-958

21-959

21-960

21-961

21-962

21-963

21-964

21-965

21-966

21-967

21-968

21-969

21-970

21-669

21-971

21-972

21-973

21-974

21-975

21-976

21-977

21-978

21-979

A09.05.324.000.

283

A09.05.324.000.

284

A09.05.324.000.

285

A09.05.324.000.

286

A09.05.324.000.

287

A09.05.324.000.

288

A09.05.324.000.

289

A09.05.324.000.

290

A09.05.324.000.

291

A09.05.324.000.

292

A09.05.324.000.

293

A09.05.324.000.

294

A09.05.324.000.

295

A09.05.324.000.

296

A09.05.324.000.

297

A09.05.324.000.

298

A09.05.324.000.

299

A09.05.324.000.

300

A09.05.324.000.

49

A09.05.324.000.

301

A09.05.324.000.

302

A09.05.324.000.

303

A09.05.324.000.

304

A09.05.324.000.

305

A09.05.324.000.

306

A09.05.324.000.

307

A09.05.324.000.

308

A09.05.324.000.

309

AnneprokoMnoHeHT f423 - apaxuc rAra h 2, IgE (ImmunoCAP)

AnneprokoMnoHeHT f424 - apaxuc rAra h 3, IgE (ImmunoCAP)

AnneprokoMnoHeHT f426 - Tpecka rGad c 1, IgE (ImmunoCAP)

AnneprokomnoHeHT f427 - apaxuc rAra h 9 LTP, IgE (ImmunoCAP)

AnnepreH f54 - 6aTtaT, IgE (ImmunoCAP)

AnnepreH f61 - capaunHa, IgE (ImmunoCAP)

Cmecb nuwesbix annepreHoB fx2 (ImmunoCAP), IgE: Tpecka, KpeBeTKa, CUHSS

MUAWS, TYHeL, N0CoCh

Cmecb nuwesbix annepreHoB fx3 (ImmunoCAP), IgE: nweHuua, oBeC, KyKypy3a,

KYHXYTHOE CeMsl, rpeumnxa

Cmecb nuwesbIx annepreHos fx14 (ImmunoCAP), IgE:
KpacHbIi nepeL|

Cmecb nuwesbIx annepreHos fx15 (ImmunoCAP), IgE:
nepcmk

Cmecb nuwesbIx annepreHos fx16 (ImmunoCAP), IgE:
aHaHac

Cmecb nuwesbIx annepreHos fx18 (ImmunoCAP), IgE:

Cmecb nuwesbix annepreHos fx20 (ImmunoCAP), IgE:

Cmechb nuwesbix annepreHos fx27 (ImmunoCAP), IgE:
byHAyK

Cmecb nuwesbix annepreHos fx28 (ImmunoCAP), IgE:
roBsAMHa, KNBK

Cmecb nuwesbix annepreHos fx70 (ImmunoCAP), IgE:
nobucTok

Cmecb nuwesbix annepreHos fx71 (ImmunoCAP), IgE:
KapAaMoH, rBo3amka

Cmechb nuwesbix annepreHos fx72 (ImmunoCAP), IgE:
nMMBMpb, aHUC

Cmecb nuwesbix annepreHos fx73 (ImmunoCAP), IgE:
Cmechb nuwesbix annepreHos fx74 (ImmunoCAP), IgE:
kambana

AnnepreH g12 - poxb nocesHas, IgE (ImmunoCAP)

AnnepreH g14 - osec nocesHoi, IgE (ImmunoCAP)

MoMMUAOP, WNWHAT, KanycTa,

anenbcuH, s16noko, 6aHaH,

3eMNSHMKA, rpyLLa, IMMOH,

ropox, apaxuc, cos

nweHnua, poxb, A4YMEHb, pUC

Tpecka, MniweH1ua, cos,

KYHXYTHOE CEMS, KpEBETKa,

3CTparoH, MaopaH, TUMbSIH,

TMWUH, MYCKaTHbIN Opex,

6asunuk, cemeHa deHxens,

CBMHWHaA, roBsaanHa, Kypuua

TPEecKa, Cenbflb, MAKpPeb,

AnnepreH g15 - nweHnua nocesHasi, Ige (ImmunoCAP)

AnnepreH gl7 - rpeyka 3ameTHas, IgE (ImmunoCAP)

AnnepreH g201 - aumeHb (nbinbua), IGE (ImmunoCAP)

AnnepreH g202 - KyKypy3Hble pbiibua (nbiibua), IgE (ImmunoCAP)

AnnepreH k70 - HeobxxapeHHble 3epHa kode, IgE (ImmunoCAP)

Annepred m201 - Tilletia tritici (TBépaas ronosHs nweHuubl), IgE (ImmunoCAP)

1870

1870

1870

1870

1100

1100

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1320

1100

1100

1100

1100

1100

1100

1100

1100
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21-980

21-981

21-982

21-983

21-984

21-985

21-986

21-987

21-988

21-989

21-990

21-991

21-992

21-993

21-994

21-995

21-996

21-997

21-998

21-999

21-1000

21-1001

21-1002

21-1003

21-1004

21-1005

21-1006

21-1007

21-1008

21-1009

A09.05.324.000.

310

A09.05.324.000.

311

A09.05.324.000.

312

A09.05.324.000.

313

A09.05.324.000.

314

A09.05.324.000.

315

A09.05.324.000.

316

A09.05.324.000.

317

A09.05.324.000.

318

A09.05.324.000.

319

A09.05.324.000.

320

A09.05.324.000.

321

A09.05.324.000.

322

A09.05.324.000.

323

A09.05.324.000.

324

A09.05.324.000.

325

A09.05.324.000.

326

A09.05.324.000.

327

A09.05.324.000.

328

A09.05.324.000.

329

A09.05.324.000.

330

A09.05.324.000.

331

A09.05.324.000.

332

A09.05.324.000.

333

A09.05.324.000.

334

A09.05.324.000.

335

A09.05.324.000.

336

A09.05.324.000.

337

A09.05.324.000.

338

A09.05.324.000.

339

AnnepreH t9 - MacnuHa eBponeiickas, IgE (ImmunoCAP)
AnnepreH t10 - rpeukui opex (nbinbua), IgE (ImmunoCAP)
AnnepreH t223 - macnnyHas nanbMa (nbiibua), IGE (ImmunoCAP)
AnnepreH w18 - wasenb Manbii, IgE (ImmunoCAP)

AnnepreH w23 - KOHCKUIA Waeenb, IgE (ImmunoCAP)

AnnepreH w46 - deHxenb (cobaubs pomaluka), IgE (ImmunoCAP)
AnnepreH w203 - panc kanycta (nbinbua), IgE (ImmunoCAP)
AnnepreH €72 - npoTtenHbl Moun Mbiwu, IgE (ImmunoCAP)
AnnepreH €73 - anuTtenuid kpbicbl, IgE (ImMmunoCAP)

AnnepreH €74 - npoTenHbl Moun Kpbicbl, IgE (ImmunoCAP)
AnnepreH €75 - NpoTenHbl CbiIBOPOTKM Kpbichl, IgE (ImmunoCAP)
AnnepreH €76 - NpoTenHbl CbIBOPOTKM Mbiwmn, IgE (ImmunoCAP)
AnnepreH €83 - anuTenuii cBuHbM, IgE (ImmunoCAP)
AnneprokoMnoHeHT €102 - cobaka rCan f 2, IgE (ImmunoCAP)
AnnepreH €200 - NoMET kaHapeliku, IgE (ImmunoCAP)

AnnepreH €206 - NpoTenHbl CbIBOPOTKM Kponuka, IgE (ImmunoCAP)
AnnepreH €208 - anutenuit WwnHwunnbl, IgE (ImmunoCAP)
AnnepreH €211 - npoTenHbl Mouu Kponuka, IgE (ImmunoCAP)
AnnepreH €215 - nepo rony6s, IgE (ImmunoCAP)

AnnepreH €217 - anutenuii xopbka, IgE (ImmunoCAP)

AnnepreH €218 - noM&T kypuubl, IgE (ImmunoCAP)
ANNeprokoMnoHeHT €222 - anbbyMWnH CBMHOM CbiIBOPOTKM NSus s, IgE (ImmunoCAP)

Cmecb annepreHoB xumBOTHbIX ex1 (ImmunoCAP), IgE: nepXoTb KOLIKW, nowiagu,
KOpOBbI, cobakm

Cmecb annepreHoB )mBOTHbIX €x70 (ImmunoCAP), IgE: anuTenmit MOpcKoi CBUHKM,
KpOJSivKa, XOMSIKa, KPbICbl, MbILLIN

Cmecb annepreHoB xuMBOTHbIX ex72 (ImmunoCAP), IgE: nepbs NTuL, - BONHWUCTOrO
nonyranuyuka, KaHapenku, AJIMHHOXBOCTOro Nnomnyraiyvka, nonyrasi, Bblopka
AnneprokoMnoHeHT g206 - Tumodeeska nyroeas (recombinant) rPhl p 2, IgE

(ImmunoCAP)

AnneprokomnoHeHT g208 - Tumodeeska nyroeas (recombinant) rPhl p 4, IgE
(ImmunoCAP)

AnneprokoMnoHeHT g209 - TumMmodeeBka nyrosas (recombinant) rPhl p 6, IgE
(ImmunoCAP)

AnneprokomnoHeHT g210 - Tumodeeska nyroeas (recombinant) rPhl p 7, IgE
(ImmunoCAP)

AnneprokomnoHeHT g211 - TumModeeska nyroeas (recombinant) rPhl p 11, IgE
(ImmunoCAP)

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1870

1100

1100

1100

1100

1100

1100

1100

1870

1320

1320

1320

1870

1870

1870

1870

1870
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21-1010

21-1011

21-1012

21-1013

21-1014

21-1015

21-1016

21-1017

21-1018

21-1019

21-1020

21-1021

21-1022

21-1023

21-1024

21-1025

21-1026

21-1027

21-1028

21-1029

21-1030

21-1031

21-1032

21-1034

21-1035

21-1036

21-1037

21-1038

21-1039

A09.05.324.000.

340

A09.05.324.000.

341

A09.05.324.000.

342

A09.05.324.000.

343

A09.05.324.000.

344

A09.05.324.000.

345

A09.05.324.000.

346

A09.05.324.000.

347

A09.05.324.000.

348

A09.05.324.000.

349

A09.05.324.000.

350

A09.05.324.000.

351

A09.05.324.000.

352

A09.05.324.000.

353

A09.05.324.000.

354

A09.05.324.000.

355

A09.05.324.000.

356

A09.05.324.000.

357

A09.05.324.000.

358

A09.05.324.000.

359

A09.05.324.000.

360

A09.05.324.000.

361

A09.05.324.000.

362

A09.05.324.000.

363

A09.05.324.000.

364

A09.05.324.000.

365

A09.05.324.000.

366

A09.05.324.000.

367

A09.05.324.000.

368

ANneprokoMnoHeHT g212 - TumodeeBka nyroeas (recombinant) rPhl p 12
MpodunuH, IgE (ImmunoCAP)

CMecb annepreHoB 3/1aKoBbIX TpaB gx2 (ImmunoCAP), IgE: cBMHOpOIA Nanb4aThiid,

nneeen, TUMOdEEBKa NyroBasi, MAT/IMK JIyrOBOW, COPro, rpeyka 3amMeTHas

CMecb annepreHoB 3/1akoBbiX TpaB gx3 (ImmunoCAP), IgE: KONOCOK AyLUUCTBIN,
nneses, TMModeeBKa JTyroBasl, pOXXb NMOCEBHas!, 6yXxapHUK MyLIMCTbIN

CMecb annepreHoB 3/1akoBbIX TpaB gx4 (ImmunoCAP), IgE: KONOCOK AyLUUCTBIN,
nneBes, TPOCTHNK OB6bIKHOBEHHbIN, POXXb NMOCEBHas!, ByXapHUK MyLUMCTbIN

CMecb annepreHoB 3/1aKkoBbIX TpaB gx6 (ImmunoCAP), IgE: cBMHOpOWA Nanb4aThiid,

nneBen, copro, koctep, 6yXxapHUK NYLIUCTbINA, rPeYKa 3aMeTHas!

AnnepreH i8 - monb, IgE (ImmunoCAP)
AnnepreH i75 - aa wepuwHs, IgE (ImmunoCAP)
AnnepreH i205 - a4 wmens, IgE (ImmunoCAP)

AnneprokoMnoHeHT i208 - ¢ocdonunaza A2 nyena megoHocHas rApi m 1, IgE
(ImmunoCAP)

AnneprokoMnoHeHT i209 - si4 ocbl 06bIkHOBEHHOM rVes v 5, IgE (ImmunoCAP)
AnnepreH k73 - oTxoabl nponssoacTea weska, IgE (ImmunoCAP)

AnnepreH k74 - wenk, IgE (ImmunoCAP)

AnneprokoMnoHeHT k213 - nencuH ceBuHom nSus s, IgE (ImmunoCAP)
AnneprokoMnoHeHT k215 - naTtekc (recombinant) rHev b 1, IgE (ImmunoCAP)
AnneprokoMnoHeHT k217 - natekc (recombinant) rHev b 3, IgE (ImmunoCAP)
AnneprokoMnoHeHT k218 - naTtekc (recombinant) rHev b 5, IgE (ImmunoCAP)
AnneprokoMnoHeHT k220 - naTtekc (recombinant) rHev b 6.02, IgE (ImmunoCAP)

AnneprokomnoHeHT k221 - natekc (recombinant) rHev b 8 MpodunuH, IgE
(ImmunoCAP)

AnneprokomnoHeHT k224 - natekc (recombinant) rHev b 11, IgE (ImmunoCAP)
AnnepreH t6 - MoXokeBenbHWK Kasaukui, IgE (ImmunoCAP)

AnnepreH t18 - agkanunT, IgE (ImmunoCAP)

AnnepreH t19 - akaums, IgE (ImmunoCAP)

AnnepreH t23 - kunapuc BeyHoseneHbiv, IgE (ImmunoCAP)

AnnepreH t57 - MmoxokesenbHUK, IgE (ImmunoCAP)

AnnepreH t70 - wenkosuua, IgE (ImmunoCAP)

AnnepreH t201 - enb, IgE (ImmunoCAP)

AnnepreH t203 - koHckuIA KawTaH, IgE (ImmunoCAP)

AnnepreH t205 - yépHas 6y3uHa, IgE (ImmunoCAP)

AnnepreH t206 - kawTaH, IgE (ImmunoCAP)

1870

1870

1320

1320

1320

1100

1100

1100

1870

1870

1100

1100

1870

1870

1870

1870

1870

1870

1870

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100
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21-1040

21-1041

21-1042

21-1043

21-1044

21-1045

21-1046

21-1047

21-1049

21-1050

21-1051

09-067

09-120

A09.05.324.000.

369

A09.05.324.000.

370

A09.05.324.000.

371

A09.05.324.000.

372

A09.05.324.000.

373

A09.05.324.000.

374

A09.05.324.000.

375

A09.05.324.000.

376

A09.05.324.000.

377

A09.05.322.000.

174

A09.05.323.000.

128

A26.30.054.000.

01

A26.08.019.000.

02

Jlabopatopua CMD

030850

042150

240013

090350

060250

250050

060252

250060

030871

060251

250061

A26.05.024

A26.06.045

A09.05.229

A26.05.016

B03.016.023.00
1

A09.05.264.001

B03.016.023.00
1

B03.016.017.00
2

A26.05.035

B03.016.023.00

1

B03.016.025.00
1

AnnepreH t213 - cocHa, IgE (ImmunoCAP) 1100
AnnepreH t222 - kunapuc, IgE (ImmunoCAP) 1100
AnnepreH w4 - ambposusi noxHasi, IgE (ImmunoCAP) 1100
AnnepreH w5 - nonbiHb ropbkasi, IgE (ImmunoCAP) 1100
AnnepreH w20 - kpanusa asyaoMHas, IgE (ImmunoCAP) 1100
AnnepreH w45 - nouepHa, IgE (ImmunoCAP) 1100
AnnepreH €71 - anutenui Meiwn, IgE (ImmunoCAP) 1100
AnnepreH i73 - nuunHKa kpacHoi Moluku, IgE (ImmunoCAP) 1100
Cmecb nuwesbIx annepreHos fx24 (ImmunoCAP), IgE: dyHAyK, KpeBeTKa, K1BY, 1100
6aHaH

Anneproumnn ALEX (300 anneprokoMnoHeHToB + IgE obwwumit) 21 780
CMecb MHransaumoHHbIx annepreHoB NQ 7 (IgG): anuTenuid KOLIKKM, NepxoTb Cobakuy, 1320
3NUTENUI KPOSIMKa, NepXoTb nowaau, knew Dermatophagoides pteronyssinus

Clamydia pneumonia, AHK [pean-Taiim MLP] 550
Influenza virus A/B (Bupycbl rpunna A/B), PHK [pean-Taim MLP] 1100
[OHK Human Herpes Virus 7 (Human betaherpesvirus 7, HHV7), konnuectseHHoe 740
onpefeneHue

AHTUTENa K reprnecsupycy Yenoseka 8 tuna (anti-HHV 8, BI4y-8), IgG konuu. 1210
Onpenenenuve kapbornapat-geduuntHoro TpaHcdeppuHa (CDT) 3630
CUBPTECT - BOAOPO/IHO-METAHOBbIN AbIXaTeNbHbIN TECT (HEUHBA3WUBHASA 3410
[OMArHOCTMKa CMHAPOMA M36bITOYHOro 6aKkTepuanbHOr0 POCTa B TOHKOMN KULLKE)

CrepouaHbiii npodusb B KpoBu MeTofoM BIXKX-MC (12 napameTpoB): 6 350
Onpepnenenve OMera-3 MHAEKCA B LIENIbHOM KPOBU U 3PUTPOLIMTAPHBIX MEMBpaHax 4510
CTepouaHbIi Npodusb B citoHe MeToaoM BIXKX-MC (8 napameTpos): 5650
PasBepHyTas oueHka MeMbpaHHOro 1 MOBULHOro (MNONPOTENAHOMO U CBO6OAHO- 12 100
YXMPHOKMCIOTHOIO) MySioB XMPHbIX kucnoT (KK) B LenbHol kposu MeTonom MX-MC.

Copep>xaHue oTAenbHbIX MNONHEHAChILWEHHbIX (OMera-3 1 - 6), MOHOHEHACBILLEHHbIX

(omera - 5, -7, -9), HacbiweHHbIX XK, KK ¢ HeYeTHbIM Y1CIOM aTOMOB Yrnepoaa,

TpaHc-XK; cymmapHoe konunyectso XKK B rpynnax; pacy€THbIE MHAEKCHI U

conTHNLeHG XK

[HK Bupyca repneca VIII Tuna (Human gammaherpes virus 8, HHV8), kpoBb, 620
KoMy,

CTepounaHbIii Npodusb B ClloHe MeToaoM BIXKX-MC (4 napaMeTpa): TECTOCTEPOH, 4 850
KomnnekcHoe onpeaeneHme KOHUEHTpauun aMMHOKUCIOT B MOYe METOAOM 5720
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250062

250063

250059

010001

010003

010005

010101

010104

010102

010107

010109

010110

010113
010201

010301

010401

010404

010601

010605

011301

011302

B03.016.025.00
1

B03.016.018.00
1

B03.016.017.00

2

A26.20.020.01

A26.20.020.02

A26.20.020.03

A26.20.028.01

A26.20.028.02

A26.20.027.01

A26.20.029.01

A26.20.029.02

A26.20.027.02

A26.20.027
A26.20.030.01

A26.20.025.01

A26.20.034.01

A26.20.034.02

A26.21.050.01

A26.09.080.01

A26.20.037.002.
01

A26.05.041.002

KomnnekcHoe onpeaeneHve KOHUEHTpaUmMM aMMHOKMCIIOT B NJ1a3Me METOA0M 6 380

KomnnekcHoe onpeaeneHne KOHLEHTPaUMM OpraHnMYyecknx KUCIOT B MOYe METOAOM 9 680
MonvHeHachbIlWeHHbIe (3cceHUManbHbIE) XUPHbIE KncnoThl (OKK) cemelicTBa 7 040
[OHK Chlamydia trachomatis - kau. 400
[OHK Chlamydia trachomatis - kon. 790
[OHK Chlamydia trachomatis 620
[OHK Mycoplasma hominis - kau. 440
[OHK Mycoplasma hominis - kon. 480
[OHK Mycoplasma genitalium - kau. 440
[OHK U.urealyticum / U. Parvum - kau. 440
[OHK U.urealyticum / U. Parvum -kon. 550
[OHK Mucoplasma genitalium - kon. 740
BbisiBneHve MyTaumii peamcteHTHocTn B HK Mycoplasma genitalium 960
[OHK Gardnerella vaginalis - kau. 440
[OHK Treponema pallidum - kau. 440
[JHK Neisseria gonorrhoeae - kau. 440
[OHK Neisseria gonorrhoeae -kon. 740
[OHK Mycobacterium tuberculosis complex 660
[OHK Mycobacterium tuberculosis complex 660
[HK Streptococcus agalactia (SGB) - (cockob) 660
[HK Streptococcus agalactia (SGB) (kpoBb) 740
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011303

011208

011209

011210

011603

020001

020101

020102

020201

020202

020301

030002

044762

030102

030104

030106

030107

030108

030109

030202

030204

A26.23.021.002

A26.19.063.01

A26.19.063.02

A26.19.063.03

A26.09.048.001

A26.20.048.01

A26.23.024.001.

01

A26.05.013.001

A.26.20.026.01

A.26.20.026.02

A26.08.061.01

A26.05.030.001

A26.05.020.001

A26.05.020.002

A26.05.020.003

A26.05.020.02

A26.05.020.004

A26.05.020.03

A26.05.019.001

A26.05.019.002

JHK Streptococcus agalactia (SGB) ( Ma30k)

BbisiBNeHWe Bo36yauTenel 6akTepuanbHbiX KuiedHbix MHekunii (AHK Shigella spp.

+ E. coli (EIEC, aHTeponHBa3uBHble wtammbl) / Shigella dysenteriae I Tuna + E. coli
(EHEC, aHTeporemopparudeckue wrammbl) / Salmonella spp. / Campylobacter spp.)

BbisiBNieHWE BO36yaMTENEN BUPYCHBIX KULLEYHbIX MHdekumin PHK/OHK Rotavirus A /
Norovirus GI n GII / Astrovirus / Adenovirus (rpynna F) / Enterovirus
[unaporeHHble 3wepuxmosbl

[HK Bordetella pertussis/parapertussis/bronchiseptica

[HK Candida albicans

[HK Toxoplasma gondii ( CMX)

[HK Toxoplasma gondii ( kpoBb)

[HK Trichomonas vaginalis (kau.)

[OHK Trichomonas vaginalis (kon.)

[HK Pneumocystis jirovecii (carinni)

PHK HAV

Anti-SARS-CoV-2 (COVID-19) Ig G 6enka (S1) - KonM4ecTBeHHbIN MeToq
OHK HBV ( kau.)

[OHK HBV (kon.)

OHK HBV ( reH.)

[OHK Bupyca renatuta B (AHKHBV), ynbTpauyBCTBUTENbHbIN MeTOA

[OHK HBV, onpeaeneHve MyTaumii yCTOMYMBOCTM K MPOTUBOBUPYCHLIM MNpenapaTtam
(NamunBYyAWH, TenbuBYAWH, 3HTEKaBMP, anedoBmp, TeHObOBMP)
[OHK HBV (konnyectBeHHOE ynbTpavyBCTBUTENIbHOE UCCNIEA0BaHNE)

PHK HCV (kau.)

PHK HCV ( kon.)

740

1050

1050

1970

1470

440

500

500

440

740

660

880

1650

620

3300

1290

3080

11 000

4 060

830

3670
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030207

030208

030211

030302

030402

030601

030603

030604

030605

030701

030702

030703

030801

030803

030851

030852

030901

030903

A26.05.019.02

A26.05.019.01

A26.05.019.03

A26.05.023.001

A26.05.026.001

A26.21.010.02

A26.05.017

A26.05.017.002

A26.21.010.03

A26.21.009.03

A26.05.035.001

A26.21.009.04

A26.08.060.01

A26.05.033.002

A26.05.024

A26.05.024

A26.08.059.01

A26.05.011.002

PHK HCV (tunbl 13, 1b, 2, 3a, 4, 5, 6) 3080

PHK Bupyca renatuta C (PHKHCV), ynbTpauyBCTBUTENbHBIN METOA 3270
PHK HCV, konnuectBeHHOe ynbTpadyBCTBUTENBHOE 1CCefoBaHue 4 690
PHK HDV (kpoBb) 880
PHK HGV 880
[OHK Cytomegalovirus (kay.) 480
[OHK Cytomegalovirus (n.kon.) 550
[HK Cytomegalovirus ( kon.) 740
[HK Cytomegalovirus 810
[OHK Human herpes virus 1, 2 Tunos 610
[OHK Human herpes virus 1, 2 Tunos (KpoBb) 480
[OHK Herpes virus 1/ 2 Tvna 610
[OHK Human herpes virus 6Tuna (Ma3ok) 480
[HK Human herpes virus 6T1na (KpoBb) 550
[OHK Human Herpes Virus 7 (Human betaherpesvirus 7, HHV7), konuuectBeHHoe 740

onpeaeneHmne B ueanon KpoBu

[HK Human Herpes Virus 7 (Human betaherpesvirus 7, HHV7), konuuectBeHHoe 740
onpegeneHue B niasme

[HK Epstein-Barr virus (kau.) 460

[OHK Epstein-Barr virus (n.kon) 550
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031001

031002

031201

031203

031206

031207

031208

031209

031224

031225

031223

031210

031212

031214

031218

031301

031303

A26.26.016

A26.05.042.001

A26.20.009.02

A26.20.009.01

A26.20.009.04

A26.20.009.03

A26.20.009.05

A26.20.009.06

A26.20.012

A26.20.012

A08.20.017.002

A26.20.009.07

A26.20.009.09

A26.20.009.11

A26.20.009.12

A26.19.072.02

A26.19.072.001

[HK Varicella-Zoster virus ( Ma30k)

[HK Varicella-Zoster virus (kpoBb)

[OHK Papillomovirus 16/18

[OHK Papillomovirus 6/11

[HK Papillomovirus cymmapHbIl, 6e3 onpeaenexus Tuna (16, 18, 31, 33, 35, 39, 45,
51, 56, 59)

Konuyectso AHK BIMY 16 n 18 Tunos

[OHK BIMY seicokoro pucka( 16,18,31,33,35,39,45,51,52,56,58, 59,68 Tvnbl)

[HK BINY Beicokoro pucka( 16,18,31,33,35,39,45,51,52,56,58, 59 Tunbl)

[OHK BIMY seicokoro pucka( 16,18,31,33,35,39,45,51,52,56,58, 59 Tunbl) Kau. ¢
onpea. TMMNa, Ma3oK POTOrfI0TKK

[OHK BIMY seicokoro pucka( 16,18,31,33,35,39,45,51,52,56,58, 59 Tunbl) Kau. ¢
onpea. Tuna, CoCcKob NPsSIMOM KULLIKK

BMY-MAM-TeCT XMAKOCTHLIV C ONpeaeneHneM Ko3KCrpeccum oHkobenkos pl6/Ki67

BMY-TecT paclimpeHHsbIii (C onpeaeneHUeM KonmMyecTsa 1 Tuna Bupyca)

BMY-MAM-TecT »MUAKOCTHBIN (koMneke TecToB BMY paclumMpeHHbIi ¢ onpeseneHnem
Konm4yecTBa v Tuna Bupyca 1 MNAIM-TecT)

MAMM-TECT >XMAKOCTHbIN
BM4Y-TecT (€ onpeaeneHmMeM KONMYeCTBa 1 OTAENbHLIM BbisiBNeHneM 16 1 18 Tmnos
BMpyca)

PHK Enterovirus ( CMX, ma3ok)

PHK Enterovirus (kan.)

480

480

500

500

1230

550

980

1540

1420

1420

12 100

1530

3890

2610

1470

660

1100
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031802

031901

031902

031903

031904

032001

032002

032101

032102

032108

032109

032201

032202

032302

032501

032502

032503

170001

A26.08.022.02

A26.08.019.01

A26.08.019.02

A26.08.019.03

A26.08.019.04

A26.07.009.01

A26.07.009.02

A26.05.021.004

A26.05.021.001

A26.05.022.001.

02

A26.05.022.001.

03

A26.05.039.001

A26.08.063.01

A26.09.037.001

A26.08.019.07

A26.08.019.08

A26.08.019.09

A26.20.034.001

OHK Adenovirus

Bupyc rpunna Aun B

(PHK Myxovirus influenza)

Bupyc naparpunna 1,2,3,4 Tunos (PHK Parainfluenza virus 1,2,3,4)

PHK Bupycos rpunna A n B, naparpunna 1,2,3,4 Tunos (PHK Myxovirus influenza,
PHK Parainfluenza virus 1,2,3,4)

"Bupyc rpunna A, A/H1IN1/CA/2009, B" (cBMHOI rpunmn)

[OHK Parvovirus B 19 ( Ma3ok, cnoHa)

[OHK Parvovirus B 19 (kpoBb)

OHK HIV (tun 1)

PHK HIV (tun 1)

PHK HIV-1, onpeagenexne pe3ncteHTHoCcT BUY K MHrMbuTOpam nHTerpasbl

PHK /OHK HIV-1, onpeaenenve Tponu3sma BUY

PHK Bupyca kpacHyxu (Rubella virus) ( kpoBb)

PHK Bupyca kpacHyxu (Rubella virus) (mMa3sok)

PHK Human respiratory syncytial virus (hRSV)

PHK Zika virus (kpoBb, c/itoHa, Moya)
PHK Zika virus (3skynsiT)
PHK Zika virus (AX)

OHK Neisseria gonorrhoeae/ Chlamydia trachomatis
genitalium / Trichomonas vaginalis

Mycoplasma

980

1100

990

1340

1780

980

980

3080

8 890

19770

19770

1100

790

1300

4310

1720

1720

920
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170006

170007

170002

170003

170004

170005

170101

170103

170104

170099

170100

170201

170202

170203

A26.19.031

A26.19.030

A26.21.035.01

A26.20.048.03

A26.20.034.03

A26.20.034.001.
01

A26.08.029.01

A26.08.029.02

A26.20.048.02

A26.05.046

A26.23.027.001

A26.07.007.01

A26.07.007.02

A26.21.010.01

OHK Neisseria gonorrhoeae/ Chlamydia trachomatis Mycoplasma genitalium /
Trichomonas vaginalis (cockob/oTaen.nu3 npsiMoin KULLIKK)

[HK Treponema pallidum/ Herpes simlex virus I/II Tuna (cocko6/oTaen.uns npsmon
KULLKWN)

[HK Ureaplasma parvum / Ureaplasma urealyticum / Mycoplasma hominis

[HK Candida albicans/glabrata/crusei

YporeHuTtasnbHble MHDEKLNN Y MYXUMH(
N.gomnorrhoeae/C.trachomatis/M.genitalium/T.vaginalis/U.parvum/urealyticum/M.ho
minis//C.albicfns/glabrata/crusel)

YporeHuTtasnbHble MHPEKLNN Y XKEHLLMH(
N.gomnorrhoeae/C.trachomatis/M.genitalium/T.vaginalis/U.parvum/urealyticum/M.ho
minis//C.albicfns/qglabrata/crusel)dnopoueHo3 Bnaranuiia)

OHK Mycoplasma pneumoniae / Chlamydophila pneumonia

[OHK Mycoplasma pneumoniae /Chlamydophila pneumonia /Pneumocystis jirovecii
(carinii)

[HK Candida albicans/glabrata/crusei

[OHK Streptococcus pneumoniae 1 Haemophilus influenzae, konuuecTBeHHoe
ornpegesnieHne B LenbHOM KPOBK

[OHK Streptococcus pneumoniae 1 Haemophilus influenzae, konuuecTBeHHoe
onpeaenexHue

[HK Cytomegalovirus/ Epstein-Barr virus/ Human herpes virus VI  ( Ma30k)

[OHK Cytomegalovirus/ Epstein-Barr virus/ Human herpes virus VI (kpoBb)

[OHK Bupyca npoctoro repneca 1 / 2 tunos (HSV1 /2 Tunos) / AHK
Uutomeranosupyca (CMV) (cockob)

920

920

1100

990

1720

2210

790

990

770

720

720

720

880

360
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170204

170205

170502

170401

170400

170402

170403

170404

170405

170406

170407

000001

000002

000003

000004

A26.05.017.002.
01

A26.05.017.002.
02

A26.05.021.01

A26.01.031.01

A26.05.053

A26.06.107

A26.05.053

A26.05.056

A26.05.057

A26.05.054

A26.05.064

A26.21.007.002.
01

A26.20.022.002.
01

A26.20.027.002.
01

A26.20.026.002.
01

[HK Bupyca npoctoro repneca 1 / 2 tunos (HSV1 /2 Tunos) / AHK
Uutomeranosupyca (CMV) ( kpoBb)

[OHK Bupyca npoctoro repneca 1 / 2 tunos (HSV1 /2 Tunos) / OHK
UuTtomeranosupyca (CMV) ( ma30k)

PHK Bupyca renatuta C/HK Bupyca renatmuta B/PHK BUY 1 n 2 Tnna

[HK /PHKTBEV /B.burgdorferi (knew Ha sHuedanuTt, 6oppenvos, aHannasMos,
3pnXMo3)

[OHK/PHK TBEV//Borrelia burgdorferi sl// Borrelia miyamotoi//

PHK TBEV (Tick-borne encephalitis virus) - Bo36yautens kneweBoro sHuedanuta
(BK3), kauecTBEHHOE onpeaesieHme

[OHK/PHK Borrelia burgdorferi sl - Bo36yanTenn nkcogosbix knewesbix 60ppeno3os
(MKB), kayecTBeHHOE onpeaeneHue

[HK Anaplasma phagocytophilum - Bo36yauTenb rpaHynouMtapHoOro aHannaasmosa
yenoseka (FAY), KauecTBEHHOE onpeaeneHne

[OHK/PHK Ehrlichia chaffeensis/muris - Bo36yantenu MoHOLMTapHOro 3panxmosa
yenoseka (M3Y4), kauecTBEHHOE onpeaeneHme

[HK Borrelia miyamotoi — Bo36yauTenb MKCoaoBOro Krewesoro 6oppenvosa,
Bbl3BAHHOro B.miyamotoi, kauecTBeHHOe onpeaeneHue

[HK Rickettsia spp (rpynna nSTHUCTbIX NMNXOpPafoK) — BO36yAUTENMN KNELLEBbIX
NATHUCTBIX IMXOPAZOK, Ka4YeCTBEHHOE OnpeaesieHme

PHK Chlamydia trachomatis

PHK Neisseria gonorrhoeae

PHK Mycoplasma genitalium

PHK Trichomonas vaginalis

630

330

3630

1910

3320

1170

1170

1170

1170

1170

1170

2 460

2 460

2 460

2 460
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000005

180008

180009

180021

180024

180039

180038

180040

180041

180044

180049

180050

181021

181024

181039

A26.20.034.001.
02

A27.05.029

A27.05.026.01

A27.05.031.01

A27.05.031.02

A27.05.031.10

A12.30.012.009.
01

A27.05.031.11

A27.05.031.12

A27.05.031.13

B03.047.002

A12.05.010

A27.05.031.58

A27.05.031.59

A27.05.031.66

PHK Chlamydia trachomatis /Neisseria gonorrhoeae / PHK Mycoplasma
genitalium / PHK Trichomonas vaginalis /( komnnekc)

BoisneHne annenun 5701 nokyca B rnaBHOro KoMnnekca rucTocoBMeCTUMOCTH
yenoseka (HLA B*5701)

Onpepenenune SNP B reHe IL28B yenoseka

leHeTMuYeckasi NpeapacnonoXeHHOCTb K caxapHoMy avabety 1 Tmna. UccneposaHmve
nonumopdmamos B reHax: C120RF30 (A>G), CLEC16A (A>G), rs2544677 (G>C),
INS(A>T), PTPN22 (G>A).

leHeTMYeckas NpeapacrnonoXeHHOCTb K caxapHoMy avabety 2 Tvna.
[JononHutenbHbI npodunb. UccnenoBaHve nonMMopdusMos B

reHax: CDKAL1 (A>G), CDKN2A/2B (T>C), HHEX (G>A), IGF2BP2 (G>T), SLC30A8
(R325W C>T).

MporHo3 achdeKTUBHOCTU Tepanuu 6POHXMANBHON acTMbl C NMOMOLLbIO ?-2
aapeHOMUMETUKOB. MccnepgosaHue nonumopduama rs 1042713 B reHe ADRB2

MonekynsipHo-reHeTu4yeckoe nccnegosaHme HLA-B27 npu gMarHocTuke
AYTOMMMYHHbIX 6051e3HEN

JiunnaHbiit 06MeH. MeHeTMYeCKas NpeapacrnofioKEHHOCTb K AUCIMMMAEMUN U
pa3BMTUIO aTepOCKiepo3a. MccnepoBaHne nonumopduamos B reHax: APOE (C112R
T>C), APOE (R158C C>T), APOB (R3527Q G>A), APOB (G>A), PCSK9 (T>C),
ABCA1 (R219K G>A), APOC3 (-455 C>T), APOC3 (-482 C>T), APOC3 (G>C),

LPL (N318S A>G), LPL (S447X C>G), PON1 (L55M A>T), PON1 (Q192R A>G).

MeHeTUYeckas NpeapacrnonoXeHHOCTb K 6onesHun AnbureliMepa. WccnefosaHue
nonmmopdmamos B reHe APOE (C112R T>C), (R158C C>T).

bonesHb KpoHa. WccneposaHne nonumopdusmos B reHax: NOD2 (R702W
C>T), NOD2 (G908R G>C), NKX2-3 (A>G), PTPN2 (T>G).

leH peuenTopa ButammHa D (VDR). BeisBneHue nonmmopdusma G>A (Bsml),
rs1544410

eHeTMyeckas nNpeapacnonoXXeHHOCTb K Lennakun. TunmposaHue reHos HLA II
knacca (rannotunsl DQ2/DO8)

3akntoyeHne Bpaya K ycnyre "leHeTnyeckasl NpeapacnofioKeHHOCTb K CaxapHOMY
anabety 1 Tuna"

3akstoueHne Bpada K ycnyre "MeHeTuyeckas NpeapacnofioXEHHOCTb K CaxapHOMY

AvabeTy 2 Tuna, AONONHUTENbHBIN npodunb”

3akntoyeHue Bpada k ycnyre "MporHo3 adhekTMBHOCTY Tepanuu 6poHXManbHOM
aCTMbl C MOMOLUbIO ?-2 aApeHOMUMETUKOB"

6 050

1660

2760

6 820

6 930

1870

2110

11750

2900

5400

1350

5940

880

880

880
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181040

181041

181044

181049

040001

040002

040101

040103

040105

040106

040107

040108

040109

040202

040203

040301

040302

040401

040402

040501

040502

040503

A27.05.031.67

A27.05.031.68

A27.05.031.69

A27.05.031.69

A26.06.034.002

A26.06.034.001

A26.06.036.001

A26.06.040.002

A26.06.039.001

A26.06.035

A26.06.038

A26.06.036.002

A26.06.039

A26.06.041.005

A26.06.041.002

A26.06.043.003

A26.06.043.001

A26.06.044.002

A26.06.044.001

A26.06.082.001

A26.06.082.003.

01

A26.06.082.003.

02

3aksoueHne Bpada K ycnyre "JIunuaHblii o6MeH. MFeHeTuyeckas
npeapacrnoNoXeHHOCTb K AUCTMMMAEMUN U PA3BUTUIO aTePOCKIepo3a

3aknoyeHune Bpada K ycnyre "feHeTmyeckas NpeapacnosioKeHHOCTb K 60n1e3Hn
Anbureimepa"

3akntoyeHune Bpada K ycnyre "bonesHb KpoHa"
3aknoueHne Bpava-reHeTunka Kk ycnyre «leH peuentopa sutammuHa D (VDR)»

anti-HAV IgG

anti-HAV IgM

HBsAg

anti-HBs (kon.)

anti-HBc IgM

HBeAg

anti-HBe

HbsAg (KonnnyecTBeHHbIM MeToA)

anti - HBcore( cymmapHoe)

anti-HCV IgM

anti-HCV( cymmapHoe)

anti-HDV

anti-HDV IgM

anti-HEV IgG

anti-HEV IgM

Syphilis RPR (RW)

Syphilis TPHA (PMIrA)  (kau.)

Syphilis TPHA (PMrA) (n.kon.)

880

880

880

990

880

990

480

770

830

770

770

1600

770

660

660

740

740

740

740

440

550

550
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040504

040601

040701

040702

040703

040704

040707

040801

040802

040803

040901

040902

040903

041001

041002

041101

041102

041201

041202

041203

041204

041301

010702

010703

041302

049001

A26.06.082.002

A26.06.049.001

A26.06.045.001

A26.06.045.002

A26.06.045.002.

01

A26.06.045.003

A26.06.046.002

A26.06.022.001

A26.06.022.002

A26.06.022.003

A26.06.071.001

A26.06.071.002

A26.06.071.003

A26.06.056.001

A26.06.056.002

A26.06.112.001

A26.06.112.002

A26.06.029.002

A26.06.029.001

A26.06.031

A26.06.030

A26.06.033.01

A26.19.070.001

A26.16.004.001

A26.06.033.02

A26.19.020

anti-Treponema pallidum (cymMapHbie)

anti-HIV 1/2

anti-HSV 1 tuna IgG

anti-HSV 2 tuna IgG

anti-HSV 1,2 tvna IgG

anti-HSV 1,2 tuna IgM

Onpepenenne nHaekca asmaHoctn IgG k Bupycy npoctoro repneca (BN, HSV) I m
IT TMna; nonykonnyecTBeHHoOe onpeaeneHue

anti-CMV IgG

anti-CMV IgM

CMV IgG (aBMAHOCTb)

anti-Rubella IgG
anti-Rubella IgM

Rubella IgG (aBMaHOCTb)

anti-Measles virus 1gG
anti-Measles virus IgM
anti-Mumps IgG
anti-Mumps IgM

anti-EBV-VCA IgG

anti-EBV-VCA IgM

anti-EBV-EBNA IgG

anti-EBV-EA IgG

anti-Helicobacter pylori IgA

[HK Helicobacter pylori, kauectBeHHOE onpeaeneHne B Kane

[HK Helicobacterpylori, kayecTBeHHOe onpeaeneHue B buonTtaTte

anti-Helicobacter pylori IgG

Helicobacter pylori, onpeaeneHne aHTureHoB (3KCNpecc-MeToA C UCNOMb30BaHNEM
MOHOKJ/IOHaNbHbIX aHTUTEN)

770

550

830

770

720

720

770

720

770

1320

660

850

1010

900

880

880

880

720

720

980

770

920

980

980

740

990
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049002

041401

041402

041403

041404

041407

041408

041501

041506

041503

041504

041505

041601

041602

041603

041701

041702

049201

049101

041901

041902

041903

041904

041906

041909

041911

A07.16.006

A26.06.018.003

A26.06.018.001

A26.06.016.02

A26.06.016.01

A26.06.018.002

A26.06.016.03

A26.06.057.04

A26.06.057.06

A26.06.057.02

A26.06.057.01

A26.06.057.03

A26.06.081.001

A26.06.081.002

A26.06.081.003

A26.06.032

A26.06.032.01

A26.19.037

A26.19.095

A26.06.062.01

A26.06.024

A26.06.080.01

A26.06.119.01

A26.06.121.01

A26.06.124.01

A26.06.122.01

Helicobacter pylori, 13C - ypeasHblit AblXaTeNbHbI TECT (ONpeaeseHne ypeasHom

AKTUBHOCTH)
anti-Chlamydia trachomatis IgG

anti-Chlamydia trachomatis IgA

anti-Chlamydia pneumonia IgG

anti-Chlamydia pneumonia IgA

anti-Chlamydia trachomatis IgM

anti-Chlamydia pneumonia IgM

anti-Mycoplasma hominis IgG

anti-Mycoplasma hominis IgA

anti-Mycoplasma pneumonia IgG

anti-Mycoplasma pneumonia IgA

anti-Mycoplasma pneumonia IgM

anti-Toxo gondii IgG
anti-Toxo gondii IgM

Toxo gondii IgG (aBuaHOCTb)

anti-Giardia Lamblia(cymmapHble)

anti-Giardia Lamblia IgM

Giardia Lamblia, kauecTBeHHOE onpeaeneHne aHTUreHa (3Kcnpecc-MeTos)

Clostridium difficile, kauecTBeHHOe onpefeneHve aHTUreHa TOKCMHA A M TOKCMHa B

(akcnpecc - meToA)

aHTuTeNna K onncrtopxam

aHTUTENa K 3XMHOKOKKY
aHTUTEeNa K TOKCOKapaMm
aHTUTENa K TPUXMHeNnnam
aHTUTEna K ackapuaam IgG

Anti-Schistosoma spp IgG

Anti - Taenia solium IgG

2 340

770

770

720

770

720

720

660

770

720

720

720

660

770

1210

770

720

2170

2 200

880

880

660

660

1100

920

1200
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041912

042001

042002

042003

042101

030872

030870

042102

042301

042302

042401

042402

042701

042702

043301

043302

043303

044001

044002

044101

044102

044201

050001

050101

050201

050301

050401

A26.06.125.01

A26.20.029.04

A26.20.029.03

A26.20.029.05

A26.06.047.001

A26.05.035

A26.05.035

A26.06.047

A26.06.084.001

A26.06.084.002

A26.26.017.01

A26.06.006.01

A26.06.088.002

A26.06.088.001

A26.06.103.01

A26.06.103.02

A26.06.103.03

A26.06.114.001

A26.06.114.002

A26.06.011.001

A26.06.011.002

A26.28.010

A26.06.103.04

A26.06.109

A26.06.097.01

A26.06.094.01

A26.06.073

Anti-Fasciola hepatica IgG

anti-Ureaplasma urealyticum IgG

anti-Ureaplasma urealyticum IgA

anti-Ureaplasma urealyticum IgM

anti-HHV IgG

[HK Bupyca repneca VIII Tuna (Human gammaherpes virus 8, HHV8), nna3ma,

KONy,

[HK Bupyca repneca VIII Tuna (Human gammaherpes virus 8, HHV8), Ma3ok,
KOnnu.

anti-HHV 6 IgM, kayecTBeHHOe onpeaeneHve

anti-vVzV IgG

anti-vzv IgM

AHTuTena k Candida IgG

AHTuTena K Aspergilius IgG

AHTUTENA K BMPYCY Knewesoro sHuedanuTa knacca igG
AHTMTENa K BUpYCYy KneweBoro sHuedanuTa knacca igM
AHTMTENa K Bordetella pertussis IgG

AHTMTena K Bordetella pertussis IgM

Anti-Bordetella pertussis IgA

anti-WNV IgM

anti-WNV IgG

Anti-Borrelia IgM

anti-Borrelia 1gG

Ag Legionella pneumophila ceporpynnsl 1

anti-Bordetella pertussis n anti-Bordetella parapertussis

anti-Neisseria meningitidis

anti-Shigella flexneri 1-V, V1 n anti-Shigella sonnei
anti-Yersinia pseudotuberculosis u anti-Yersinia enterocolitica

anti-Salmonella A, B,C1,C2,D, E

1020

720

720

720

830

620

620

980

970

970

830

720

850

850

970

970

970

1780

1780

980

1080

1950

1120

1200

1470

850

830
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050501

041051

050801

190206

190208

190209

050901

051001

220018

032413

220036

060001

220037

060002

060003
060004
060005
060109
060006
060102
060007
060103
060008
060106
060104
060105
060108
060201
060202

060203

060204

060205

A26.06.077 anti-Salmonella typhi Vi -a/r

A26.06.104 AHTUTena K andTepuiiHoMy aHaTokcuHy (anti-Diphtheria toxoid), IgG,
KONMYeCTBEHHOE onpeaeneHne
A26.06.118.02 anti-Francisella tularensis

A12.05.013.01 |MonekynsipHO-UMTOreHeTUYecKas AMarHOCTMKa pacnpoCTPaHEHHbLIX XPOMOCOMHbIX
HapyLeHui (aHeynnoamit) no 13,18,21, X, Y xpoMocom

A12.05.013.01 | MonekynspHO-LMTOrEHETUUYECKOE UCCIEA0BAHNE 22/ XPOMOCOMbI. [IMarHocT1Ka
cuHapoma Auxopaxm (22a011.2)

A12.05.013.01 MoneKynsipHO-LUMTOreHeTUUeckoe uccneaoBaHme 151 XxpoMocoMsl. [larHocTvKa
cvHapomoB lNpanepa-Bunnu/ AHrensmana (15a11-q13)

A26.06.012.004 anti-Brucella species

A26.06.118.001 anti-Ricketsia prowazeki

A27.30.106 Onpepenenue crtatyca reHa HER2 (FISH)

A12.08.020.001 OPBW-makc nntoc: 25 BUpYcHbIX (C naeHTUdmkaumen 18) n 5 baktepuanbHbiX
BO3OyaMTENei pecnnpaTopHbiX UHDEKLMI

B03.027.007 Onpepgenenwve akcnpeccun PR, ER, Ki67, HER-2 npu pake MONOYHOM Xenesbl

A09.05.131 nr

B03.027.020 Onpenenenne akcnpeccumn Ck5, P63, AMACR npv onyxonu NpeactaTenbHON enesbl

A09.05.132 oCr

A09.05.154 ScTpaguon

A09.05.087 MponakTuH

A09.05.153 MNporectepoH

A09.05.214 MomoumcrenH (nnasma)

A09.05.139 17-OH -nporectepoH

A09.05.161 PAPP-A (accoummpoBaHHbIN C 6epEMEHHOCTbLIO M1a3MeHHbIN 6enok A)
A09.05.225 AHTUMIONNEPOB rOpMOH ( AMH)
A09.05.090 B-XI'Y

A09.05.203 NHrmbuH B

A09.05.090.01 CBoboaHbIi B-XIY

A09.05.157 CB060AHbI 3CTPUON

A09.05.089 AOn

A09.05.161.01 MnaueHTapHbIN akTop pocta ( PLGF)
A09.05.149 OMA-cynbdar

A09.05.078 TecTocTepoH

B03.016.022.00 OnpepeneHune akckpeummn 17-ketoctnpomaos Metogom MNX-MC (Mouya)
1

A09.05.160 I'CIr (rnobynvH,CBA3bIBAOLWMIA NOMOBbIE FOPMOHbI)

A09.05.078.001 CBO60AHBI TECTOCTEPOH

760

1210

660

27 500

12 100

12 100

610

720

13 200

6 000

12 050

610

9020

610

610
610
610
1870
790
990
1760
610
1730
830
740
610
3520
610
610

2 340

610

1210
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060012

060206

060207

060216

060217

060301

060208

060302

060213

060303

060214

060304

060215

060305

060013

060306
060014
060308
060015
060016
060401
060017
060407

060018
060406

060019
060020

060501

060503

060505

060601

060602
060701

060725

060702

A09.05.210

A09.05.150

A09.05.146

A09.07.009

B03.016.023.00
1

A09.05.060

A09.05.147

A09.05.064

A09.05.118

A09.05.061

A09.07.010

A09.05.063

A09.05.078.001

A09.05.065

A09.05.118

A09.05.117
A09.07.011
A09.05.061
A09.28.023
A09.28.023
A09.05.135
A09.28.023
A09.28.035

A09.28.023
A09.07.007

A09.05.153
A09.05.139

A09.05.066

A09.05.204

A09.05.067

A09.05.056

A09.05.205
A12.06.017

A12.06.013

A12.06.045

Onpeaenenve dpakumii NponakTMHa: NPOSAKTH, MOHOMEPHbIN NPONaKTUH,
MaKpOMPOIaKTUH

OuvrnapoTecTocTepoH

AHAPOCTEHANOH

TecToCcTepoH B CtoHe MeToaoM BIXKX-MC

AHApPOreHbl U X METABONUTBLI B CyTOYHOM Moye MeTogoM MX-MC (8 napameTpos,

T3_
AHapocTeHanona MoKypoHna
T4_

[JernapoanuaHapocTepoH-cynbdaTt B KpoBru MeToaoM BIXKX-MC

T3 cBO60AHBIN

[JernaposnnaHapocTepoH B CtoHe MeToaoM BIXKX-MC
T4 cBO60AHBIN

TecTocTepoH B KpoBn MeToaoM BIXKX-MC

TTI_

ScTpagnon B KpoBu MeToaoM BIXKX-MC

Tr (TvpeornobynuH)

ScTpaamon B CntoHe MetoaoM BIXKX-MC

T3 peBepcuBHbIN METOIOM BIXKX-MC/MC

ScTporeHbl (3CTpaanon, SCTPOH M 3CTPUoN) B KpoBKU MeToaoM BIXKX-MC
ScTporeHbl (3CTpaAmon, 3CTPOH, 3CTPUOS) 1 NPErHaHANON B CYTOYHOM MoYe
KopTtu3on

KomnnekcHoe onpeaeneHne MeTabonmMToB 3CTpOreHa 1 NporecTepoHa B CYTOYHOM

CB060aHbIV KOPTU30/ (B MOYe)

KomnnekcHoe onpegeneHne MeTabonMToB 3CTporeHa B pa3oBoi MOYE METOAOM
KopTtu3on B cntoHe meTtogom BIXX-MC

lMporecTtepoH B KpoBn MeToAoM BIXKX-MC
17-OH nporectepoH B kKpoBu MeTogoM BIXX-MC

CTr**
ComatomegunH-C*
AKTT

NHcynmuH*

C- nentnp*
AHTUTENA K TUPEOrnobynunHy

AHTUTENa K TpOM6OL|,VITaM, NoJTyKOJIMYECTBEHHOE onpeaeneHne

AHTUTENa K TMpeonepokcMaase

1320

1600

1430

1500

5120

570

1630

570

1270

620

1730

620

1500

620

1730

880
1730
6 930
1850
7150

610
8470
1020

6 810
1470

1270
1270

810

1600

1100

790

720
680

3520

680
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060703

060704

060705

060709

060710

060711

060712

060713

060714

060715

060716

060717

060730

060731

060732

060733

060734

060735

060736

060737

060738

060739

060706

060758

060788

060763

060767

060768

060769

A12.06.010.001

A12.06.010.002

A12.06.010

A12.06.030

A12.06.035

A12.06.036

A12.06.056.01

A12.06.056.02

A12.06.020

A12.06.039

A12.06.020.01

A12.06.046

A12.06.052

A12.06.055

A12.06.055

A12.06.062

A12.06.029.01

A12.06.029.02

A12.06.051.01

A12.06.051.02

A12.06.065.01

A12.06.065.02

A12.06.061.01

A12.06.057

A12.06.026

A12.06.055.03

A12.06.019.02

A12.06.026.01

A12.06.037.02

AHTUTENa K aByxcnupanbHoi AHK (a-dsDNA)

AHTUTEna k ogHocnupansHon [HK (a-ssDNA)

AHTUTENA K SAEPHBIM @HTUreHaM (CKPUHUWHI), NOTYKONIMYECTBEHHOE OonpeaeneHne
AHTUTENa K dochonunuaam

AHTUTENA K MUTOXOHAPMSM (AMA)

AHTUTENa K MUKPOCOMasbHOM (hpakLmMm NeYveHn 1 noyek

AHTUTEna K TpaHcrnytammHase IgA

AHTUTENa K TpaHcrnytamuHase IgG

AHTUTENA K BeTa-kneTkam nomkenyaodHoi xenessl (Islet Cell Cytoplasmic
Autoantibodies)

AHTUTENA K UHCY/NHY
AHTMTENa K rnytamataekapbokcunase (GAD)

AHTUTEena K peuentopam T1T

AHTUTENA K UMKIMyeckoMy umtpynuHosomy nentuay ( AT k CCp)

AHTUTEna K MwuaaunHy IgG

AHTUTENa K MuaanHy IgA

AHTUTENA K MOANMDULMPOBAHHOMY LIMTPYNMHUPOBAHHOMY BUMEHTUHY
AHTUTENa K Kapamonunuuy IgG

AHTMTENa K kapanonunuHy IgM

AHTMTEeNna Kk b2 rnukonpoTeunHy I IgG

AHTMTENna k b2 ravkonpotenny I IgM

AHTMTENA K aHHeKCuHy V IgG

AHTUTENA K @aHHEKCHHY V IgM

AHTUTENA K 3KCTparnpyembiM siaepHbiM aHTureHam (ENA screen) n Hykneocomam,
IgG, 7 aHTUreHoB: Hykneocombl, Sm, Sm/RNP, SSA(Ro), SSB(La),Jo-1, Scl-70;
KayeCTBeHHOe onpegenexHve

AHTMTENa K SM-aHTUreHy; KayecTBeHHOe onpeaeneHune

AHTUTENa K daktopy Kactna , IgG; konuyectBeHHOe onpeaeneHne, KpoBb

AHTMTENA K AeaMmampoBaHHoMy rnaaunHy (DGP), IgG; kayecTBeHHOe onpeaenexHme
AHTUTENa K peBmatongHoMy daktopy (RF), IgA; konMuyecTBeHHOe onpeaeneHne
AHTUTENA K NapueTanbHbiM KneTkam xenygka (PCA), IgG; konuyecTseHHoe

onpeaeneHue

AHTUTENa K Mmenonepokcmaase (MPO), IgG; KonMyecTBEHHOE onpeaeneHne

860

860

980

1030

1340

1600

1210

1030

1540

990

1850

1650

1780

1210

1100

1780

1420

1420

1420

1420

1470

1470

1600

1200

2020

1210

1340

1340

1340
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060770

060771

060772

060773

060774

060775

060779

060784

060785

060786

060787

060801
060804
060901
060902
070001

070002

070003

070004

070005

070006

070007

070008

070009

070010

070011

070012

070014

070015

A12.06.037.03

A12.06.010.03

A12.06.009.01

A12.06.075.01

A12.06.075.02

A12.06.076.01

A12.06.076.02

A12.06.044

A12.06.044

A12.06.044

A12.06.044

A09.05.069
A09.05.121
A09.05.057
A09.05.159
A09.05.130

A09.05.130.01

A09.05.195

A09.05.231

A09.05.201

A09.05.202

A09.28.054

A09.05.245

A09.05.200

A09.05.247

A09.05.246

A09.05.298

A09.05.300

A09.05.227

AHTUTENa K npoTenHase 3 (PR3), IgG; BbICOKOUYYBCTBUTE/bHBIA METOA;
KONMYeCTBEHHOE onpeaeneHne

AHTUTENA K HyKneocomaM, IgG; KonnyecTBeHHOe onpeaeneHme

AHTUTENa K 6a3anbHoN MeMbpaHe kyboukoB noyvek (GBM), IgG; KonuyecTBeHHOe
onpepaenexHne

AHTuTena K dochatnauncepury (PS), IgG; konmMyecTBeHHOE onpeaeneHue

AnTuTena k docdatnauncepury (PS), IgM; konmuecTBeHHOe onpeaeneHue

AHTUHYKNeapHbIi dakTop, AH® (MeToz HenpsiMO MMMYHOMNyopecLeHLMN C
NpUMEHEHVEM NpenapaToB KIETOYHON MHUM HEP-2), NonyKoNM4ecTBEHHOE
onpeaeneHne

OnuroknoHaneHble aHTUTENa IgG, onpeaeneHve TMna CMHTE3a

AHTUTEna K gecMorneuHy 1, IgG, KonnM4ecTBeHHOe onpeaeneHme
AHTMTENa K agecmorneunHy 3, IgG, KonnmyecTBeHHOe onpeaeneHne
AHTuTena k 6enky BP180 6asanbHoi MeMbpaHbl anuTenus, IgG, KonMyecTBeHHoe

onpeneneHune

AHTuTena k 6enky BP230 6asanbHoi MeMbpaHbl anuTenus, IgG, KonMyecTBeHHoe
onpeaenexHne

AnbAoCTEPOH

** PeHUH (NPsSIMOM TECT)
FacTpun**

JlenTuH

MNCA o6Lwmi

MCA 061wwmin/TICA cBoboaHbIN

P3A

CA 15-3

CA 19-9

CA 125

UBC

?-2-MUKpOrnobynuH

CA 72-4(yrneBofHblii aHTUreH)

Cyfra 21-1(dparMeHT unToKepaTHa

NSE (Helipo-cneumnduyeckas eHonasa)**
AHTUTENA NNOCKOKNETOYHOro paka (SCC)
HE 4 (cekpeTopHbIi 6enok anuaMaMMuca Yenoseka 4)

CaA (xpoMorpaHuH A)

1340

1340

1720

1340

1340

1340

6 050

2 340

2 340

2 340

2 340

1230
1970
990
1050
660

1270

850

940

900

940

2310

1420

1160

1320

1600

1490

1970

2710
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070016

070023

070025

080001

080002

080003

080004

080005

080006

090001

090002
090003

090004
090005
090006
090007
090008

090009
090010

090011

090061

090012

090014

090015

090016

090017

090018

090019

090020
090021

090022

090023

090025

090026

090027

A09.05.219

A09.05.232

A09.19.014

A09.05.224

A09.05.058

A09.05.297

A09.05.296

A09.05.119

A09.05.235

A09.05.010

A09.05.011
A09.05.014.001

A09.05.020
A09.05.017
A09.05.018
A09.05.021
A09.05.022.001

A09.05.026
A09.05.027.01

A09.05.028

A09.05.028.01

A09.05.025

A09.05.042

A09.05.041

A09.05.044

A09.05.046

A09.05.175

A09.05.039

A09.05.045
A09.05.043

A09.05.177.01

A09.05.039.001

A09.05.173

A09.05.174

A09.05.007

Benok S- 100

CA 242 (PakoBbil aHTUreH 242, Cancer Antigen 242)

Onyxonesas M2-nupysaTtkuHasa (Tumor M2-PK)

OcreokanbumH*

MapaT“peouaHbIit FOpMOH*

C-tenonentuabl konnareHa I Tuna CrossLaps*

P1NP (Mapkep dhopMnpOBaHNS KOCTHOrO MaTpuUKca)

KanbunToHnH**
25-0H BUTaMUH []

061K 6enok

AnbbyMuH
Onpenenenve 6enKoBbIX (ppakLuii

KpeaTuHuH

MoueBunHa

MoueBas KucnoTa
Bunmpy6buH obwmin (TB)
Bunupy6uH npsimoii (DB)

XonectepuH obLuuii
JINBI-xonecTepuH

NMHM-xonectepuH

JINOHI-xonectepuH

Tpurnuuepmabl
AnaHuH-aMmmnHoTpaHcdhepasa (ALT, GPT)
AcnapTaT-aMmMHoTpaHcdepasa (AST, GOT)
Famma-rnytamuHTpaHcdepasa (GGT)
LLlenoyHas docdaTasa (ALCP)

Kucnas docdataza*
NaktataernpporeHasa (LDH)

Anbda-amMmnasa
KpeaTnHk/Hasa

KpeaTuHkmHaza-MB*

Nar 1-aa dpakumsa (a-HBDH)

JNlnnasza
XonuHactepasa*

XXenezo

2710

1470

2 950

1050

940

1430

2020

1320

2 200

280

360
420

280
280
280
280
280

280
280

280

520

280

280

280

280

280

420

280

360
390

630

420

500

410

280
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090028

090029

090030

090031
090032

090033

090034

090035

090036

090037
090040

090041
090042
090043
090044
090045
090046
090047
090048

090049
090051

090052
090053
090054
090055
090057
090059
090068
090069
090107
090070
090071
090072

090078

090079

090081

A12.05.011

A12.06.060

A09.05.080

A09.05.076
A09.05.008

A09.05.032

A09.05.033

A09.05.127

A09.05.031.02

A09.05.023
A12.06.019

A12.06.015
A09.05.083
A09.05.274
A09.05.102
A09.05.193.01
A09.05.027.02
A09.05.028.02
A09.05.180

A09.05.082
A09.05.207

A12.05.019.01
A09.05.079
A09.05.077
A09.05.241
A09.05.027.03
A09.05.009
A09.05.206
A09.05.031.01
A09.28.012
A09.05.230
A09.05.109
A09.05.073

A12.06.060.01

A09.05.256

OXXCC
B 12*
donneBas KMcnoTa

DeppUTUH
TpaHcheppuH*

Kanbumi

dochop

MarHuii

Ca2+/Na+/K+/Cl- (2 npobupkn!!l)

[noko3a
PeBMaTouaHbIN chakTop RF

AHTUCTpenTonusnH-0 Asl-0

[ MMKO3UNMPOBaHHLIN remornobuH (HB A1C)
LInHk

PpyKTO3aMUH

TponoHuH I

AnonunonpotenH Al (ApoAl)
AnonunonpoTenH B (ApoB)

AMwunasa naHkpeaTudeckas

SpUTPONO3TUH
Mono4Has kncnota (nakrar)

HeHachblLlweHHas xene3ocBsa3biBatoLwwas cCnocobHoCTb cbiBopoTkn kposu (HXXCC)

lranTornobuH
Llepynonna3smuH

Anbda-2 MakpornobynuH

JlunonpotenH (a)

C-peakTvBHbIi 6enok (BbicodyBCT. MeToz)
Ca2+

Na+/ K+/ Cl+

Kanbuuit B Moue

UuncratnH C

Anbda-1 K1cnbiii rMkonpoTenH (Opo3oMyKoma)

Anbda -1 aHTUTPUNCKH

BuTamuH B12, akTvBHbIN (X0NOTpaHckobanamMmH)

Mpo-HaTpuitypeTundeckunit N-koHueBol nentua B-tuna ( NtProBNP)

A09.05.014.002 O6wwi 6enok + 6enkosble dpakLmm

410

790

790

660
610

280

330

330

660

300
550

550
740
420
770
1100
660
660
410

1210
980

440
880
720
740
1720
610
530
440
330
2 460
940
2190

1530

3080

630
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090083
090084
090085
090086
090101
090102
090103
090104
090105
090106
090124
090108
090109
090125
090110

090112
090126

090302

100001

100002

100003

100004

100005

100006

100007

100013

100014

110001

110003

110006

110023

110007

110028

110008

A09.05.008.01
A09.05.057.01
A09.05.057.02
A09.05.057.03
A09.28.006
A09.28.009
A09.28.010
A09.28.026
A09.28.026.01
A09.28.011
A09.28.011
A09.28.027
A09.28.003
A09.28.003
A09.28.014.01

A09.28.003.01
A09.28.003.01

A09.28.018

A09.05.050

A12.05.027

A09.05.047

A12.05.039

A12.05.028

A12.05.043

A09.05.051.001

A09.05.125

A09.05.126

A12.05.005.01

A12.06.027.01

B03.016.003

B03.016.003.01

A12.05.123

A12.05.123.01

B03.016.002.02

PacTBopuMeble peuenTopbl TpaHcdeppuHa (STfR)
MNencuHoren-I
MNencuHoren-II

MencuHorer-I /MNencuHoren-II. PacyeT COOTHOLLEHMS

KpeaTHmH  (Moua)
Mo4eBnHa (moua)
MoueBas kucnota ( Moua)

dochop B Mo4e

MarHumii B Moue

noKo3a B Moye

nioko3a (Moya (pa3oBast nopuus))
Anbda-ammnasa (Mouva)

06wt 6enok ( Moya)
061Kt 6enok (Moya (pasosasg nopums))
Na+/K+/CL-

MuKpoanbbymMunH
AnbbyMMH-KpeaTMHMHOBOE CooTHOoLeHUe (AKC)

XUMUYECKUIA COCTAB MOYEBOrO KaMHs (MeToa MHMbPaKPacHOM CNEKTPOCKOMUN)
dunbpurHoreH

MpoTtpomMbuH + MHO

AHTUTPOMOUH III

AYTB

TpomMbuHoBOE BpeMsi

BONYaHOUHBI @aHTUKOArynsiHT

D-gumep

MpotenH C
MpoTenH S cBO6OAHbIN

Ipynna kposu + Rh dakTop

OnpepgeneHve aHTUTEN K aHTUreHaM 3puUTpounToB (TUTP)

O6wmit aHanus kposu + CO3 ¢ nenkoumTapHol dhopmysoi (remoriobuH,
reMaTOKpUT, 3PUTPOLIMTBI, TENKOLMTBI, TPOMOOLUTLI, SPUTPOLIUTAPHBIE MHAEKCHI -
MCV,MCH,MCHC, npoLeHTHOE COOTHOLLIEHNE Pa3fINYHbIX BUAOB NEMKOLIUTOB:

HelTbodunbl. NMMMMOOLUTLI. 303UHOMUBLI. MOHOUUTLI. 6a30dubl)

! O6wmi aHanus kpoeu + COD ¢ neilkouuTapHol opmMynoii (reMornobuH,
reMaTOKpUT, 3PUTPOLIMTLI, TENKOLMTBI, TPOMOOLUTLI, SPUTPOLIUTAPHBIE NHAEKCHI -
MCV,MCH,MCHC, npoLeHTHOe COOTHOLLIEHNE Pa3INYHbIX BUAOB NEMKOLIUTOB:
HelTbodunbl. NMMMMOLUTLI. 303UHOMUMBLI. MOHOUUTLI. 6a30dubl)

AHanu3 KpoBu Ha PeTUKYTOUUTbI

! PeTukynounTsl
O6wwit aHanu3 kposu + CO3 6e3 nenkouuTapHon dopmysbl (reMornobuH,

reMaToOKPUT, SpUTPOLIMTBI, NENKOLMTbI, TPOMBOLIMTBI, 3PUTPOLMTAPHbLIE MHAEKCHI -
MCV.MCH.MCHQC)

2 200
2 090
2 090
4290
280
280
280
350
350
360
360
350
280
280
350

510
880

6 050

410

410

550

330

410

1030

1540

2310

2970

800

910

750

750

330

300

660
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110024

110012

110025

110026

110027

110015

110016

110018

090091

090092

110101
110102

110103
110104
110105
110106
110201
110202
110203

110204

110207
110210

090202

090203

110209

110302

110305

110310

110311

110312

110313

110314

110315

B03.016.002.04

A12.05.001

A12.05.001.01

B03.016.002.05

B03.016.002.01

A12.05.007.05

A12.05.007.04

A12.05.122.01

B03.025.001

A09.05.027

B03.016.006
B03.016.014.01

B03.016.014.02
A12.28.002
B03.016.015
B03.016.014
B03.016.010
A09.19.001
A26.19.010

A26.01.017

A09.19.012
A09.19.001.01

A09.19.013

A09.19.010

A26.19.010.001

A12.21.005

A09.20.001.02

A09.20.001.03

A09.20.001.04

A09.20.001.01

A12.20.001

A09.20.001.05

A12.21.003.01

! O6wmi aHanus kpoeu + COD 6e3 neikoumTapHoi hopMyribl

COo3.
1CO3

! OBLWMI aHaNIM3 KpoBM C NerkouuTapHoi dopmynon (6e3 CO3)

1 O6WwmMi aHanu3 kposu (6e3 neikouuTapHol dopMynbl u 6e3 CO3)

deHoTUNMpoBaHme 3puTpoumToB Mo aHTureHam cuctemol Rh (C, E, ¢, €) u Kell (K)
AHTUreH cucremsbl Kell (K)

Mopdonorust apuTpoumnToB (Tenbla MelHua, 6a3odubHas 3epHUCTOCTb)

CKopoCTb KJTy60oUKoBOM hMNbTpaLmm , pacyet no ¢opmyne CKD-EPI - 2021-
KDeaTuHWH, cTapwe 18 net
He-J1MBX-xonecrepuH

O6LLMI aHann3 Moun
2-X CTakaHHas npoba

3-X cTakaHHas npoba

Mpoba Pebepra

AHanu3 Moyu No 3MMHULIKOMY

AHanu3 Moyu no HeunnopeHko

06w aHanu3 Kana

AHanu3 Kana Ha CKpbITYtO KpoBb (6€3 AneThl)

AHanus Kana Ha ﬂﬁu reSIbMMHTOB

WccnepoBaHme cockoba Ha aHTepobmos

AHanu3 Kana Ha yrneBsoabl, NOJyKOINM4eCTBeHHOE nccnegoBaHne
Kan Ha ckpbiTyto kKpoBb (6e3 anetsi), Colon View Hb/Hp

KanbnpoTekTuH
MaHkpeaTnyeckas snacrasa -1

AHanu3 Kana Ha Fll‘/'ILl,a rebMMHTOB U UUCTbI I'IpOCTGVILIJVIX C ncnonb3oBaHMEM
KOHUeHTpaTopa Parasep

CeKpeT npeacrTaTenibHOM Xenesbl

YKEHCKMI Ma3oK M3 3-X To4Yek

MVIKpOCKOI'IVI‘-IeCKOG nccneaoBaHne Maska M3 Bnaraavila 1 LepBUKasibHOIoO KaHana
MUKPOCKOMMYECKOE NCCNEAOBAHNE Ma3ka M3 Baranmila 1 ypeTpbl
MMKpOCKOMMYECKOE UCCIeA0BaHNE Ma3Ka M3 LiepBMKaSIbHOMO KaHasna
MWKPOCKOMMYECKOE UCCNEAOBAHNE Ma3ka M3 Bnaranuma

MMKPOCKOMMYECKOE UCCNeA0BaHNE Ma3Ka M3 YPETPbI Y XKEHLUMH

MUKpOCKOMMYeCKoe UccreaoBaHne Maska U3 YpPeTpbl Y MyXUnH

660

220

220

530

500

1470

910

740

390

390

390
430

550
390
660
390
660
440
460

390

720
1430

3630

2 460

940

480

610

610

610

440

440

440

440
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110316

110317

110350

110401

110402

110403

110405

110501

110502

120001

120002

120003

120004

120005

120006

120007

120008

120009

120010

120011

120012

120013

120014

A12.21.003.02

A12.21.005

A09.04.003

B03.053.002

A12.21.002.01

A12.21.002.02

B03.053.002.01

A26.01.018

A26.01.015

A08.20.017.01

A08.20.017.02

A08.20.017.05

A08.20.017.06

A08.01.002.01

A08.22.004

A08.28.006.01

A08.20.015.01

A08.20.004

A08.01.002.03

A08.30.016.01

A08.06.001

A08.09.011.01

A08.16.007.01

MUKPOCKOMMYECKOe UCCNIEAOBAHNE MA3Ka C KpPalHen niotu

MMKpPOCKOMNMYECKOE UCCNEe0BaHNE CEKPETa NPEACTATENBHOM XeNesbl B MoYe
MccnepoBaHue CMHOBMAsIbHOM XMAKOCTY (XMMUYECKME CBOMCTBA M MUKPOCKOMMS)
CnepmorpaMma

AHTUCnEepMarnbHble aHTuTena IgG

AHTUCNepMasnbHble aHTuTena IgA

Buoxmnmust cnepmbl (UMHK, IMMOHHAS KMCNOTa U PpyKTO3a)
WccneposaHne Ha oemMoaekos

MccnenoBaHne Ha NaToreHHble rpubKu

JeiilumaH 1 npenapat

JleiilumMaH 2 npenapata

ManaHukonay 1 npenapat

ManaHnkonay 2 npenapata

LuTonornyeckas agnarHocTuka I'IOpa)KEHVIl‘/‘I KOXWn

LinTonormueckas AMarHOCTUKa 3a60/1€BAHMI LIMTOBUAHOMN XeENe3bl

LinTonornueckas AnarHOCTUKa 3aboneBaHUIn MOYENOJIOBON CUCTEMBI
LinTonormueckas aAMarHOCTMKa 3a6osieBaHnii MOJIOYHOM XKeesbl
LinTonormueckoe nccnegoBaHne acnmpara nosocTv MaTku

LinTonormueckoe uccneaoBaHne NyHKUMOHHOW XXMAKOCTY

LinTonornueckoe nccnegoBaHne 6uomatepuasna, NolydeHHOro npyu onepaTuBHbIX
BMeLLATENbCTBAX

LinTonormueckoe nccneaoBaHune NyHKTaTa MMMdaTUYecKuxX y3nos
LinTonornyeckoe nccneaoBaHne Ha aTUNMUYHbIE KNETKK

LiuTonornyeckoe nccnegosaHune 6M0MaTepmana, Nnosly4eHHOro € NoMoLUbo
3HAO0CKOMUn

440

500

770

2 880

1340

1340

1980

480

480

940

1 000

1720

2210

940

940

940

940

940

940

940

940

940

940
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120015

120016

120017
011101

011102

011103

130035

130002

130003

130010

130011

130012

131001

131002

131003

131004

131005

220020

220021

220022

220023

220024

220025

220026

220027

220028

220029

220030

A08.20.017.03

A08.20.017.04

A08.30.007

A26.23.017.001.

01

A26.05.037.001

A26.19.027.001

A12.30.012.004

A09.05.054

A09.05.054.001

A09.05.054.002

A09.05.054.003

A09.05.054.004

A12.05.108

A12.05.108.01

A12.05.108.02

A12.05.109

A12.06.073

A08.30.037.03

A08.30.037.04

A08.30.037.05

A08.30.037.06

A08.30.037.07

A08.30.037.08

A08.30.037.09

A08.30.037.10

A08.30.037.11

A08.30.037.12

A08.30.039.01

LinTonormueckoe nccnegoBaHne ¢ okpackon rno JleliwmaHy (6e3 onvcaHus
uuTorpammel), 1 ctekno

LinTonormueckoe uccnegoBaHne ¢ okpackon no JlelwmaHy (6e3 onvcaHus
uUTOrpaMMmel), 2 CTekna

KOHCy/IbTaTUBHbIN NEPECMOTP rOTOBbIX LIMTO/IONMYECKMX MpernapaToB
[HK Listeria monocytogenes (CMX, AX)

[HK Listeria monocytogenes (kposb ¢ DA4TA)

[HK Listeria monocytogenes (kan)

MMMYHO¢EHOTMHMDOB6HME 6uonormnyeckoro MaTepuana Aansa BbiaABNEHUA

HeremMonoaTn4yeckux MapkepoB. MccnefoBaHne cybnonynsumii MOHOLMTOB.
Knaccuueckne MoHounTbl (CD14+CD16-), OTH.KONM.: BocnanuTenbHble MOHOUMTDI
(D14+CD16+, oTH.kon., Heknaccuyeckne moHoumTbl (CD14lowCD16+), OTH.KON.

NmmyHornobynuHel A, M, G

MmmyHornobynwuu E (IgE)

NmmyHornobynuH A (IgA)

NmmyHornobynuH M (IgM)

MmmyHornobynuH G (IgG)

NHTepnenknH 8

WHTepneikuH 1b

NHTEpnenknH 6

WHTepneiikuH 10

®akTop Hekpo3a onyxonu - anbda (PHO- ?)
MMMyHOrmcTroxnMmyeckoe nccnegosanue (1 aHTMTeno)
MIMMYHOIrMCTOXMMMYECKOE UccrieaoBaHune (2 aHTuTena)
MMMyHOrMCToXnMMmM4Yeckoe nccnenosaHue (3 aHTuTena)
MIMMYHOIrMCTOXMMMYECKOE UccrieaoBaHune (4 aHTuTena)
MMMyHormcToxnMmyeckoe mnccnegosanue (5 aHturen)
MIMMYHOIrMCTOXMMMYECKOE nccrienoBaHune (6 aHTuTen)
MMMyHOrmMcTtoxmmmnyeckoe uccnegosanme (7 aHtuTen)
MIMMyHOrmMcToXuMmnyeckoe uccnenosaHue (8 aHTuten)
MMMyHOrmcTtoxmmmnyeckoe uccnegosanme (9 aHturen)
MMMyHoructoxummnyeckoe nccneposanue (10 aHTuten)

Onpepgenexune akcnpeccun PD-L1

940

940

940
990

610

660

2 340

660

660

440

440

440

1970

1970

1970

1970

1970

5500

8 690

10 450

12 980

16 500

19 800

22 000

24 200

28 600

31350

9 260
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220033

220034

220035

200106

140005

140014

140015

140019

140020

140021

140023

140027

804001

804002

804003

804004

804005

A08.30.034

A08.30.034.01

A27.30.017

A08.30.046.001.
05

A26.19.082

A26.20.002.01

A26.09.051.01

A26.30.010.01

A26.20.017.001

A26.20.002.02

A26.05.046.01

A26.19.002

A26.28.003

A26.28.003

A26.28.003

A26.28.003

A26.28.007

MoaroTtoska kK 9KO. OnpeaeneHme ropMoHanbHOro cratyca (OKHO MMMaHTauun)

MoaroTtoBka k 9KO. OnpeaeneHne CKpbITOro BoCnasnaeHus

Onpepenenue akcnpeccun ALK npu pake nerkoro

KOHCYﬂbTaTVIBHbIl\;I nepecMoTp rotToBbiX MUMKPOCKOMUYECKUX NMpenapaToB Nepea
npoeegeHNEM MMMYHOIrMCTOXMMUYECKOIro nccneaoBaHus

lMoceB Ha NaToreHHbIE MEPCUHUM C ONpeaEeneHNeM YyBCTBUTENBHOCTU K
AHTUMMKPOBHBLIM NpenapaTam

MNoces Ha roHokokku (Neisseria gonorrhoeae) ¢ onpegeneHneM 4yBCTBUTENBHOCTU K
aHTNbMOTMKaM

MoceB Ha remodunnbl (Haemophilus influenzae Tna b) ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K @aHTMOMOTHNKAM

MoceB Ha HOCMTENBLCTBO 30/1I0TUCTOrO CTadunokokka (Staphylococcus auereus) ¢
onpeaeneHneM YyBCTBUTENTbHOCTM K aHTUOMOTUKAM

Moces Ha TpuxoMoHazawl (Trichomonas vaginalis)

KoMnnekcHoe uccieaoBaHve Ha BbisiBNIEHWE BO36yauTenei HMEKLMIA MOYENON0BOM
cuctembl (Neisseria gonorrhoeae , Trichomonas vaginalis, rpmbel poga Candida)

MoceB Ha NHEBMOKOKKM (Streptococcuc pneumoniae) ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K aHTUBMOTNKaM

MoceB Ha Tudo-napaTtudosHyto rpynny (Salmonella typhi, Salmonella paratyphi A,
Salmonella paratyphi B)

Mukpoburonoruyeckoe (KynbTypasibHOE) UCCnefoBaHue Ha a3pobHyo U
dakynbTaTMBHO-aHa3pobHyt0 Giopy € onpeaeneHneM YyBCTBUTENBHOCTU K
OCHOBHOMY CreKTpy aHTUMMUKPOBHbLIX NpenapaTos

Mukpobuonoruyeckoe (KynbTypasibHOE) UCCnefoBaHue Ha a3pobHyto U
dakynbTaTMBHO-aHa3pobHyt0 Giopy € onpeaeneHneM YyBCTBUTENBHOCTU K
pacLUMpPEHHOMY CMEKTPY aHTUMUKPOGHbIX NpenapaTos

Mukpobuonoruyeckoe (KynbTypasibHOE) UCCnefoBaHue Ha aspobHyto U
dakynbTaTMBHO-aHa3pobHyt0 Gopy € onpeaeneHneM YyBCTBUTENBHOCTU K
OCHOBHOMY CMeKTpy aHTUMUKPOBHbLIX NpenapaToB 1 H6akTepunodaram

Mwukpobuonoruyeckoe (KynbTypasbHOE) UCCeaoBaHMe Ha aspobHyto 1
(bakynbTaTUBHO-aHa3pOBbHYI0 (riopy C onpeaeneHeM YyBCTBUTENBHOCTMU K
pacLUMpeHHOMY CMEeKTPY aHTUMMKPOGHLIX NpenapaTtoB v 6akTepuodaram

Mukpoburonoruyeckoe (KynbTypasnbHOE) UCCNeaoBaHNe Ha ApOXKenoaobHble rpubbl
poga kaHamaa (Candida) v apyrux ¢ onpeaeneHneM YyBCTBUTENbHOCTU K
AHTUMUKOTUYECKUM MNbenabaTam

11 480

19 400

13 460

2210

1100

830

990

1100

740

1470

1050

1050

1320

1760

1760

1930

1210
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804006

804007

804008

804009

805001

811016

806001

806002

806003

806004

806005

806006

150006

150007

150008

B03.016.016

B03.016.016

B03.016.016

B03.016.016

A26.20.005

A26.19.005

A26.30.009

A26.30.009

A26.30.009

A26.30.009

A26.30.009

A26.30.010

A09.05.118.001

A09.05.118.002

A09.05.118.003

OcTaToyHasi aHTUMUKPOBHas aKTUBHOCTb C MUKPOBMonornyeckum (KynbTypasibHbIM)
nccneaoBaHMEM Ha a3pobHyto U haKynbTaTMBHO-aHA3pobHyto dhropy C
onpeaeneHneM YyBCTBUTENTbHOCTU K OCHOBHOMY CMEKTPY aHTUMMUKPOOHBIX

nnenanaToB
OcTtaToyHast aHTUMMKPOBHAas akTUBHOCTb C MMKpobronornyecknm (KynbTypasbHbIM)

NCcnefoBaHMEM Ha a3pobHyto U pakynbTaTMBHO-aHaspobHyo dnopy ¢
onpeaeneHneM YyBCTBUTENTbHOCTM K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOBHBIX

nnenanaToB
OcraToyHast aHTUMMKpPOBHAast akTUBHOCTb C MMKpobronornyecknm (KynbTypasbHbIM)

NCcnefoBaHMEM Ha a3pobHyto U pakynbTaTMBHO-aHaspobHyo dnopy ¢
onpeaeneHneM YyBCTBUTENTbHOCTU K OCHOBHOMY CMEKTPY aHTUMMKPOBHBIX

noenanaToB U 6akTenpuodaram
OcTraToyHast aHTUMMKPOBHast akTUBHOCTb C MMKpobronornyecknm (KynbTypasbHbIM)

NCCneaoBaHMEM Ha a3pobHyto U pakynbTaTMBHO-aHaspPobHyo dnopy ¢
onpeaeneHneM YyBCTBUTENIbHOCTM K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOOHBIX

noenanaToB U 6akTenpuodaram
Mwukpobuonoruyeckoe (KynbTypanbHOE) nccneaoBaHme Ha Mycoplasma hominis un

Ureplasma spp. c onpeaeneHnem YyBCTBUTENBHOCTY K aHTUMUKPOGHbBIX MpenapaTam

Mwukpobuonoruyeckoe (KynbTypanbHOE) NCCNeaoBaHMEe Ha KaMmnuiobakTep
(Campylobacter spp.) c onpeaeneHnem 4yBCTBUTENBHOCTM K @HTUMUKPOOHBLIM
npenapatam

Mwukpobuonormyeckoe (KynbTypanbHOE) NCCNeaoBaHME Ha a3PO6HYIO U
haKynbTaTUBHO-aHa3pobHyto hriopy C onpeaeneHnemM Y4yBCTBUTENbHOCTM K
OCHOBHOMY CMeKTPY aHTUMMUKPOOHbLIX NpenapaToB

Mwukpobuonoruyeckoe (KynbTypanbHOE) NCCNeAoBaHME Ha a3PO6HYIO 1
haKynbTaTUBHO-aHa3pobHyto hriopy C onpeaeneHnemM YyBCTBUTENBbHOCTM K
PaCLUMPEHHOMY CMEKTPY aHTUMUKPOGHBIX NpenapaToB

Mwukpobuonoruyeckoe (KynbTypanbHOE) NCCNEAOBAHME Ha a3PO6HYIO U
akynbTaTMBHO-aHa3pObHYI0 (hiopy C onpeaeneHneM YyBCTBUTENBHOCTU K
OCHOBHOMY CMeKTPY aHTUMUKPOOHbLIX NpenapaToB 1 bakTepunodaram

Mwukpobuonoruyeckoe (KynbTypanbHOE) NCCNEAOBaAHME Ha a3PO6HYIO U
(akynbTaTMBHO-aHa3pO6HYI0 (hiopy C onpeaeneHneM YyBCTBUTENBHOCTU K
PaCLUMPEHHOMY CMEKTPY aHTUMUKPOGHBIX NpenapaToB 1 bakTepuodaram

Mukpoburonormyeckoe (KynbTypanbHOE) UCCEA0BAHNE HA 30/I0TUCTBIN CTathUIOKOKK
(Staphylococcus aureus) ¢ onpeaeneHneM 4yBCTBUTENBHOCTM K paclUMPEHHOMY
CMNEKTPY aHTMMUKPOOHBIX MpenapaToB

Mukpobuonoruyeckoe (KynbTypanbHOE) UccieaoBaHMe Ha 30M0TUCTbIN CTachMIOKOKK
(Staphylococcus aureus) ¢ onpeaeneHneM YyBCTBUTENbHOCTU K @HTUMUKPOOHbIM
npenapatam u 6aktepuocdaram

CkpuHUHT 6bITOBbLIX annepreHoB (aomalHsAs nbib hl, D.Pteronyssimus, D.farinae,
TapakaH), IgE

CKpWHMHT anniepreHoB NocTenbHoro nepa (nepo rycs, nepo ytku), IgE

CKpUHUHI annepreHoB MUKpockonuyeckux rpubos (aspergillus fumigatus,alterna-ria
tenuis,cladosporium herba-rum, penicillium notatum, Candida albicans), IgE

1380

2310

1490

2420

2 200

1540

1210

1650

1650

1870

1210

1320

1100

1100

1100
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150009

150010

150013

150015

150016

150017

150106

150113

150114

150115

150116

150118

150201

150202

A09.05.118.004

A09.05.118.005

A09.05.118.008

A09.05.118.010

A09.05.118.011

A09.05.118.012

A09.05.118.013

A09.05.118.014

A09.05.118.015

A09.05.118.016

A09.05.118.017

A09.05.118.019

A09.05.118

A09.05.118

CKpWHUWHI annepreHoB cMecu nepbeB NTuu (BonHMCTOro nonyras/ Melopsittacus
undulates, nepo nonyrasi/sittacidae spp., nepo kaHapelku/Serinus canaries), IgE

CkpuHuHr annepreHoB Tpas N21( exxa cbopHasi,0BCSHULA NTyroBasi, poXb
MHOrONETHNS, TUMOdeeBKa, MITIUK nyroson), IgE

CKpyHUMHT annepreHoB TpaB N24( KOMOCOK AyLu.,MneBen, TPOCTHMK 06bIK.,pOXb
noces.,byxapHuk wepcrt.), IgE

CKPVHUWHT annepreHoB pacTeHnii(aMbpo3uns ,NosblHb 06bIKHOBEHHAS!, HUBSHUK,
0fyBaH4YMK , 3010TapHuK), IgE

CKPWMHWHI annepreHoB paHeeUBETYLLMX AepeBbeB ( Ofbxa,/IeLmnHa , BSI3,
nea,Tononb), IgE

CKPUHWHT annepreHoB No3HOLBETYLIMX AepeBbeB(kNneH,bepesa,ay6,byK, rpeuxkuii
opex), IgE

®pykTbI( 6aHaH,anenbcvH,16m10ko0, nepeuk), IgE

Opexu (apaxuc, KOKOCOBbIN opex, hyHAYK, MUHAANb, amepukaHckuii opex)), IgE

Pbiba (Tpecka, KpeBeTKMU, MManK, TyHeL, nocock), IgE

Osouy (NoMMAOPsI, WNUHAT, KanycTa,KpacHblii nepel), IgE

Msco (CBMHWHA, roBsiavHa,KypsaTuHa,bapaHuHa), IgE

[Oetckas nuweBas naHenb N21 (M4HbIi 6en0K, KOPOBbE MOJIOKO, MILEHNLA, TPECKa,
apaxwuc,cos), IgE

AnNUTenuii U NepxoTb Koluku, IgE

MNepxoTb cobaku, IgE

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

660

660
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150203

150204

150205

150206

150207

150208

150209

150210

150211

150212

150213

150214

150215

150216

150217

150301

150302

150303

150305

150306

150307

150308

150309

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118.

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

Snutenuii cobauuin, IgE

OnepeHue kaHapeiku, IgE

Onepenue nonyras, IgE

LLepcTb xomsika, IgE

LWepctb Bepbnioaa, IgE

TapakaH (pbiXuit)

Mopckas ceuHka, IgE

MoTbiib  (IYMHKA KOMapa-AepryHua)

HadHus (BoasHas 6n10xa)

Monb

A4 nyenbl AoMaLLHEN

S0 ocbl 06bIKHOBEHHOM

An wepLHa

MNepxoTb nowaau, IgE

ANuUTenniA WHWUANLI, IgE

AnuHbIN 6enok

SNYHBIN >KENTOoK

KopoBbe MOJI0KO

LBeiiuapckuit coip, IgE

CbIp C nneceHbto

Cblp Yepep

Cblp 3aaMcKui

MweHunyHas myka, IgE

660

660

660

660

660

660

660

660

660

660

660

660

660

990

990

660

660

660

660

660

660

660

660
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150310

150311

150312

150313

150314

150315

150316

150317

150318

150319

150320

150321

150322

150323

150324

150325

150326

150327

150328

150329

150330

150331

150332

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

P>xaHast Myka, IgE

OBcsiHast Myka, IgE

mioteH, IgE

CoeBble 606bI

Apaxuc

dyHAyK

IpeLkKunit opex

MwuHaanb

Tpecka

Kpabbl

KpeBeTku

Mugum

TyHey

JNocock

CBWHMHA

[oBsAnHa

bapaHuHa

WHpelika, IgE

Msco yTku

Msco rycs

Msco kypuubl

LLUnunHaTt

Cenbpepelt

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

660

164



150333

150334

150335

150336

150337

150338

150339

150340

150341

150342

150343

150344

150345

150346

150349

150350

150351

150352

150353

150354

150355

150357

150358

150359

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

B03.002.004.01

B03.002.004.02

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

Kabauok

CTpyuKoBbIi (Cnaakuin) neped

MopkoBb

Kaptodenb

Tomartbl

AnenbCuH

MaHgapvH

AHaHac

Kneu

KnybHuka, 3emnsHuka IgE

6noko

Mepcuk

baHaH

LLlokonapn,

190 nuweBbIX annepreHoB

88 nuweBbIx annepreHos

Monoko KopoBbe kunsyeHoe, IgE

Puc

IpeyHeBas kpyna, IgE

Kykypysa, Myka, IgE

Fopox

Xek

KanbMap TMXOOKeaHCKUI

MeTpywwka

660

660

660

660

660

660

660

660

660

660

660

660

660

660

40 430

26 400

740

740

740

740

740

740

740

740
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150360

150361

150362

150363

150364

150365

150366

150367

150368

150369

150370

150401

150402

150501

150503

150601

150602

150603

150607

150608

150609

150617

150618

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

TbIkBa

ABOKaao

CperndpyT

JInMOH

[bIHS

pywa

CaxapHas cBekna

Mak

BaHunb

3epHa Koge

NncTbs vas

NaTekc

dopmManbaerna/dbopManuH

Ackapuga

AHM3aknga

Mennumnnuu G

Mennumnnuu V

AMOKCULNNNNH

ApTukanH/ynbTpakauH (YybucTesmH, centaHecT)

MenwueakavH/nonokavH (CKaHAOHECT, CKaHAnHMbCa, MenuBacTe3nH)

ApTuKauH/ynbTpakauH + anuHedpuH (agpeHanuH) (anbdakauH, apTudpuH,
6punokanH — agpeHanuH, NpuMakauH ¢ agpeHanuHoM, youcresnH gopTe, centaHecT
C aapeHaNMHOM. UMTOKanTUH)

NnpokanH (KcunokauwH, BepcaTtue, MenvkavH, [inHekcaH, JInkauH, JlyaH)

MpokanH (HoBokanH, HoBokauH 6ydyc, HoBokauH-Buan)

740

740

740

740

740

740

740

740

740

740

740

740

980

980

980

980

980

980

980

980

1850

980

980
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151000

151001

160004

160003

200001

200002

200003

200004

200005

200006

200007

200008

200009

200010

200011

200016

200017

200018

200019

200020

200101

200102

200103

200104

A09.05.234

A12.07.007

B03.002.004.04

B03.002.004.05

A08.30.046.001

A08.30.046.002

A08.30.046.003

A08.30.046.004.

01

A08.30.046.004.

02

A08.30.046.004.

03

A08.30.046.004.

04

A08.30.046.005.

01

A08.30.046.005.

02

A08.30.046.005.

03

A08.30.046.005.

04

A08.21.001

A08.30.046.004

A08.30.046.004

A08.30.046.004

A08.30.046.004

A08.30.006.01

A08.30.046.001.

01

A08.30.046.001.

02

A08.30.046.001.

03

D03MHOMUIIBbHBIN KaTUOHHBIV 6enok
MWKPOCKOMMYECKOE UCCNeA0BaHNE Ha 303MHODUIbI
88 nuwesbix annepreHos (IgG4)

190 nuweBsbIx annepreHoB (1gG4)

Buoncus 1 kaTeropum cNoXHOCTM 6e3 A0MOMHUTENBbHBIX METOA0B UCC/IEA0BAHNS

Buoncus 2 kateropum CoXHOCTM 6e3 A0MOMHUTENBbHBIX METO0B UCC/IEA0BaHMS

Buoncus 3 kaTeropum CoXHOCTM 6e3 A0MOMHUTENBHBIX METOA0B UCC/IEA0BaHMS

Broncus 4 kaTeropum CIoXXHOCTM 6e3 A0NONHUTESNbHBIX METOAOB UCCNeAoBaHMS (
61oncuUmM NULLIEBOAA, XeNYyAKa, KALWIKK, 6pOHXa, ropTaHu, Tpaxeu, NonocTu pTa,
A3blKa, HOCOMNIOTKM, MOYEBLIBOAALLMX MyTEN, LEHKU MaTKK, Blaranmiia)

Broncus 4 kaTeropum CIoXXHOCTM 6e3 A0NONHUTESNbHBIX METOAOB MCCNeAoBaHUs (
OnepaLMOHHbI MaTepual, NorpaHNYHbIE UM 3/1I0KAYECTBEHHBIE OMYXO/W, TKaHU 1

ODraHbl)
Buoncus 4 kaTeropum CloXXHOCTM 6e3 AONONHUTENbHLIX METOAOB MCCneaoBaHus (

OrnepaLMOHHbIA MaTepran LENKU MaTK1 NpY AUCMNA3nuKU U pake)

Broncnsa 4 kaTeropum CNOXHOCTM 6€3 A0NONMHUTENbHLIX METOAOB MUCCeA0BaHus
(cockobbl LepBUKanbHOMO KaHasna, NosioCT! MaTKu Npy AUMCYHKLUMK, BOCNANEHUK,

onvxonsax)
Buoncus 5 kaTeropumn CloXXHOCTU 6e3 AOMNONHUTENBHBIX METOA0B UCCNeA0BaHMS

(MMMyHOMaTONOMMYECKME NPOLIECCHI: BaCKyNWUTbI, PEBMATUYECKME, ayTOUMMYHHbIE

3aboneBaHus)
Buoncus 5 kaTeropumn CloXXHOCTU 6e3 AONONHUTENBHBIX METOA0B UCCNeA0BaHMS

(onyxonu 1 onyxonenofobHbIE NOPAXEHNS KOXM, KOCTEN, rNasa, MArKOTKaHHbIE,
ME30TeNINANbHbIE, HENPO-3KTOAEPMAsIbHbIE, MEHWHIOCOCYAMCTLIE)

buoncusa 5 kateropun CnoxHoCcTV 6e3 4oNONHUTENbHBIX METOAOB UCCeaA0BaHMS

(onyxonu 1 onyxonenoaobHbIE NOPaXEHUS! KPOBETBOPHOMN M TMMGATUUECKON TKaHW:

opraHbl, NMMdOY3/bl, BUIOUKOBas Xenesa, ceneseHka, KOCTHbIN Mo3r)

Buoncus 5 kaTeropum CoXHOCTM 6e3 AOMOMHUTENbHBIX METOIOB UCCNEA0BaHMS
(NyHKUMOHHas 61oncus pasnnuHbIX OPraHoB U TKaHE: MOJIOYHAs Xenesa,

noencTaTeNbHas Xenesa, NeyYeHb 1 T.4.)
MynbTucoKanbHas 6MoNCus NpeacTaTeNbHOM XKenesbl

MaTonoro-aHaToMMYyeckoe nccnegosaHne 61OoMNCUIHOrO (Ol'lepaLlVIOHHOI'O)
MaTepuana l-IeTBepTOI\/’I KaTeropun CnoXxHoctu Ao 3-x KyCO4KOB

MNaTonoro-aHaToMMYyeckoe nccnegosaHne 61OoMNCUIHOrO (Ol'lepaLlVIOHHOI'O)
MaTepuana l-IeTBepTOI\/’I KaTeropun CnoXxHoctu ot 4-x 0o 7-Mu KyCO4KOB

MNaTonoro-aHaToMMYyeckoe nccnegosaHne 61OoMNCUIHOrO (Ol'lepaLlVIOHHOI'O)
MaTepuana l-IeTBepTOI\/’I KaTeropun CnoXHoctu ot 8-mu fo 10-n KyCO4KOB

MaTonoro-aHaTOMUYECKOE MUCCrefoBaHVe GMONCUITHOMO (OnepaLMoOHHOO)
MaTepuana YeTBepTOl KaTeropum CoXHOCTU A0 5-T KycOUKoB + BbisiBneHue
Helicobacter pvlori

BoisiBneHue Helicobacter pylori

[ononHUTENbHOE U3roTOBIEHWE MUKPOMpenapaToB

PecTaBpaums [OCTaBEHHbIX FOTOBbLIX NPENapaToB

®oTopernctpaums (1 cHUMOK)

1960

660

23 540

37730

2750

2750

2750

2750

2750

2750

2750

2950

2950

2950

2950

9790

3300

5170

5610

3960

2 860

1960

1960

1850
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200105

210005

210008

210011

210010

230001

230002

230003

230004

230005

230006

230007

230008

230009

230010

230011

230012

230013

230014

230015

230016

A08.30.046.001.
04
B03.016.007.03

B03.016.007.04

B03.016.008

B03.016.008

A09.05.242.01

A09.05.242.02

A09.05.242.03

A09.05.242.04

A09.05.278.001

A09.05.271.001

A09.05.270.001

A09.05.273.001

A09.05.277.001

A09.05.275.001

A09.05.272.001

A09.05.276.001

A09.05.242.05

A09.05.280.001

A09.28.060.01

A09.28.060.02

KOHCYNbTaTUBHbINA NEPECMOTP rOTOBbLIX MMCTOMOrMYECKUX npenapaTos (1-5
MUWKDOMpenapaToB)
®unbpometp V

®unbpomeTp S

Komnnekc TectoB Ans pacdeTa MHAEKCOB NOpaXKeHUs1 neyeHn no metoanke HILL-
dubpoTecT. (CoaepXuUT UHTEPNPETALMIO pe3yrbTaTa B Buae rpaduyeckoro daiina)

Komnnekc TecToB Ans pacyeTa mHaekca ¢hmbposa neyeHn no MeToanke
"®dubpoTecT" (CoOEPKUT MHTEPNPETALIMIO pe3ynbTaTa B BUAe rpacduueckoro daina)

ScceHumanbHble MMKPO3ieMeHTbI (KoMnnekc): KobanbT, MapraHeu, Meap, CeneH

TOKCMYHBIE U YCITOBHO 3CCEHLMarbHbIE 3NIEMEHTBI (KOoMMekc): 301070, Kagmui,
MonubaeH, Mbluwbsk, Hukenb, Tannum

TOKCUYHbIE M YCIOBHO 3CCEHUMasbHbIE 3/1IEMEHTbI + 3CCeHUManbHble (KOMMeKC):
3onoto, Kagmuii, MonnéaeH, Meiwbsak, Hukenb, Tannuii, KobanbT, MapraHed,
Meab, CeneH

3onoTo

Kaamum

Kobanbt

MapraHeu

Menb

MonunbaeH

MbiWwbsK

Hukenb

CeneH

Tannui

PTyTb

ScceHumanbHble MMKPO3aneMeHThl (koMnnekc): Xeneso, KobanbT, MapraHeu, Meab,
CeneH, LnHk

TOKCUYHBIE N YC/TOBHO 3CCEHLMANbHbIE 31eMeHTbI (KOMNIEKC): ANMIOMUHWIA,
KagmuiA, Mbiwbsk, Hukenb, PTyTb, CBuUHeL, Tannui

1850

12 350

16 050

14 200

13 280

1850

2 840

3320

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

2 840

2 840
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230017

230018

230019

230020

230021

230022

230023

230024

230025

230026

230027

230028

230029

230030

230039

230101

230100

230102

230103

230104

230105

A09.28.060.03

A09.28.071.001

A09.28.060.04

A09.28.083.001

A09.28.076.001

A09.28.075.001

A09.28.078.001

A09.28.080.001

A09.28.077.001

A09.28.085.001

A09.28.061.001

A09.28.081.001

A09.28.060.05

A09.28.079.001

A09.05.281.001

A09.01.008.001.

10

A09.01.008.001.

01

A09.01.008.001.

11

A09.01.011.001

A09.01.012.001

A09.01.013.001

TOKCMYHBIE U YCNOBHO 3CCEHLMANbHBIE 3NIEMEHTbI + 3CCEHLMaNbHbIE (KOMMIEKC):
AnnioMuHni, Kagmuid, Mbllbsik, Hukenb, PTyTb, CBuHeL, Tannui, XXeneso,
KobanbT, MapraHeu, Meap, CeneH, LinHk

ANOMUHUI

XXenezo

Kaamuit B Moue

KobanbT B Moue

MapraHeu B Moye

Menab B Moye

MbILLbSIK B MOYe

Hukenb B Moye

PTyTb B MO4e

CeuHey,

CeneH B Moye

Tannuii B Mo4e

LinHK

CuHeL,

Tspkenble MeTanIbl U MUKPO3eMeHThI (koMnekc 25: Bonockl): JiuTuid, bop,
AnoMyHMI, KpeMHuin, XpoM, MapraHeu, KobanbT, Hukenb, Mbilbsik, CeneH,
Kaamuii, PTyTb, CuHeL, Bepunnuii, Banaauii, XXeneso, Moa, Kanuii, Kanbuwii,
MarHuii. Mens. HaTtouii. Onoeo. ®ocdon. LinHk

Tspkenble MeTansIbl U MUKPO3eMeHTbl (koMmniekc 40): AntoMUHWIA, Bapui,
Bepunnuii, bop, BaHaawii, BucmyT, Bonbdpam, Fannui, Fepmanuii, XKeneso,
3onoTo, Voa, Kanwit, Kagmui, Kanbuuii, KobansT, KpemHuii, NlaHTaH, Jutwii,
MarHuiA, MapraHeu, Meab, Monu6aeH, Mbllwbsk, Hatpuid, Hukenb, OnoBo, MnaTuHa,
PTyTb, Pybuanii, Ceureu, CeneH, Cepebpo, CTpoHumid, CypbMa, Tannmii, ®occdop,

Xnom | lukk | lunkouumin

Jlntuii (Bonochl)

Bop (Bonoch!)

ANtOMUHMI (BONOCHI)

KpeMHui1 (Bonochl)

3320

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

5180

6 170

1030

1030

1030

1030
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230107

230108

230109

230110

230111

230112

230114

230116

230117

230118

230119

230120

230121

230050
230122

230123

230124

230125

230126

230127

230128

230129

230201

A09.01.015.001

A09.01.016.001

A09.01.017.001

A09.01.018.001

A09.01.021.001

A09.01.022.001

A09.01.024.001

A09.01.026.001

A09.01.027.001

A09.01.008.001.

12

A09.01.008.001.

13

A09.01.008.001.

02

A09.01.007.001.

01
A09.28.065

A09.01.008.001.

03

A09.01.008.001.

04

A09.01.008.001.

05
A09.01.019.001

A09.01.008.001.

06

A09.01.008.001.

07

A09.01.007.001.

02
A09.01.020.001

A09.01.007.001.

04

Xpom (BosOChI)

MapraHel, (Bonochbl)

KobanbT (BONOCHI)

Hukenb (Bonoch!)

Mbiwbsk (BOMOCHI)

CeneH (Bonochbl)

CeneH (Bonochbl)

PTyTb (BONOCHI)

CsuHel (BONOCHI)

Bepunnuii (Bonocsl)

BaHaawit (Bonochbl)

Xeneszo (Bonochbl)
Mo (Bonockl)

Noa (kpoBb)
Kanuii (Bonochil)

Kanbuuii (Bonochl)
MarHuii (Bonochl)

Megab (BONOCHI)

HaTpwuin (Bonockl)
HaTpwuii (Bonochl)
®ocdop (Bonockl)

LinHk (BONOCHI)

Tskenble METaNbl U MUKPO3SIEMEHTHI (komnniekc 25: Hort): Jiutuid, bop,
AntoMuHUIN, KpeMHuit, XpoM, MapraHeu, KobanbT, Hukenb, Mbiwbsk, CeneH,
Kagmuii, PTyTb, CBuHel, Bepunnuii, BaHaauii, Xeneso, Vog, Kanui, Kanbuwii,
Marnuit, Meab, Hatpuit, Onoso, ®occdop, LinHk

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030
1030

1030

1030

1030

1030

1030

1030

1030

5180
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230200

230202

230203

230204

230205

230207

230208

230209

230210

230211

230212

230214

230216

230217

230218

230219

230220

230221

230222

230223

A09.01.007.001.
03

A09.01.007.001.
05

A09.01.007.001.
06

A09.01.007.001.
07

A09.01.007.001.
08

A09.01.007.001.
09

A09.01.007.001.
10

A09.01.007.001.
11

A09.01.007.001.
12

A09.01.007.001.
13

A09.01.007.001.
14

A09.01.007.001.
15

A09.01.007.001.
16

A09.01.007.001.
17

A09.01.007.001.
18

A09.01.007.001.
19

A09.01.007.001.
20

A09.01.007.001.
21

A09.01.007.001.
22

A09.01.007.001.
23

Tskenble MeTanbl U MUKPO3nieMeHTbl (KoMrnekc 40): AntoMUHMIA, Bapwid,
BepwnnuiA, Bop, BaHaauin, BucMyT, Bonbdpam, Mannui, Fepmanui, Xeneso,
3onoto, Mop, Kanui, Kaamwii, Kanbumii, KobanbT, KpeMHuiA, JlaHTaH, JIUTWiA,
Marnuit, MapraHeu, Meab, MonubaeH, Mbllwbsik, HaTpuit, Hukenb, OnoBo, MnatuHa,
PtyTb, Pybuauin, CeuHel, CeneH, Cepebpo, CtpoHuui, CypbMa, Tannuii, ®ocdop,
XpoM, LIMHK, LinpkoHuit

JNutuid (HorTu)

bop (HorTn)

ANOMUHUIA (HOTTK)

KpeMHuit (Hortu)

Xpom (HorTtu)

MapraHeu (HorTu)

KobanbT (HorTu)

Huvkenb (HorTu)

MblIwbsk (HOrTH)

CeneH (HorTK)

Kaamuit (HorTu)

PTyTb (HOrTH)

CsuHey (HorTK)

Bepunnuii (HorTm)

BaHaawmi1 (HorTw)

Xene3o (HorTn)

Woa (Hortw)

Kanuit (HorTu)

Kanbuuii (Hortu)

6 170

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030
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230224

230225

230226

230227

230228

230229

240110

240132

240231
240250

240251

240252

240253

240254

240255

240256

240271

240300

300022

300040

300041

300043

300444

300250

300251

A09.01.007.001.
24

A09.01.007.001.
25

A09.01.007.001.
26

A09.01.007.001.
27

A09.01.007.001.
28

A09.01.007.001.
29

A09.05.035.01

A09.28.055.02

A09.28.068.01
A09.28.055.03

A09.28.055.04

A09.28.055.05

A09.28.055.06

A09.28.055.07

A09.28.055.08

A09.28.055.09

A09.28.055.10

A09.28.055.11

B03.016.004.12

B03.016.004.13

B03.016.004.14

B03.016.004.15

B03.016.004.16

A26.05.022.001.
04

A26.05.022.001.
05

Maruuit (HorTm)

Meab (HorTi)

Hatpwuin (Hortn)

OnoBo (HorTn)

docdop (HorTn)

UuHK (HorTn)

Banbnpoesas KucnoTa

«Kny6Hble» HapkoTVKu 1 MopduH, amdeTamuH, MeTamMmdeTamuH, MAMA (akcTasu),
MapuxyaHa, MopbuH

KOTWUHWH (HUKOTUH)
Onwuatbl: MOpdUH, repounH (6-MAM), koaeuH, ae3oMopduH, NpoMeaor.
MoATBepXXAatoLLMA TECT.

AMdeTaMuH 1 ero nponssoaHble: amdeTaMmuH, meTamderammd, MDA, MDMA
(akcTasun), MDEA, MBDB, adeapviH, adeapoH, deHTepMmnH, cnbyTpamuH.
MoATBepXXAatoLLIMA TECT.

KaHHabuHouabl (MapuxyaHa, rawui). MoATBepAatoLLuiA TeCT.

KokauH v ero MeTabonuTbl: KOKauH, METUN3KIOHWH, BEH30MNSKIOHUH, STUNIKIOHMH.
MoaTBepXXAAoLLIMIA TECT.

BeH3oaMazenuHbl: avasenaM, peHasenam, TeMasenam, anbnpasonamM, HATpasenam,
okcasenaMm, 6poMasenam. MoaTBepXKaatoLWmii TecCT.

bapbuTypaTbl: peHobapbuTtan, amobapbutan, 6ytanbutan, cekobapbutan,
neHTobapbuTtan. MoaTBepXXAaloLLMA TECT.

CuHTeTMYeckne kaHHabuHomabl («Cnaicel»). MoATBeEPXXAAOLLMI TECT.

HWKOTWH 1 ero MeTabonnT KOTUHWH. ﬂ,MCbee[JEHLI,MaﬂbHaﬂ ANarHoCTuKa akKTMBHOIO U
NaCCMBHOIO KypeHwus.

MaeHTUdUKALMA HAPKOTUYECKMX, NMCUXOTPOMHbIX U MHBIX TOKCUUYECKUX BELLECTB.
MoATBEpPXXAAIOLLIMIA TECT.

KaTexonamuHbl (aapeHanuH, HopagpeHanuH, AohaMyH) 1 CEPOTOHUH
KaTexonamuHbl (aapeHanuH, HopaapeHanuH, AodaMuH)
MeTtabonutbl kKaTexonammHoB u cepotoHuHa (MBK, BMK, 5-ONYK)

MpoMexyTouHble MeTabonuTbl KaTeXONaMMHOB: MeTaHedpUH U HOpMeTaHedhpyH,
cBoboaHbIe

MpomMexxyTouHble MeTabonnTbl KaTeXONaMMHOB: MeTaHedpuH U HOpMeTaHedpWH,
obLime

KonuyecteseHHoe onpeaenenne PHK HIV-1 n MyTauuun pesncreHTHocTh BUY k
MHrMBMUTOpPaM npoTeasbl U 06paTHONM TPaHCKPUMTa3bl

KonuyecteeHHoe onpeaenenne PHK HIV-1 u myTaumu pesucteHTHOCTM BUY K
WHrMbUTOpaM MHTerpasbl

1030

1030

1030

1030

1030

1030

1470

1850

360
2020

2020

2020

2020

2020

2020

4690

4 550

2710

2710

2510

3440

2 900

3410

23 470

25 950
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300015

300127

300030

300129

300031

300000

300223

300224

B03.003.001.02

B03.003.001.03

B03.003.001.01

B03.003.001.04

B03.016.004.03

B03.003.001

B03.016.004

B03.016.004

Ceponoruyeckas agnarHocTuka anst rocnutanusauum (anti-HIV 1/2/Ag p24 (kaud.),
Syphilis RPR (kau.), anti-HCV (kau.), HBsAg (kau.))

Ceponoruyeckas AMarHocTmka anas rocnutanusauum (BktoyaeT anti-Treponema
pallidum, cymmapHble aHTuTena) anti-HIV 1,2/Ag p24 (ka4.), anti-Treponema
pallidum (cymmapHsbie) (kau.), anti-HCV (cymmapHoe) (kay.), HBsAg (kau.)

Xupyprudeckas rocnutanusaums (AN1T, ACT, O6wmin 6enok, KpeaTuHuH, MoueBuHa,
Bunmpy6buH obwmi, bunmpybuH npsmoi, BunupybuH HenpsiMoi
(HekoHbIOrMpoBaHHbIN), Anti-HIV 1,2/Ag p24 (kad.), HBsAg (kau4), anti-HCV (kau.),
RPR (kau.), ®ubpuHoreH, MpotpoMbuH+MHO, AYTB, Mioko3a, O6wmi aHanus
kposu +CO3 c nevikounTapHoit opmynoin, Mpynna kpoeu+Rh dakTop, O6wwin
aHanu3 Moum)

Xupypruyeckas rocnutanvsaums (BkatovaeT heHOTMNMPOBaHNE 3PUTPOLIMTOB MO
aHtureHam cuctemol Rh (C,E,c,e) u Kell (K)) (Anti-HIV 1,2/Ag p24 (kau.), anti-HCV
(cymmapHoe) (kady.), HBsAg (kady.), Syphilis RPR (kau.), AT, ACT, 6unupybuH
06LWLMiA, BUNNPYBUH NPSIMO, BUNMPYBUH HEMNPSIMON (HEKOHBIOrMPOBAHHBIN), 6L
6enok, KpeaTMHWH, MOYEBUHA, , GNbpUHOreH, NpoTpoMbuH + MHO, AYTB, rnioKo3a,
o6wmii aHanus kposu +CO3 ¢ nerkoumuTapHoi hopMynon, rpynna Kposu + Rh
dakTop, heHOTUNMpPOBaHNE 3pUTPOLMTOB NO aHTUreHam cuctemsl Rh (C,E,c,e) n
Kell(K), obwuit aHanus mMoun)

TepaneBTuyeckas rocnutanusaums (AT, ACT, Obwmin 6enok, MoyeBuHa,
KpeaTuHuH, Bunmpybux obwmin, BunupybuH npsimoi, BunupybuH HenpsiMoii
(HekoHblOrMpoBaHHsbIN), Anti-HIV 1,2/Ag p24 (kady.), HBsAg (kau.), anti-HCV (kau.),
RPR (kau.), Mtoko3a, O6wuit aHanus kposu +CO3 ¢ nenkounTapHoi opmynoi,
O6Lwmii aHanms moun)

O6cnenoBaHve nepes rocnutanusaumeit (BkitodaeT Anti-Measles virus IgG): Anti-
HIV 1/2/Ag p24 (kauy.), HBsAg (kau.), Anti-HCV (cymmapHoe) (kau.), Syphilis RPR
(kau.). Anti-Measles virus 1aG. (n.kon.)

0O6cnenoBaHve B Nepuo peabunutaumm nocne nepeHecéHHoM KOpoHaBMPYCHOM
nHcbekummn COVID-19 (MMHMManbHLIV NepedeHb): C-peakTuBHbBIN 6enok
(BblCOKOYYBCTBUTENBHLIN MeToa), D — anmep, O6LMI aHanu3 KpoBM C
nevikouuTtanHol donmvioln (6e3 CO3)

0O6cnenoBaHve B Nepuo peabunutaumm nocne nepeHecéHHoM KOpoHaBMPYCHOM
nHcbekummn COVID-19 (ocHOBHOV nepeyeHb): C-peakTuBHbIN 6eok
(BbicokouyBcTBUTENBHBIN MeToa), ANTT, ACT, NAT, BunupybuH obwmin, AnbbyMuH,
KpeaTnHuH, MouyeBunHa, Ca2+/Na+/K+/Cl-, 25-oH BuTamuH D (25-hydroxyvitamin

D), MpoTpoMbuH + MHO, D — aumep, Mioko3a, O6LWMIA aHanu3 KpoBu C
nekn iuTANHNIA chanmvnnii (e COJ)

2 090

2310

6 160

7 150

4290

2420

2210

4 810
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300225

300079

300080

300081

300082

300083

300084

300085

300086

300008

300093

300134

B03.016.004

B03.012.001.02

B03.012.001.03

B03.012.001.04

B03.012.001

B03.012.001.05

B03.012.001.06

B03.012.001.07

B03.012.001.08

B03.005.013

B03.005.013.00
1

B03.005.013.00
4

0O6cnenoBaHve B Nepuo peabunuTaumm nocne nepeHecéHHoM KOpoHaBMPYCHOM
nHdekummn COVID-19 (paclumpeHHsbIii nepedeHb): C-peakTUBHbIN 6enok
(BbicokouyBcTBUTENBHBIN MeToa), AT, ACT, NAI, O6wmit 6enok + 6enkoBbie
dpakumm, BunmpybuH oblumii, BunupybuH npsimoi, BunnpybuH HenpsiMon
(HekoHblOrMpoBaHHbIN), LnctatH C, Marumi, Ca2+/Na+/K+/Cl-, ®epputuH, 25-
OH BuTaMuH D (25-hydroxyvitamin D), AT k saepHbIM aHTUreHam, ckpuHuHr (ANA
screen: SS-A 60 un 52kDa, SS-B, RNP-70, Sm, RNP/ Sm, Scl-70, centromere B, Jo-1)
Ig G, (n. kon.), MpotpomMbuH + MHO, ®nbpuHoreH, A4TB, TpombrHOBOE BpeMms,
AHTUTPOMOWH III, D — aumep, MMioko3a OBLWMI aHaNIM3 KPOBU C NENKOLIMTAPHON

P PN PN I £~ N o) o \= )\

CaxapHblil AnabeT - KOHTPOsIb NleyeHus (exeKBapTasbHbIi): [NIMKO3UIMPOBaHHBIN
remornobuH, MMioko3a (HaToLak)

CaxapHblii AnabeT - KOHTPOIb NleYeHust (exeroaHbii) yactb 1: O6wmii 6enok,
XonectepuH ob6wwmin, JINBM — xonectepuH, JIMHIM — xonectepwH, Tpurnvuepuasl,
BununpybuH obwmin, ANTT, ACT, MoueBuHa, Na+/K+/Cl-, TMMKO3MIMPOBaHHbIN
remornobuH, Obwuii aHanus kposu + CO3 ¢ neiikoumTapHoi dopmynol, Mioko3a
(HaTowak), Mpoba Pebepra, MukpoansbyMuH

CaxapHblii ANA6ET - KOHTPOJb NIeYeHUs (eXKeroaHbIi) yactb 2: O6Luii aHann3 Mouu,
MwukpoansbyMuH

OnddepeHumnanbHas anarHoctmka gopm caxapHoro avaberta: UHcynuH, C-nentug,
AT K ?-KneTKaM nomkenyao4Hou xenesbl (kau.)
MHcynuHopesncTeHTHocTb*: MHCynuH, nioko3a (Hatowak), MHaekc HOMA

JinwHui Bec (¢ 18 net): XonectepuH o6wmin, JINBM-xonectepuH, JIMHM-
xonectepuH, Tpurnuuepuabl, MHcynuH, C-nentug, C-peakTUBHLIN 6e10K
(BbicouyBCTBUTENLHLIV MeToa), KopTuson, TTI, JlenTuH, MMMKO3MIMPOBaHHbIN
remornobuH, nioko3a (HaTtowak), MHaekc HOMA

MeTabonuyeckuii CMHAPOM - NepBUYHas AvarHocTvka (c 18 net): XonectepuH
06wwin, JINBM — xonectepuH, JINHM — xonectepuH, Tpuravuepuasl, Moko3a
(HaTowwak)

MeTabonuyeckunii CUHAPOM Y AeTel U NoAPOCTKOB - NepBUYHas avarHoctvka (10-17
neT): XonectepuH obwwuid, JINBM — xonectepuH, JIMHIM — xonectepuH,
Tpurnuuepugbl, Mnoko3a (HaTowak)

BroxmuMmnyeckas avarHoctvika aHemuii: XXeneso, OXXCC, TpaHcdeppuH, GeppuTuH,
MpoueHT HacblweHns TpaHcdheppuHa xxene3oM, ButamuH B 12, donvesas kucnoTa,
SpUTPONO3THH

[varHocTuka xenesoneduuuTHon aHeMmMmn (MOHUTOPUHT Tepanun): XKeneso,
TpaHcheppuH, OeppuTuH, % HacbiWweHnsl TpaHchepprHa KenesoMm, PeTukynounTbl

[varHocTuka xenesogeduuntHon aHemMun: XXeneso, OXXCC, HXCC, TpaHcdheppyH,
% HacblWEeHNa TpaHcdheppuHa KenesoM, obLLniA aHanmu3 Kposu (6e3 nekouuTapHon
dopmynbl 1 6e3 CO3J)

8510

740

3320

660

2750

1100

5310

1170

1170

4 260

1780

1850

174



300103

300005

300104

300013

300014

300132

300105

300106

300006

300248

300007

300009

300010

300012

300020

300021

300023

300024

300089

B03.058.001.01

B03.058.001

B03.058.001.02

B03.016.024.01

B03.016.024.02

B03.016.024.03

B03.016.024.04

B03.016.024.05

B03.005.006

B03.005.006

B03.016.005

B03.016.007.02

B03.016.007.01

B03.016.007

B03.016.004.10

B03.016.004.11

B03.001.001.08

B03.001.001.09

B03.001.001.12

[varHocTvka QyHKUUM LIMTOBUAHON >enesbl (CKPUHUHI): TTT, T3 cBo6oAHbIN, T4
CBO6OAHbIN

[varHocTtvka pyHKUMK LWMTOoBUAHON Xenesbl (T3 cBoboaHbIv, T4 cBo6oaHbIN, TTT,
AT-TT, AT-TTO)

[varHocTvka GyHKUUM LIMTOBUIHOM Xenesbl (MOHUTOPUHT Tepanun): T4
cBoboaHbIN, TTT

lFopMoHanbHbIi cTatyc (Myxckoi) (JII, ®CI, MponakTuH , TECTOCTEPOH)

FopMoHanbHbIi cTaTyc (keHckuid) (JIF, ®CI, NponakTuH, TECTOCTEPOH, 3CTPaanor,
[O3TrA-cynbdar)

FopMoHanbHbI cTatyc (keHckuiA): JIT, ®CI, NpoNakTUH, TECTOCTEPOH, 3CTPaAMON,
Or2A-cynbdat, NporectepoH

FopMoHanbHbIl cTaTtyc (B MeHonayse): JII, ®CI, Sctpaavon, TTI, NporectepoH

MvnepaHaporenus (y xeHwmn): JII, ®CI, TectoctepoH, AM3A-cynbdat, FCMT

Cucrema remoctasa (ckpuHuHr) (AYTB, TpombuHosoe Bpems, MpotpomMbuH + MHO,
®ubpuHoreH, AHTUTPOMEUH III)

COVID-19: Cucrema remoctasa: A4TB, TpombuHoBoe Bpemsi, NpoTpoMbuH + MHO,
®nbpuHoreH, AHTUTPOMOUH III, D-aumep

Puck aTepockneposa (Tpurnuuepuabl, XonectepuH obuimit, JINBIM-xonecrepuH,
JIMNHI1-xonectepuH, KoahdUUMeHT aTeporeHHocT)

O6cnenoBaHve nepes BakUMHaume npotve renatuTtoB A u B: anti-HAV IgG (kau.),
HBsAg (kau.), anti-HBs (kon.)

MepBnyHasa avarHocTuka renatutos: anti-HAV IgM (kau.), HBsAg (kau.), anti-
HBcore IgM (kau.), anti-HCV (kau.), anti-HCV IgM (kau.), ANT, ACT

[OvarHocTtvka yHkumii neyenn: AT, ACT, TTT, weno4dHas docdaTtasza, bunupyouH
06w, 6unnpybuH npsMon, GUNNPYeUH HEMPSMOI (HEKOHBIOrMPOBaHHbIN), 0BLLMI
6enok + 6enkosble Mpakuum

[JuarHocTtvka 3aboneBaHuii xenyaka v nuwesoga.ractponaHens (CKPUHUHI):
MencuHoreH-I, nencuHoreH-1I, racTpuH-17 6a3anbHblid, anti-H.pylori IgG *

[unarHocTvika 3aboneBaHuit Xenyaka 1 nuuesoaa.acTponaHesnb: MencuHoreH-I,
nencuHoreH-II, ractpuH-17 6a3anbHbiii, racTpuH-17 CTUMYNMPOBaHHBINA, anti H.pylori
IgG *

MpeHaTanbHbIM CKPUHWHE 1 TpUMecTpa 6epeMEHHOCTH, PACYET pUCKa XPOMOCOMHbBIX
aHoManui nnopa, nporpamma LifeCycle (DELFIA): PAPP-A, cBoboaHbIi b-XY

MpeHaTanbHbI CKPUHUHE 2 TpUMECTpa 6epeMeHHOCTH, PacyeT pUcka XPOMOCOMHBIX
aHoManui nnopa, nporpamma LifeCycle (DELFIA): A®I1, cBoboaHbii b-XIY,
€BO6OAHBIN 3CTpHON

MpeHaTanbHbIN CKPUHWMHI 1 TPUMECTPa C pacyeTOM pucKa NpesKaamncum,
nporpammel:  LifeCycle (DELFIA) (PAPP-A, cBo6oaHbIi b-XIY, PIGF)

1760

2750

990

2 040

2830

3 000

2 240

2310

1720

3080

980

1660

2 950

1760

5180

5780

2420

2420

4950

175



300137

300025

300155

300027

300029

300034

300170

300171

300035

300049

300051

B03.001.001.13

B03.040.002.01

B03.001.001.10

B03.025.001

B03.040.002.08

B03.016.004.22

B03.016.004.23

B03.016.004.25

B03.016.004.24

B03.016.004.19

B03.016.004.20

MpeHaTanbHbI BUOXUMUYECKUI CKPUHUHT 1 TpUMecTpa 6epeMeHHOCTH, 6e3 pacyeTta
pvcka (ans BHeceHusi B nporpaMMy Astraia): PAPP-A,cBoboaHbIi b-XMY

[arHocTvka naTonorum CoeMHUTENbHON TkaHu: O6Lwuin 6enok, 6enKkoBbie
dpakumn, C-peakTuBHbIN 6€M0K (BbICOKOUYYBCTBUTENbHbIN MeToA), PEBMaTOUAHBIN
¢dakTop, AHTUCTpenTonusnH-0, AT k aeyxcnupanbHoi AHK (kon.), AT kK
ofHocnmpanbHoi AHK (kon.), AT K SAepHbIM aHTUreHam (.kor.)

lMpeHaTanbHbl1 CKPUHWHE 1 TpUMecTpa 6epeMEHHOCTH, PACYET PUCKA XPOMOCOMHbIX
aHoManui nnoaa, nporpamma PRISCA (IMMULITE)

[vnarHocTvka 3aboneBaHuii noyek: O6wmi 6en1ok, AnbbyMuH, KpeaTuHuH,
MoueBuHa, MouyeBas kucnota, Ca2+/Na+/K+/Cl-, Maruuit, ®ocdop, Obwnii aHann3
MO4M

[varHocTuka octeonopo3a: LlenoyHas docdaTasza, Kanbuuii, ®ocdop,
MapatupeonaHbii ropMoH *, OcTeokanbuuH *, Cross Laps PINP *, KanbLWUTOHUH **

v

Mporpamma o6cnenoBanmnin "KPOXA": O6wwmid aHanmn3 kpou +CO3 ¢ nerikouuTapHom
dopmynoi, O6LMiA aHaU3 MoUm

v

! MporpammMa ob6cnenoBanmin "KPOXA" (06wt aHanus kpou+CO3 ¢ n/d, obluuii
aHanus mMoun)

! MporpamMMa "310poBbii pebeHoK (CKpUHUHT) (06LmMit aHanu3 kpoeu+CO3 ¢ n/d,
Kan Ha a/r, oblwuMit aHanM3 Moun, cockob Ha aHTepobMOo3)

Mporpamma "3a0poBblit pebeHoK" (CKpUHMHS): Obwmin aHanu3 kpoeu + CO3 ¢
neinkoumnTapHoi copmynoli, Kan Ha siua rensMnHToB, O6wmin aHanms moumn, Cockob
Ha 3HTepobno3

[varHocTvka MHGbEKUMOHHbIX 3aboneBaHmin (1): ceponornyeckas AnarHoCTUKa
6oppennosa

[JuarHoctvika MHGEKLUMOHHbLIX 3aboneBaHnin (2): ceponormyeckast AMarHoCTyKa
6oppennoza (kpoeb + CMX)

4070

3710

1980

1970

5 560

920

920

1720

1720

1230

2210
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300055

300056

300057

300058

300260

300062

300063

300065

300069

300076

300077

B03.016.004.06

B03.016.004.07

B03.016.004.08

B03.016.004.09

A26.20.034

B03.016.024.06

B03.016.024.07

B03.040.002.02

B03.016.004.17

A12.22.005

A12.22.005.02

MporpamMma " MuHumymM" (7) OHK: OHK Chlamydia trachomatis , JHK Mycoplasma
genitalium, JHK Trichomonas vaginalis, JHK Neisseria gonorrhoeae, HK
Mycoplasma hominis, AHK U.urealyticum/U.parvum

Mporpamma " Megnym" (9) OHK: AHK Chlamydia trachomatis , IHK Mycoplasma
genitalium, HK Trichomonas vaginalis, IHK Neisseria gonorrhoeae, JHK
Mycoplasma hominis, JHK U.urealyticum/U.parvum, JHK Gardnerella vaginalis, HK
Candida albicans

Mporpamma "Makcumym" (12) AHK: OHK Chlamydia trachomatis , IHK Mycoplasma
genitalium, JHK Trichomonas vaginalis, JHK Neisseria gonorrhoeae, HK
Mycoplasma hominis, IHK U.urealyticum/U.parvum, HK Gardnerella vaginalis, HK
Candida albicans, HK Cytomegalovirus, JHK Herpes simplex virus I/ Herpes
simplex virus II

Mporpama " Mpemnym" (15)AHK: AHK Chlamydia trachomatis , JHK Mycoplasma
genitalium, HK Trichomonas vaginalis, IHK Neisseria gonorrhoeae, JHK
Mycoplasma hominis, AHK U.urealyticum/U.parvum, JHK Gardnerella vaginalis, AHK
Candida albicans, JHK Cytomegalovirus, JHK Herpes simplex virus I/ Herpes
simplex virus II, AHK Treponema pallidum, AOHK B4 6/11

Mporpamma OnTtumym (17): OHK Neisseria gonorrhoeae (ka4.), AHK Chlamydia
trachomatis (kau.), AHK Mycoplasma genitalium (kauv.), AHK Trichomonas vaginalis
(kau.), AHK Mycoplasma hominis (kau.), AHK Ureaplasma parvum (kauy.), OHK
Ureaplasma urealyticum (ka4.), AHK Gardnerella vaginalis (ka4.), AHK Candida
albicans (kau.), AHK Candida glabrata (kau.), AHK Candida krusei (kau.), OHK
Candida parapsilosis u tropicalis (ka4.), AHK Cytomegalovirus (ka4.), AHK Herpes

simplex virus I (ka4.), AHK Herpes simplex virus II (ka4.), AHK BMNY 16 tvn (kau.),
NHKY RAU 1Q Tiam (vau )
Puck obHapyXeHus anUTenmanbHoM KapUMHOMbI IMYHWMKOB B MpeMeHomnayse

(nporHocTuyeckas BeposaTHOCTb): HE4, CA125, % PREM ROMA (nporHocTuyeckas
BEPOSTHOCTb)

Puck obHapy>XeHus anuTenMasnbHON KapUMHOMbI SMYHWKOB B MOCTMEHoMNayse
(nporHocTuyeckas BeposTHOCTb): HE4, CA125, % POST ROMA (nporHocTuyeckas
BEPOSITHOCTb)

[OvnarHocTtrka aHTndochonmMnmMaHoro cuHapoMa (CKpUHUHN): AT K KapAvOIUMUHY
IgG (kon.), AT k kapanonunuHy IgM (kau.), AT k ?2 rnvkonpoTtenHy I IgG (kon.), AT
K ?2 ravkonpoTenHy I IgM (kau.), BOMYaHOYHbIN aHTUKOAryasiHT

Ceponoruyeckas AMarHOCTMKa napasuTapHbix 3ab6oneBaHuii: anti-Giardia Lamblia
(cymmapHble: IgG, IgM, IgA) (kau.), anti-Opisthorchis IgG (n.kon.), anti-
Echinococcus IgG (n.kon.), anti-Toxocara IgG (n.kon.), anti-Trichinella IgG (n.kon.),
anti- Ascaris IgG (n.kon.)

MepopanbHbIi MOKO30TONEPAHTHBIV TeCT (Ans B3pocsbiX): [Noko3a (HaToLwak),
Inoko3a (Yepes 2 Yaca nocse Harpysku)

MepopanbHbli FOKO30TONEPaHTHbIN TecT (bepeMeHHble): MtoKo3a (HaTowak),
Inioko3a (4epes 1 vac nocne Harpysku), [nioko3a (Yepes 2 yaca nocne Harpysku)

2 080

2 880

3470

4040

4620

2530

2530

6 110

2710

550

770

177



300078

300088

300091

300096

300098

300099

300101

300107

300157

300109

A12.22.005.01

B03.001.001.11

B03.016.004.01

B03.040.002.03

B03.040.002.05

B03.040.002.06

B03.016.004.18

B03.001.001.01

B03.001.001.04

B03.001.001.05

MepopanbHbIi rOKO30TONEPAHTHBIN TecT + C-nentug (paclumpenHbii): C — nentug
(HaTowak), Mioko3a (Hatowak), C — nentma (Yepes 2 yaca nocne Harpyskmn),
nioko3a (4Yepe3 2 yaca nocne HarpysKkn)

PacueT paHHell 1 no3aHeit npesknamncu 1 TpuMecTpa 6epeMeHHOCTH, NporpaMMa
LifeCycle (DELFIA): PAPP-A, PLGF

Broxummnyeckoe obcnegoBaHue (ctaHaapTHoe 10): Obwmin 6enok, KpeaTuHuH,
MoueBuHa, MoyeBast KUCIOTa, BUnmMpybuH obLumii, XonectepuH obLui,
Tpurnuuepuapl, ANT, ACT, I'noko3a

[narHocTvka CMCTEMHON KpacHoM BonyaHku: AT k aByxcnvpaneHoi HK (a-dsDNA),
AT Kk Sm-aHTureHy, AT k dochonunuaam

[unarHocTvka uenuakmm, HenepeHoCMMOCTb rtoTeHa (CKpUHUHN): IMMyHornobynuH
A, IgA, AT k TpaHcrnyTamuHase IgA, AT K geammanpoBaHHOMY rnnaguHy 1gG

[unarHocTvka uennakmm, HenepeHoCUMMOCTb rtoTeHa (paclunMpeHHas):
MmMmyHornobynuH A, IgA, AT k TpaHcrnyTtamuHase IgA, AT K TpaHcrnyTammHase IgG,
AT K geamnampoBaHHOMY rnvaguHy IgG, AT k geaMmanpoBaHHOMY ranaguHy IgA

[narHocTvika napasvTapHbIX MHBa3Wi, pacnpoCTpaHeHHbIX B CpeaHel nosoce: anti-
Giardia Lamblia (cymmapHble: IgG, IgM, IgA) (kau.), anti-Toxocara IgG (n.kon.), anti-
Ascaris lumbricoides IgG (n.kon.)

Ceponoruyeckast anarHoctrka TORCH-uHbekumin (ckpuHmHr): anti-Rubella virus IgG
(kon.), anti-Rubella virus IgM (kau.), anti-Toxo gondii IgG (kon.), anti-Toxo gondii
IgM (kau.)

Ceponoruyeckas anarHoctnka TORCH-uHdekumn (ctaHgapTHas) (anti-Rubella virus
IgG (kon.), anti-Rubella virus IgM (kau.), anti-Toxo gondii IgG (kon.), anti-Toxo
gondii IgM (kau.), anti-HSV 1,2 tuna IgG (n.kon.), anti-HSV 1,2 tuna IgM (n.kon.),
anti-CMV IgG (kon.), anti-CMV IgM (kau.)

JTabopaTopHoe o6cnepoBaHue 6epemMerHbix B I, III TpuMecTpe 1 npu NocTaHOBKE Ha
yyeT Ha noboM cpoke: ObLwmii 6enok, MoYeBMHa, KPeaTUHWH, BUINPYBVH 06LLMIA,
61nMpy6uH npsiMon, 6UAMPY6UH HENPSIMOI (HeKOHbIOrMpoBaHHbIN), AT, ACT, anti-
Rubella virus IgG (kon.), anti-Rubella virus IgM (kau.), anti-Toxo gondii IgG (kon.),
anti-Toxo gondii IgM (kau.), anti-Treponema pallidum (cymmapHble) (ka4.), HBsAg
(kau.), anti-HCV (cymmapHoe) (kady.), anti-HIV 1,2/Ag p24 (kau.), AYTB,
¢vbpuHoreH, npotTpoMbMH+MHO, 06LWMIA aHanM3 KPOBM C fIeMKOLMTapHOM
dopmynon (6e3 CO3J), rpynna kposu + Rh dakTop, rnokosa, obLwmin aHanmns Mouu,
MMKPOCKOMUYecKoe UCCneaoBaHne Maska 13 Baranuila v LepBuKanbHOro KaHana

1540

3850

2310

3080

2 460

4190

1 600

2420

4 840

6 910
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300112

300113

300123

300131

300140

300141

B03.001.001.06

B03.001.001.07

B03.016.004.04

B03.040.002.07

B03.016.004.27

B03.016.004.28

YporeHuTanbHble MHdeKUMn y 6epeMeHHbIX (pacluMpeHHoe
obcneposaHue):®nopoueHo3 n NCMT OHK Candida albicans, IHK Candida glabrata,
[OHK Candida krusei, IHK Candida parapsilosis, JHK Candida tropicalis, JHK
Ureaplasma parvum, JHK Ureaplasma urealyticum, IHK Mycoplasma hominis, IHK
Cardnerella vaginalis, JHK Atopobium vaginae, IHK Enterobacteriaceae, HK
Staphylococcus spp., HK Streptococcus spp., AHK Lactobacillus spp., HK Bacteria
spp., AHK Neisseria gonorrhoeae, [JHK Chlamydia trachomatis, IHK Mycoplasma
genitalium, JHK Trichomonas vaginalis, JHK Herpes simplex virus I/II Tuna/ JHK
Cytomegalovirus (kay4.), OHK Streptococcus agalactia (kon.), MMKpockonunyeckoe
nccneaoBaHMe Maska M3 Baranuiua M LepBrKanbHOro KaHana

MoHuTOpUHI 6epeMeHHOCTU (JonoNHUTENbHbIE uccneaoBanus: TTT, xene3o, OAK c
nevikouuTapHo dopmynoi (6e3 CO3), rnokosa): TTI, xeneso, obLmnii aHanun3
KpOBW C neikouuTapHoli dopmynoii (6e3 CO3), riokosa

Byaywmii nana (anti-HIV 1,2/Ag p24 (kau.), HBsAg (kau.), anti-HCV (cyMmapHoe)
(ka4.), Syphilis RPR (kau.), YporeHuTanbHble MHdekumm y My>xkunH (AHK N.
gonorrhoeae/ C. trachomatis / M. genitalium/T. vaginalis// U.parvum/urealyticum/ M.
hominis// C.albicans/glabrata/ crusei) (kon.))

OnddepeHumanbHas AMarHoCTMKa CyCTaBHOro cMHApoMa: MoyeBast kucnoTa, C-
peaKTUBHBI 6e0K (BbICOKOUYBCTBUTENbHBIN MeTO/), PeBMaToMaHbIN hakTop,
AHTucTpentonmaun-O ASI-0O, anti-Chlamydia trachomatis IgG, anti-Chlamydia
trachomatis IgA, anti-Yersinia pseudotuberculosis n anti-Yersinia enterocolitica

3popoBas koxa (anti-Helicobacter pylori IgG (kon.), anti-Toxocara IgG (n.kon.), anti-
Ascaris lumbricoides IgG (n.kon.), Ca2+, MarHui, umHK, >xeneso, TTT,
aHApoCTeHAMONa FOKOPOHMA)

3p0poBas Koxa, Bonockl M HorTu (anti-Helicobacter pylori IgG (kon.), anti-Toxocara
IgG (n.kon.), anti- Ascaris lumbricoides IgG (n.kon.), Ca2+, MarHui, UMHK, XENe3o,
TTT, aHapocTeHANONA FMOKOPOHWUA, MMKO3UTMPOBaHHbIN reMornobuH,
3CCeHUManbHble MUKpO3eMeHTbl (komnnekc 4): KobanbT, MapraHeu, Meab,
CeneH)

4070

1470

3200

3510

4 940

7410
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300147

300052

170301

310001

310002

310003

B03.016.004.29

B03.016.004.21

A26.20.032

B03.001.001.15

B03.001.001.16

B03.001.001.17

®opmyna cTpoitHocTn (XonectepuH obwui, JINBM-xonectepuH, JINHM-xonectepuH, 10 990
Tpurnuuepuabl, WHcynuH, C-nentua, C-peakTuBHbIN 6enoK (BbICOKOYYBCTB. ),

Koptuson, TTI, JlenTuH, MMMKO3UITMPOBaHHLIN reMornobuH, Moko3a (HaTowak),

NHaekc HOMA, I'eHeTu4yeckas npeapacrnonoXeHHOCTb K M36bITOYHOMY Becy.

WccnepoBanne nonmmopduramos B reHax: FTO (T>A), PPARD (-87T>C), PPARGC1A

(5482G G>A), PPARGC1B (A203P G>C), 3aknto4eHne Bpada reHeTuKa K ycnyre

«leHeTMYeckas NpeapacrnoNioXEHHOCTb K U3BbITOYHOMY BECy»)

Ceponorunyeckasi anarHoctrka 6oppennosa u Knewesoro sHuedanuta 2770

BbakTepumanbHbiii BarmHo3 (Gardnerella vaginalis / Atopobium vaginae / Lactobacillus 1980
Sp / KONNYECTBO KJIETOK), KONIMYECTBEHHOE onpeaeneHne [HK

®nopoueHos (AHK Candida albicans, JHK Candida glabrata, IHK Candida krusei, 1760
[OHK Candida parapsilosis/ tropicalis, IHK Ureaplasma parvum, JHK Ureaplasma

urealyticum, HK Mycoplasma hominis, IHK Cardnerella vaginalis, JHK Atopobium

vaginae, IHK Enterobacteriaceae, JHK Staphylococcus spp., AHK Streptococcus

spp., AHK Lactobacillus spp., IHK Bacteria spp.)

®nopoueHo3 1 Mnkpockonus (OHK Candida albicans, HK Candida glabrata, 1HK 2 090
Candida krusei, JHK Candida parapsilosis/tropicalis, JHK Ureaplasma parvum, HK

Ureaplasma urealyticum, IHK Mycoplasma hominis, [JHK Cardnerella vaginalis, JHK

Atopobium vaginae, HK Enterobacteriaceae, JHK Staphylococcus spp., AHK

Streptococcus spp., AHK Lactobacillus spp., JHK Bacteria spp., MMkpockonuyeckoe
MCCneaoBaHME Maska M3 Brlaranuila M LepBUKanbHOMO KaHana)

®nopoueHo3 n NCMT (AHK Candida albicans, JHK Candida glabrata, IHK Candida 2 860
krusei, IHK Candida parapsilosis/tropicalis, AHK Ureaplasma parvum, AHK

Ureaplasma urealyticum, IHK Mycoplasma hominis, JHK Cardnerella vaginalis, JHK

Atopobium vaginae, HK Enterobacteriaceae, IHK Staphylococcus spp., AHK

Streptococcus spp., AHK Lactobacillus spp., AHK Bacteria spp., JHK Neisseria

gonorrhoeae, IHK Chlamydia trachomatis, JHK Mycoplasma genitalium, AHK

Trichomonas vaginalis)
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310004

250001
250002
250003
250004
250010
250007
250009
250017
250018
250019
250020
250021

250022

250025
250023

250051

250052

250053

250054

250055

049003

049004

049005

B03.001.001.18

A12.30.001
A12.30.001
A12.30.001
A12.30.001
A12.30.001
A12.30.001
A12.30.001
A12.30.001
A12.30.001
A09.05.258
A12.30.001
A09.05.262

A09.05.221

A09.05.258
A09.05.235

B03.016.017.00
3

A09.05.264.001
B03.016.017.00

1

B03.016.017.00
2

B03.016.017.00
2

A26.19.097

A26.19.089

A26.19.090

®nopoueHo3 n NCMT n mukpockonust (HK Candida albicans, JHK Candida
glabrata, JHK Candida krusei, JHK Candida parapsilosis/tropicalis, JHK Ureaplasma
parvum, HK Ureaplasma urealyticum, HK Mycoplasma hominis, JHK Cardnerella
vaginalis, IHK Atopobium vaginae, JHK Enterobacteriaceae, JHK Staphylococcus
spp., AHK Streptococcus spp., JHK Lactobacillus spp., JHK Bacteria spp., IHK
Neisseria gonorrhoeae, [IHK Chlamydia trachomatis, JHK Mycoplasma genitalium,
[OHK Trichomonas vaginalis, MMkpockonuyeckoe nccriegoBaHne Maska U3 Brarasamula
W LepBMKanbHOro KaHana)

OnpeaeneHne ypoBHst BUTaMmHa A (peTuHOM) MeToaoM BIXKX
OnpeaeneHne ypoBHsS BUTaMuHa Bl (petnHon) metoaoM BIXKX
OnpeaenexHve ypoBHst BUTaMuHa B5 (naHToTeHoBas KucioTa) MetoaoM BIXKX
OnpeaeneHne YpoBHS BUTaMuHa B6 (nnpmnaokcmH) MetoaoM BIXKX
Onpeaenexne ypoBHst BUTaMmnHa K (bunnoxmHoH) MeTogom BIXKX
OnpeneneHve ypoBHs BUTaMmHa C (ackopbuHoBas kucioTta) MetoaoM BIXKX
OnpeaenexHve ypoBHst BUTaMuHa E (Tokodepon) metoaoM BIXKX
OnpeaeneHve ypoBHS BUTaMuHa B2 (pnbodnaBmH) Metoaom BIXKX
OnpeaenexHve ypoBHst BUTaMmHa B3 (HnaumH) metoaom BIXKX
OnpeaeneHne ypoBHs obuiero kosHnMa Q10 metoaom BIXX

OnpepeneHne ypoBHS beTa-kapoTuHa MeToaoM BIXKX

Onpepnenexune ypoBHs obulero L-kapTHUTUHaA MeToaoM BIXKX

Onpepenenue ypoBHS BUTaMuHa 1,25-aurnapokcn D3 (kanbumTprona) METOAOM
BIXXX-MC

OKCMAATUBHBIN CTpecc, 7 nokasaTenen B KpoBu MeTogoM BIXKX: MasrioHOBbIN
Onpegenenwve ypoBHs 25-OH sutammnHa D (D2 u D3 pa3genbHoe onpeaeneHune)
mMeToaoM BIXKX-MC

KomnnekcHoe onpeaeneHne KOHUEHTPALMN HEHACILLEHHBIX XXUPHBIX KMCNOT
cemeiicTBa OMera-3 MetozioM MX-MC (3 napameTpa): anbda-TMHONEHOBaAS,
3lko3aneHTaeHoBas!, JOKO3areKcaeHoBasi KUC/IOTbI

Onpepnenenve Omera-3 nHaekca (oTHoweHne cymmbl EPA n DHA k obluemy
COAEDPXKaHMIO XUPHbIX KNCNOT) MeToaoM X-MC

KomnnekcHoe onpeaeneHmne KoHUeHTpaunn HeHacCbIWEHHbIX XXUPHbIX KUCOT
cemeiictBa Omera-6 Metogom MX-MC (7 napaMeTpoB): IMHONEHOBAs!, raMMa-
NIMHONEHOoBasd, AMroMmoramMmma-iMHo1IEHOBad, apaxnaoHoBas, 3I7IK03a£|.VIeHOBaFI,
N0K0O3aANEHOBAA. N0OKO3aTETDAEHOBAA KUCNIOThbI

KoMnnekcHoe onpeaeneHne KOHLEHTPALUMM XUPHBbIX KMCnoT metoaom MX-MC (14

MapaMeTpoB): apaxnHoBasi, 6ereHoBasi, BaKLEHOBas, rekcaAeLeHoBasi, laypuHOBas,
JIMrHOLIEPUHOBAs!, MUPUCTUHOBAS!, MUPUCTONIEMHOBAS!, ONIEMHOBAS, NaJIbMUTUHOBAS,
MaibMUTOSNIENHOBAS, CENAX0NeBasi, CTeapMHOBast, 3pyKOBasi KUCIIOThI

KomnnekcHoe onpeaeneHne KOHLEHTPaUMM OpraHnyeckmx KMcnoT metogom MX-MC
(28 napameTpoB): 2-MeTUn-3-rMapoKCMMac/sHHas KUCioTa, 3-
rMAPOKCMU30KaNpoHOBas KACNOTa, 3-rMapoKCU-MeTUnrnyTaposas kKucnora, 3-
rMAPOKCMMAC/siHHas KMCnoTa, 3-MeTus-2-oKcoBasiepnaHoBas KMCnoTa, 3-
METUrNyTapoBas KUCNOTa, 4 ruapokcuceHNINMpOBMHOrpaaHas KucnoTa, 4-
rMAPOKCMMEHNNYKCYCHAs KUCNOTa, 4-MeTun-2-0KcoBanepmaHoBas Kucnorta, N-
aueTunacnapTUKoBas KUCIOTa, aAuMUMHOBAsH KUCIOTa, rTMAPOKCUMEHNTMOSTOHHAS
KUCNOTa, MMAnypoBast KACNOTa, rMWKONeBas KUCN0Ta, MULepMHOBas KUCoTa,
rnyTapoBasi KUCNOTa, FOMOreHTU3MHOBAs KUCN0Ta, U30BanepuaHoBas KNCNoTa,
MEBa/IOHOBas KMCOTa, METUIMANIOHOBAs KMCIOTa, MOIOYHAs KMCNOTa,
NMpoBMHOrpagHas K1cnota, cebaumHoBas KncnoTa, cybepnHoBas KMCNOTa,
CYKLUMHOBAs KMCoTa, eHnIMonodHas Kuciota, deHnnnMpoBUHOrpagHas KUCioTa,

Kpuntocnopuammn napeym (Cryptosporidium parvum), KauecTBeHHOe onpegeneHue
aHTUreHa (MMMyHoxpoMaTorpaduyecKkmin aKkcnpecc-MeToa)

PoTtaBupyc (Rotavirus), kauyecTBeHHOE onpeaesieHne aHTUreHa
(UMMyHOXpoMaTorpadU4eckumin SKCnpecc-MeToa)

ApneHosupyc (Adenovirus), KaueCcTBEHHOE onpeaeneHne aHTUreHa
(MMMYHOXpPOMaTorpadU4ecknit SKCnpecc-MeToa)

3300

2530
2530
2530
2530
2530
2530
2530
2530
2530
2 860
2530
2 860

2 660

14 850
3410

4180

4180

4180

4180

4180

1050

830

1050

181



049006

A26.19.040

Jlabopatopua KDL

12.31.D1

17.35.A18

13.30.A4

50.0.H181

11.57.A5

11.57.A14

2.0.D3.202

2.0.A5.202

2.0.D1.201

2.0.A4.202

2.0.D2.202

60.30.H43.202

60.35.H2

1.0.A1.202

1.2.D5

1.0.D1.202
1.2.D1

1.0.D2.202

1.2.D2

1.0.D3.202

1.2.D3

1.2.D4

1.0.D6

3.0.A1.203

3.0.D1.203

3.0.A2.203

3.0.A3.203

3.0.A4.203

3.0.A5.203

A26.05.053

A09.05.118

A26.08.027.001.

004

A26.08.027.001.

006

A26.06.057.008

A26.06.057.012

A12.05.005

A12.05.007

A12.06.043

A12.06.027

A12.05.007.001

B03.016.003

B03.016.003

A12.05.001

A12.05.001

B03.016.002
B03.016.002

B03.016.003

B03.016.003

A12.05.123

A12.05.123

B03.016.003

B03.016.003

A09.05.050

A12.05.027

A12.05.028

A12.05.039

A09.05.047

A12.05.043

Hoposupyc (Norovirus), Ka4yeCTBeHHOe ornpeaeneHne aHTureHa
(MMMyHOXPOMaTorpadunyeckunii SKkCrNpecc-MeToa)

MLP-anarHocTuka KnewieBbix MHdeKUMin Bo3byanTeneit 6oppennosa (Borrelia
burgdorferi), moHounTapHoro apnuxuosa (Ehrlichia chaffeensis) n aHannasmosa
(Anaplasma phagocytophilum), kpoBb, Kau.

Anneprokomnnekc nuwesol PROTIA (Kopesi), IgE

PHK kopoHaBupyca SARS-CoV-2 (COVID-19)

PHK kopoHaBupyca SARS-CoV-2 (COVID-19, pe3ynbTaT Ha aHIIMINCKOM U PyCCKOM
A3blkax)

AnTuTena IgM k kopoHaBupycy SARS-CoV-2 (MDA, BEKTOP)*

AnTtuTena IgG k RBD gomeHy S 1 6enka kopoHasupyca SARS-Cov2 (Abbott, CLLA),
Konuy.*

Mpynna kpoBu + Pesyc-akTop

Onpenenenue Kell aHturena (K)

AHTUTENA no cucteme ABO

AHTMTENA K aHTUIreHaM 3pUTPOLNTOB, CyMMapHsble (B T.4. K Rh-dakTopy), TMTp
(Henpsmas npoba Kym6ca)
Onpepnenexune Hannuusl aHTureHos sputpoumnToB C, ¢, E, e, CW, Kn k

MONHBIN KNMHUYECKUIA aHaNM3 KPoBW (KITMHUYECKUIA aHanNnU3 KpPoBW C NENKOLMTapHOM
dopmynoit + CO3) BEHO3HAs KpOBb

! TTOMHBINA KNMHUYECKMIA @aHaNM3 KPOBU  (KIIMHWUYECKUIA aHaNN3 KPOBU C
nerikouuTapHoi dopmynoit + CO3) kanunnspHas KpoBb

CO3 (BeHO3Hast KpPOBb)
1 CO3 (kanunnsipHas KpoBb)

KnuHnyeckuit aHanus Kposu 6e3 nerkountTapHon dopmy bl (BEHO3HAsA KPOBb)
! KnuHuyeckunii aHanus Kposwu 6e3 neiikounTapHoi hopMynbl (kanunssipHast KpoBb)

KnuHWueckunii aHanms KpoBm c nelkountapHol cdopmynoii (5DIFF) (BeHo3Hast
KDOBb)

! KnuHuyeckunii aHanms Kposw ¢ nelikoumTapHoi dhopmynoii (5DIFF) (kanunnsipHas
KDOBb)

PeTukynouuTtbl (BeHO3Hast KPOBb)

! PeTukynoumnTtsl (kanunnspHas KpoBb)

! KnuHnueckuit aHanms kposm (5 DIFF) ¢ noacyeToM nenkountapHoi hopMysbl
BpayoM KJ14 (kanunnsipHasi KpoBb)

KnuHuyeckuii aHanus kposw (5 DIFF) ¢ noacyeToM nerikoumTapHoii hopmynbl
BpayoM KJ1[1 (BeHO3Hast KDOBb)

®nbpuHoreH

MpoTtpomMbuH (Bpemsi, no Kemky, MHO)

TpoMbuHOBOE BpeMsi

A4YTB

AHTUTPOMOGUH III

BonyaHOYHbIN aHTUMKOArynsiHT

1230

2 880

6 600

1600

1600

1320

1430

800

910

1470

910

850

750

750

220

220

500
500

530

530

330

330

1050

1050

410

410

410

330

550

1030
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3.0.A6.203

3.0.A7.203
3.0.A8.203

3.0.A29.203

3.0.A22.203
4.6.A1.201

4.6.A2.201

4.6.D01.201

4.1.A1.201

4.1.A2.201

4.1.A3.201

4.1.A4.201

4.1.A5.201

4.1.A6.201

4.1.A7.201

4.1.A8.201

4.1.A9.201
4.1.A14.201

4.1.A10.201
4.1.A11.201

4.1.A12.201
4.2.A1.201

4.2.A2.201
4.2.D01.201

4.2.A3.201
4.2.A4.201
4.2.A5.201

4.2.D2

4.5.A9.201

4.3.A1.201
4.3.A12.201

4.3.A2.201

4.3.A11.202

4.3.A22

4.3.A3.201
4.3.A5.201

4.3.A6.201

A09.05.051.001

A09.05.125
A09.05.126

A09.05.220

A09.05.048
A09.05.021

A09.05.022.001

A09.05.022

A09.05.042

A09.05.041

A09.05.046

A09.05.175

A09.05.044

A09.05.039

A09.05.039.001

A09.05.174

A09.05.045
A09.05.180

A09.05.173
A09.05.043
A09.05.177
A09.05.011

A09.05.010
A09.05.014.001

A09.05.020
A09.05.017
A09.05.018

B03.025.001.00
1

A09.05.009

A09.05.006
A09.05.193

A09.05.009

A09.05.256

A09.05.256

A09.05.079
A09.05.073

A09.05.109

A-nvmep

MpotenH C
MpotenH S

®akTop BunnebpaHaa

MNnasmuHoreH
Bunmpy6buH obmin

BunupybuH npsmoi

BunupybuH Henpsimoli (BKTlOHaeT onpeseneHne obLero u NpsMoro bunupybuHa)

AnaHnHamuHoTpaHcdepasa (AJIT)
AcnapTtatammHoTpaHcdepasa (ACT)
LLlenoyHas docdaTasa

Kucnas docdartasza
MaMma-rnytammnTpaHcdepasa (MT )
NakTaTtaerngporeHasa (J14)
NaktatgernaporeHasa (J14IN) 1, 2 dpakuum
XonuHacTepasa

Anba-ammnnasa
AMunasa naHkpeaTudeckas

Jlnnaza
KpeaTuHkmHaza (KOK)
KpeaTuHknHaza-MB
AnbbyMuH

06wwin 6enok
Benkosble dpakuum (BkoyHaeT onpeaenexHve obwero 6enka n anbbymmHa)

KpeaTuHWH
MoueBuHa
MoueBas kucnorta

CkopocTb kny6oukoBoin dunbTpaumm (CKD-EPI - B3pocnblie/dopmyna Lsapua -
[EeTW; BK/IOYAET onpeaeneHne KpeaTuH1Ha)

C-peaKTMBHbIN 6eM0K yNbTpavyBCTBUTENbHbIN

MwornobuH
TponoHuH I

C-peaKTuBHbIN 6enok

Mo3roBoi HaTpuitypeTuueckui nentug B (BNP)

N-KoHLeBOM hparMeHT HaTpuiypeTuueckoro nponentnaa B-tuna (NT-proBNP)

lranTornobuH
Anbdal-aHTUTPUNCKH B KPOBM

Kucnbiii anbdal-rnmkonpotenH (opo3oMykouna)

1540

2310
2970

1430

1210
280

280

480

280

280

280

420

280

280

420

410

360
410

500
390
630
360

280
630

280
280
280

390

610

1200
1100

610

3080

3080

880
2190

940
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4.3.A7.201

4.3.A8.201

4.3.A9.201

4.3.A10.201

4.3.A17.201
4.3.A21

4.3.A15.201
4.4.A1.205
4.4.D2.205
4.4.D3.205
4.4.D1.202

4.4.A2.201
4.4.A3.201

4.5.A1.201

4.5.A2.201
4.5.A3.201

4.5.A4.201

4.5.A6.201

4.5.D2.201

4.5.A7.201

4.5.A8.201

4.5.A10.201
4.5.A12.201

7.7.A5.201
4.5.D3

4.7.D1.201
4.7.A3.201

4.7.A4.204
4.7.A5.201
4.7.A6.201
4.7.A7.201
4.7.A8.201
4.8.A1.201
4.8.A3.201
4.8.D3.201
4.8.A4.201
7.7.A3.201
4.8.A2.201
4.8.D1.201

1.1.D1

A09.05.077

A09.05.234

A12.06.019

A12.06.015

A09.05.230
A09.05.209

A09.05.241
A09.05.023
A09.05.023
A09.05.023
A09.05.083

A09.05.102
A09.05.207

A09.05.025

A09.05.026
A09.05.004

A09.05.028

A09.05.250

A09.05.028.001

A09.05.251

A09.05.027.001

A09.05.214
A09.05.129

A09.05.159
B03.016.005.00
3

A09.05.030
A09.05.032
A09.05.206
A09.05.127
A09.05.033
A09.05.274
A09.05.273
A09.05.007
A09.05.008
A12.05.019
A09.05.076
A09.05.082
A12.05.011.001
A12.05.011

A09.05.003.005

Llepynonna3smuH

D03UHOMDWIbHBIN KaTUOHHBIN 6enok (ECP)
PeBmaTounaHblin pakTop (PO)
AHTMcTpenTonuaunH-0 (AC/0)

UmncratmnH C
MpoKanbUMUTOHWUH

Anbda-2 MakpornobynuH

noko3a

*'ntoko3a nocne Harpy3ku (1 yac cnycrs)
*'NtoKko3a nocne Harpy3ku (2 yaca cnycrs)
[MIMKMPOBaHHbIN reMornobuH Alc

OpyKTO3aMUH
Mono4Has kncnota (nakrar)

Tpurnuuepuabl

XonectepuH obLmin
XonectepuH NMNonpoTenaos BbICOKOM nnoTHocTk (JIMNBM, HDL)

XonecrepuH NMnNonpoTenaoB HU3Kow nioTHocTi (JIMHM, LDL)
AnonunonpoTtenH Al

XonecrepuH NMMNonpoTeUAOB O4YeHb HU3KOM nnoTHocTu (JINOHM), (BknoyaeT
onpeaeneHne TpUrinmuepuaoB)

AnonunonpoTtenH B
JlvunonpotenH (a)

FomoumncrenH
XKenyHble KNCnoThl

JNlenTuH

KoapduumeHT aTeporeHHOCTM (BKIOYAET onpeaeneHme obLlero xonectepmHa u
JINBIM)

Hatpui, kanun, xnop (Na/K/Cl)*

Kanbuuii 06wmi

Kanbuuit MOHU3MPOBAHHBIN
Marnui
®ochop HeopraHUUeckuii

LinHk
Meab
Xeneso

TpaHcdheppuH

KoadhdmumeHT HacbiweHusl TpaHcdheppuHa Kenesom (BKAKYaeT onpeaeneHne
xenesa n JPKCC)

PeppUTUH

SpPUTPOMO3THH

JlaTeHTHas >xene30cBs3biBatoLLlas cnocobHOCTb CbiBOPOTKM (JTIXKCC)

O6Lwasn xxene3ocBs3blBatoLlas CrnocobHoOCcTb cbiBopoTkM (OXKCC) (BktovaeT
onpeaenexue xenesa, JKCC)
dnekTpodopes reMornobmHa aAns AMarHOCTUKM reMornobuHonaTum

720

1960

550

550

2 460
2 840

740
300
300
300
740

770
980

280

280
280

280

610

520

660

1720

1870
3810

1050
660

440
280

530
330
330
420
440
280
610
550
660
1210
440
410

3810
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5.0.A1.401

5.0.A7.401
5.0.D1.401

5.0.A14.401

5.0.D010.401

5.0.D12.402
5.0.D13.402

5.0.D14.402

5.0.D1.402
5.0.D1.406

5.0.D15.402
5.0.D16.402

5.0.017.403
5.0.A20.403

5.0.D18.403
5.0.D19.403

5.0.D2.403
7.1.A1.201

7.1.A2.201

7.1.A3.201

7.1.A4.201

7.1.A5.201

7.1.A6.201

7.1.A7.201

9.0.A13.201

7.1.A8.201

7.1.A10.201

7.2.A1.201

7.2.A2.201

7.2.A3.201
7.2.01.201

7.2.A4.201

7.2.A5.201
7.2.A6.201

7.2.A7.201

7.2.A14.201

7.2.A8.201

7.2.A9.201

A09.28.027

A09.28.011
A09.28.003.001

A09.28.003.004

A09.28.018

A09.28.011
A09.28.003.002

A09.28.003.001

A09.28.006
A12.28.002

A09.28.009
A09.28.010

A09.28.012
A09.28.018.002

A09.28.026
A09.28.060.002

A09.28.014
A09.05.065

A09.05.063

A09.05.061

A09.05.064

A09.05.060

A12.06.017

A12.06.045

A12.06.046

A09.05.117

A09.05.097

A09.05.132

A09.05.131

A09.05.087
A09.05.210

A09.05.154

A09.05.153
A09.05.139

A09.05.146

A09.05.147

A09.05.149

A09.05.078

Anbda-ammnasa Moum (amacrasa) 300

noko3a Moum 360
ANbBYMUH-KPEaTUHMHOBOE COOTHOLLEHWE B Pa30BOi MOPLIMM MOUM 330
(MUKPOanbLbYMUHYDUS)

BeTa-2-MukpornobynumH moum 1420
OnpenenexHne XMMMYECKOro coctaBa Mo4eBOro koHkpemeHTa (MK-cnektpomeTpus) 6 050
noko3a Moumn 360
O6wmit 6enok Moun 280
MukpoanbbyMuH Moum 510
KpeaTnHuH mMoum 280
Mpoba Pebepra 390
MoyeBMHa Moun 280
MoueBas KkucnoTa Moun 280
Kanbumi obwmin Moum 330
OkcanaTbl CyTOYHO MOUM 1430
®ocdhop HeopraHMYecKMii Moun 350
MarHuiA CyTOUHON Moum 350
HaTpwii, kanui, xnop moum (Na/K/Cl) 350
TupeoTponHbIi ropMoH (TTT) 620
TWpOKCKH cBo60HbIN (T4 cBOBOAHBIN) 620
TpuioaTUPOHUH CcBO60AHBIN (T3 CBO6OAHBIN) 620
TUPOKCKH 06w (T4 obLmin) 570
TpuioaTUPOHUH 06WwmMiA (T3 06LwMit) 570
AHTUTENA K TUpeornobynuuy (AHTU-TI) 680
AHTUTENa K MMKPOCOMasibHOM Tupeonepokcuaase (AHTU-TIO) 680
AHTWTENA K peuenTopaM TMPEeOoTpPONnHoro ropmoHa (AT pTTI) 1650
Tupeornobynux (TI) 880
TWPOKCUH CBSI3bIBatOLLAs CNOCOBHOCTL CbiBOPOTKM (T-uptake) 1320
®onnnKynoCcTUMynMpytoLLmin ropMoH (OCT) 610
JioTenHmsmpytowmii ropmoH (J1r) 610
MponakTuH 610
MakponponakTuH (BKOYaeT onpeaeneHye nNponakTuHa 1 61Monormyecku akTMBHOMO 1100
nposiakTuHa )

Sctpaanon (E2) 610
MNporecTepoH 610
M'mapokecunporectepoH (17-OH-nporectepoH) 790
AHAPOCTEHANOH 1430
AHOPOCTEHAMON TIHOKYPOHUA, 1630
[OernapoanuanapoctepoH cynbdat (AM2A-cynbdar) 610
TecTocTepoH 06w 610
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50.0.H57.201 |A09.05.078.001 TecTtocTepoH cBO60AHbIN (BKIOYAET ONpeaesieHne TECTOCTEPOHa 06LLEro u

7.4.A4.201

7.2.A11.201

7.2.A12.201
7.2.A13.201

7.3.A1.201

7.3.A2.201

7.3.A7.201

7.3.A4.201

8.0.A1.201

7.3.A6.201

7.3.A8.201

7.3.A9.201

7.3.D1.201

7.3.D2.201

7.5.A1.209

7.5.A2.209
7.5.A3.209

7.5.A4.201

7.5.A5.201

7.6.A1.201
7.6.A3.201
7.6.01.201
7.6.02.201
7.6.A2.201
7.6.03.201
7.6.04.201
7.7.A1.201
7.7.01.201
7.8.A2.209
7.8.A1.209
7.8.D2
7.4.A1.209
7.4.A2.201
7.9.A1

7.9.A2

A09.05.150

A09.05.160

A09.05.203
A09.05.225

A09.05.161

A09.05.157

A09.05.090

A09.05.090

A09.05.089

A09.05.249

A12.05.110

B03.001.002

B03.032.002

B03.032.002

A09.05.058

A09.05.119
A09.05.224

A09.05.297

A09.05.296

A09.05.056
A09.05.056.003
A09.05.056
A09.05.056
A09.05.205
A09.05.205
A09.05.205
A09.05.057
A09.16.003.001
A09.05.121
A09.05.069
A09.05.069.001
A09.05.067
A09.05.135
A09.07.007

A09.07.007

cBoboaHoro, I'CIMI (SHBG), pacyeT nHAaekca cBO60AHBLIX aHADOrEeHOB)
OuvrnapoTecTocTepoH

nobynwvH, ceBsi3biBaloWwmi nososbie ropMoHbl (FCMAI, SHBG)

NHrmbmnH B
AHTUMIONNEpoB ropMoH (AMIT, AMH, MiS)

AccounmpoBaHHbIli ¢ 6epeMeHHOCTbIO NpoTenH A (PAPP-A)
ScTpuon cBoboaHbIN

O6wwit 6eta-Xr'Y (auarHoctnka 6epeMeHHOCTM, OHKOMapKep)
CeoboaHas cybbeanHunua 6eta-Xry (npeHaTanbHbIA CKPUHUHT)
Anba-detonpoTtenH (ADM)

*MNaueHTapHbIN aKToreH

*Tpodobnactmueckuii 6eTa-1-rnmKonpoTenH

MnaueHTapHbIN chakTop pocta (PLGF)
MpeHaTanbHbIN CKPUHWHT I TpuMecTpa 6epeMeHHocTN PRISCA (10-13 Hepenb;

3aKntoyeHme Bpaya KJ1[, no uccnenoBaTenbCKOMy OTUETY): aCCOLMMPOBAHHBIN C

6epemMeHHocTbo NpoTenH A (PAPP-A). cBobonHasa cvbbeanHuua beta-XM
MpeHaTanbHbIN CKpUHUHT II TpuMecTpa 6epeMeHHocTU PRISCA (15-19 Hepenb;

3aksiodeHmre Bpada KJ1[ no uccneaosartenbckoMy oT4HeTy): anbda-dheTonpoTenH

(ADM). 06wmin 6eta-XIY. actomnon cBoHOAHBIN
MapaTtropmMoH

KanbunTOHWH
OcTeokanbumH

C-koHueBble Tenonentuapl konnarena I tuna (Beta-Cross laps)
Mapkep dhopMmnpoBaHMs KOCTHOro MaTpukca P1NP
(N-TepMUHasnbHbIV NponenTua NpokosiiareHa 1 Tuna)
NHCcynnH*

MponHcynuH

*WNHcynuH nocne Harpyskm (1 yac cnycrs)

*WMHcynmH nocne Harpy3ku (2 yaca cnycTsi)

C-nenTtua

*C-nentna nocne Harpy3ku (1 yac cnycrs)

*C-nenTna nocne Harpysku (2 yac cnycrs)

lracTpuH

CoOoTHoLLEHNE KOHLEHTpaUMi nencuHoreHa I u nencuHoreHa II
PeHunH

AnbAoCTEPOH

Anb[OCTEPOH-PEHMHOBOE COOTHOLLEHWE (BK/IIOYAET: aflbA0CTEPOH, NpsiMoe
onpefeneHne peHnHa, COOTHOLIEHME)
AZIPEHOKOPTUKOTPOMHBIA ropMoH (AKTT)

KopTtuzon

KopTu3on B cntoHe (3aknitodeHune Bpada KJ1J no uccneaoBaTenbCcKoMy OTYETY)

CooTHoweHne MDA n kopTusona, coHa (4 nopumn)

1210

1600

610

1730
1760

990

740

610

830

610

850

770

3520

1980

2310

940

1320
1050

1430

2020

790
1980
790
790
720
720
720
990
2 460
1970
1230
2 340
1100
610
1470

5720
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7.7.A2.209

7.7.A4.201

7.4.D5.202

7.4.D6.407

7.4.A3.403

7.4.09

5.0.D8.403

5.0.D9.403

7.4.01.403

7.4.D2.403

7.4.D3.403

8.0.A2.201

8.0.A3.201

8.0.A9.201

8.0.A16.201

8.0.A4.201

8.0.A17.201

8.0.D4

8.0.D6

8.0.A7.201

8.0.A23.201

8.0.A21.201

8.0.D7

8.0.D2.201

8.0.A10.201

8.0.A12.201

8.0.A11.201

8.0.A8.201

8.0.A13.201

A09.05.066

A09.05.204

A09.05.124

A09.05.124

A09.28.035

B03.016.022.00
1

A09.28.034.001

A09.28.034.001

A09.28.034

A09.28.034

A09.28.040

A09.05.195

A09.05.201

A09.05.200

A09.05.232

A09.05.202

A09.05.300

A09.05.202.001

A09.05.202.002

A09.05.231

B03.027.007.00
3
A09.05.130

A09.05.130.001

A09.05.130.005

A09.05.298

A09.05.247

A09.05.246

A09.05.245

A09.05.219

CoMaToTpOnHBbI ropMoH pocta (CTI, FopMoH pocTa)

WMHcynnHonopobHeiv dakTop pocta, UOP I (ComatomeanH C)

*KarexonamuHbl KpoBu (agpeHanuH, HopaapeHanvH, A0PaMuH) U CEPOTOHUH
*KaTexonamuHbl KpoBu (agpeHanuH, HopagpeHanvH, A0aMUH), CEPOTOHUH U X
MeTabonuTbl B MoYe (BaHWUAMIMUHAANbHASA KUCOTa, FOMOBaHWUIMHOBAS KUCOTa, 5-
rMADOKCMUHAOIVKCVCHAS KUCIOTa)

KopTuzon moun

17-keTocTeponabl (aHAPOCTEPOH, aHAPOCTEHANOH, [AIDA, 3TMOXONAHOJIOH,
3NNaHAPOCTEPOH, TECTOCTEPOH, COOTHOLLEHNE aHAPOCTEPOH/3TUOXONTAHOSOH,
COOTHOLLIEHWNE TeCTOCTEDOH/3NUTECTOCTEDOH)

*06wue MeTaHedpUHbl U HOpMETaHedPUHbI

*CBob60oaHble MeTaHePpUHbI 1 HOpMeTaHedPUHbI

*KaTtexonamuHbl Moumn (agpeHanviH, HopaapeHanvH, AohaMuH)

*KaTexonamuHbl Moum (agpeHanuH, HopaapeHanvH, 4odbaMuH) n nx MeTabonuTbl
(BaHMNUAMMHAANbHAA KMCNOTa, TOMOBAHUIMHOBAs KUCIOTa, 5-

rMADOKCMUHAOIVKCVCHAS KUCIOTa)
*MeTabonnTbl KaTeXoNaMMHOB B MoYe (BaHVI}'IMﬂMMH,D,a}'IbHaﬂ KWUCNoTa,

rOMOBaHW/IMHOBAs1 KAC/I0TaA, 5-rmapoKCMMHAONYKCYCHas K1cnoTa)
PakoB0-3MBp1OHasbHbIN aHTUreH (PIA)

AHTUreH CA 19-9

AHTUreH CA 72-4

AHTUreH CA 242

AnTuren CA 125
OnyxoneBsbiit Mapkep HE 4
MporHocTnyeckas BeposaTHOCTL (3HaveHne ROMA, noctmMeHonay3a) (BkiovaeT

onpegeneHune aHtTureHa CA 125 n onyxonesoro mapkepa HE 4)

MporHocTnyeckas BeposaTHOCTL (3HaveHne ROMA, npemeHonay3sa) (BKItoYaeT
onpegeneHune aHtTureHa CA 125 n onyxonesoro mapkepa HE 4)

AHTUreH CA 15-3

MCA (MyuMHOMNOAOBHbIV PaKO-aCCOLMMPOBAHHbIV aHTUMEH)

MpocraTtocneunduueckuii aHtureH (MCA) obwmii

MpoueHT cBoboaHoro MCA (o6wwmin MCA, cBo6oaHbIl MCA 1 COOTHOLLEHME)

WMHpekc 3g0poBbsi npoctaThl (PHI)
AHTUreH M0CKOKNETOUHOW KapumHoMbl (SCCA)

®parmeHT umtokepatuHa 19 (Cyfra 21-1)

HelipoH-cneunduyeckas eHonasa (NSE)
beta2-mukpornobynmH

benok S-100

810

1600

2710

3950

1020

4070

3410

2900

2510

4 800

3440

850

900

1160

1470

940

1970

2530

2530

940

2 090

660

1270

4400

1490

1320

1600

1420

2710
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8.0.A19.201
8.0.A14.401

8.0.A18.101

8.0.D3.101

12.7.A1.202

12.8.A1.202

12.8.A2.202

12.9.A1.202

12.9.A2.202

12.9.D2

12.9.D1

12.9.D3

12.10.A1.202

12.11.A1.202

12.14.A1.202

12.15.A1.202

12.13.A1.202

12.13.A2.202

12.23.A1.202

12.16.A1.202

12.16.A2.202

12.17.A1.202

12.22.A2.202

A09.05.227
A09.28.054

A09.19.014

A09.19.001.001

A26.05.030.001

A26.05.020.001

A26.05.020.002

A26.05.019.001

A26.05.019.002

A26.05.019.003

A26.05.019.005

A26.05.019.003

A26.05.023.001

A26.05.026.001

A26.05.035.001

A26.05.033.001

A26.05.017.001

A26.05.017.002

A26.05.039.001

A26.05.011.001

A26.05.011.002

A26.05.042.001

A26.05.032.002

XpomorpaHuH A CgA
*Cneumnduryeckunii aHTureH paka modesoro ny3sbips (UBC) B Moue

OnyxoneBasi nMpyBaTKuHa3a Tu M2 (B kane)
WccneposaHune kana Ha TpaHcheppuH 1 reMoriobuH
PHK Bupyca renatuta A, KpoBb, Kau.

[HK Bupyca renatuta B, kpoBb, Kau.

[HK Bupyca renatuta B, KpoBb, Konuy.

PHK Bupyca renatuta C, KpoBb, Kau.

PHK Bupyca renatuta C, KpoBb, KONNY.

PHK Bupyca renatuta C, reHoTunupoBaHue (6e3 onpeaenexuns cy6tunos) *
PHK Bupyca renatuta C, pacluMpeHHOe reHOTUNMpOBaHMe C KOJIMYECTBEHHbIM
onpeaenexuem (1a, 1b, 2, 3a, 4, 5, 6) KpOBb, KO/MY. *

PHK BI'C, reHoTun (1a, 1b, 2, 3a, 4, 53, 6), KpoBb, Kau.

PHK Bupyca renatuta D, KpoBb, Kau.

PHK Bupyca renatuta G, KpoBb, Kau.

[HK Bupyca npoctoro repneca I, II Tuna (Herpes simplex virus I, II), kpoBb, Kau.

[JHK Bupyca repneca VI Tvna (Human Herpes virus VI), kpoBb, Kau.

[HK untomeranosupyca (Cytomegalovirus), kpoBb, kau.

[OHK uutomeranosumpyca (Cytomegalovirus), KpoBb, KOnnY.

PHK Bupyca kpacHyxu (Rubella virus), kpoBb, kau.

[OHK Bupyca 3nwTeliHa-bapp (Epstein-Barr virus), KpoBb, Kau.

[OHK Bupyca dnwTeliHa-bapp (Epstein-Barr virus), KpoBb, KOmy.

[OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus), KpoBb, Kau.

[OHK napsosupyca B19 (Parvovirus B19), kpoBb, Konnu.

2710
2310

2 950

790

880

620

3300

830

3670

1430

3080

1850

880

880

480

550

550

740

1100

500

550

480

980
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12.4.A1.202

12.6.A1.202

12.5.A1.202

12.25.A1.202

12.18.A1.202

12.18.A2.202

12.21.D1.202

13.1.A1.900

13.1.A3.900

15.1.D28

13.2.A1.900

13.2.A5.900

13.2.A2.900

13.2.A4.900

50.0.H65.900

10.5.A8

10.6.A11

13.3.A1.900

13.3.A5.900

13.3.A2.900

13.3.A6.900

13.3.A3.900

A26.05.037.001

A26.05.047.001

A26.05.013.001

A26.08.022.001.

001
A26.05.021.002

A26.05.021.001

A26.05.020.004

A26.20.020.001

A26.20.020.005

A08.30.031.003

A26.20.028.001

A26.20.028.002

A26.20.027.001

A26.20.027.003

A26.08.048.001

A12.06.078

A12.06.079

A26.20.035.001

A26.20.029.009

A26.20.035.001

A26.20.029.006

A26.20.029.001

OHK nucrepun (Listeria monocytogenes), KpoBb, Kau.

OHK mukobakTtepun Ty6epkynesa (Mycobacterium tuberculosis)

[OHK Tokconnasmel (Toxoplasma gondii)

[OHK apeHosupyca (Tunel 3, 2, 5, 4, 7, 12, 16, 40, 41, 48), KpoBb, Kau.

*PHK BMY I Tmna

*PHK BWY I TMna, Konn4yectBeHHO

*OpHoBpeMeHHoe onpeaenexune HK Bupyca renatuta B, PHK Bupyca renatura C,
PHK BMY I T1na, kpoBb, Kau.

OHK xnammamm (Chlamydia trachomatis)

[OHK xnammaumn (Chlamydia trachomatis), konuuecTseHHO
LiTonornyeckoe mccnefoBaHue acLMTUUECKON XNAKOCTY

[OHK mukonnasmel (Mycoplasma hominis)

[OHK mukonnasmel (Mycoplasma hominis), kKonmuecTseHHO

[OHK mukonnasmel (Mycoplasma genitalium)

[OHK mukonnasmel (Mycoplasma genitalium), konnyectseHHO

OHK xnammgodun n mukonnasm (Chlamydophila pneumoniae, Mycoplasma
pneumoniae)

YyBcTBUTENBHOCTL K Apbugony

YyBCTBUTENBHOCTB K NaHasupy

[OHK ypeanna3mbl (Ureaplasma urealyticum)

[OHK ypeanna3mbl (Ureaplasma urealyticum), KonnyecTBeHHO

[HK ypeanna3mbl (Ureaplasma parvum)

[HK ypeanna3mbl (Ureaplasma parvum), KOnn4ecTBeHHO

[OHK ypeanna3mbl (Ureaplasma species)

610

640

500

1050

3080

8 890

3630

400

790

940

440

480

440

740

790

790

790

560

560

560

560

560
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13.3.A4.900

13.4.A1.900

13.4.A2.900

13.6.A1.900

13.6.A2.900

13.5.A1.900

13.8.A1.900

13.11.A2.900

13.38.A1.900

26.2.A6

26.3.A1

13.13.A1.900

26.3.A2

13.37.A1.900

13.15.A1.900

13.15.A2.900

13.15.D01.900

50.0.H117.900

13.16.A1.900

13.16.A2.900

13.17.A1.900

13.17.A2.900

13.18.A1.900

A26.20.029.002

A26.20.030.001

A26.20.030.003

A26.20.022.001

A26.21.024.002

A26.20.025.001

A26.09.080.001

A26.20.021.001

A26.20.037.002

B03.032.002

A27.20.001.007

A26.23.017.001

A27.20.001.005

A26.08.061.001

A26.21.055.001

A26.21.055.002

A26.21.055

A26.20.048

A26.23.024.001

A26.05.013.003

A26.20.026.001

A26.20.026.004

A26.08.058.001

[OHK ypeanna3msbl (Ureaplasma species), Konn4ecTBeHHO 650
[OHK rapaHepennbl (Gardnerella vaginalis) 440
[OHK rapaHepennbl (Gardnerella vaginalis), konM4ecTtBeHHO 500
[JHK roHokokka (Neisseria gonorrhoeae) 440
[HK roHokokka (Neisseria gonorrhoeae), konMyecTBeHHO 740
[HK 6neaHoi TpenoHeMsl (Treponema pallidum) 440
[OHK mukobakTtepun Ty6epkynesa (Mycobacterium tuberculosis) 660
[HK cTpenTokokkoB (Streptococcus species) 990
[HK cTpenTtokokka (S.agalactiae) 660
HWNC T21 (FeHomepn) (uenbHas KpoBb; CKPUHMHE 21 XpOMOCOMbI, CMHAPOMa [layHa; 20 790
3aKk/odeHme Bpayda - 1abopaTopHOro reHeTvka no UCCNeaoBaTeNbCKOMY OTHETY)

Onpegenenve nona nnoga (BbisiBrieHne GparMeHToB Y-XpOMOCOMbI NI0Aa MO KPOBU 7 270
mMaTtepw)

OHK nuctepun (Listeria monocytogenes) 990
Onpepgenenwve pesyc-dakTopa nnoaa (BbiseneHue reHa RHD nnoga no kposu 9 240
mMaTtepw)

[OHK nHeBmoumcTbl (Pneumocystis jirovecii (carinii)) 660
[OHK kanamabl (Candida albicans) 440
[OHK kaHamabl (Candida albicans), konnyectBeHHO 500
[HK rpnbos poaa kaHanabl (Candida albicans/Candida glabrata/Candida krusei) ¢ 770
onpeaeneHneM Tuna

TunupoBaHue rpnbos, paclumpeHHsblii (Candida albicans, Fungi spp, Candida krusei, 1320
Candida glabrata, Candida tropicalis, Candida parapsilosis, Candida famata, Candida
auilliermondii)

[OHK Tokconnasmbl (Toxoplasma gondii) 500
[OHK Tokconnasmbl (Toxoplasma gondii), konmuecTBeHHO 770
[HK TpuxomoHagasl (Trichomonas vaginalis) 440
[OHK TpuxomoHagabl (Trichomonas vaginalis), konnyecTseHHO 740
[OHK umTtomeranosupyca (Cytomegalovirus, CMV) 480
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13.18.A2.900

13.19.A1.900

13.19.A4.900

13.19.A2.900

13.19.A5.900

13.19.A3.900

13.20.A1.900

13.20.A2.900

13.21.A1.900

13.21.A2.900

13.22.A1.900

13.34.A1.900

13.29.A1.900

13.31.D1.900

13.23.D2.900

13.23.D3.900

13.23.A1.900

13.23.A2.900

13.24.D1.900

13.23.D1.900

A26.08.058.002

A26.06.045.001.

002

A26.06.045.001.

001

A26.06.046.001.

001

A26.06.046.001.

002
A26.01.024.001

A26.08.060.001

A26.08.060.002

A26.08.059.001

A26.08.059.002

A26.01.006.001

A26.08.057.001

A26.08.022.001

A26.08.050.001

A26.20.009.008

A26.21.008.001.

001

A26.21.008.001.

002

A26.21.008.001.

003
A26.20.009.006

A26.21.008.001.

005

[OHK umTtomeranosupyca (Cytomegalovirus, CMV), KonmyecTtBeHHO

[OHK Bupyca npoctoro repneca I Tuna (Herpes simplex virus I)

[HK Bupyca npoctoro repneca I Tuna (Herpes simplex virus I), konnyectseHHO

[HK Bupyca npoctoro repneca II Tuna (Herpes simplex virus II)

[HK Bupyca npoctoro repneca II Tuna (Herpes simplex virus II), konmuectseHHO

[OHK Bupyca npoctoro repneca I n II Tunos (Herpes simplex virus I u II)

[OHK Bupyca repneca VI tuna (Human Herpes virus VI)

[OHK Bupyca repneca VI tuna (Human Herpes virus VI), KONM4YeCTBEHHO

[HK Bupyca dnwTeliHa-bapp (Epstein-Barr virus)

[HK Bupyca dnwTeliHa-bapp (Epstein-Barr virus), konMyecTBeHHO

[OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus)

[OHK napsosupyca B19 (Parvovirus B19)

[OHK apeHosupyca (Tvnbl 3, 2, 5, 4, 7, 12, 16, 40, 41, 48)

[HK B036yauTenei Kokntolla/napakokntola/6poHxocenTnkosa (Bordetella
pertussis/Bordetella parapertussis/Bordetella bronchiseptica)

[OHK nanunnomasupycos (Human Papillomavirus, BINY) 6/11 Tunos ¢ onpeaeneHvem

TMNa

[OHK nanunnomasupycos (Human Papillomavirus, BINY) 6/11 Tunos ¢ onpeaeneHvem

TUMNA, KOMMYECTBEHHO
[OHK nanunnomasupyca (Human Papillomavirus, BIM4) 16 tuna
[OHK nanunnomasupyca (Human Papillomavirus, BM4) 18 tuna

[OHK nanunnomasupycos (Human Papillomavirus, BINY) 16/18 Tunos,
KONMYECTBEHHO

[OHK nanunnomasupycos (Human Papillomavirus, BMNY) 31/33 Tnos. ¢
onpegeneHueM Tuna

810

480

480

480

480

610

480

610

460

550

480

980

980

1470

500

580

440

440

550

440
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13.23.D4.900

13.23.A3.900

13.23.D6.900

13.23.D5.900

13.30.A2.900

13.30.D3.900

13.30.D1.900

13.30.D2.900

13.9.A1.101

13.14.A1.101

13.14.A5.101

13.14.D1.101

60.30.H31.101

13.25.A1.101

13.26.A1.101

13.28.A1.101

11.1.A1.201

11.1.A2.201

11.2.A1.201

11.2.A7.201

11.2.A2.201

A26.21.008.001.

006

A26.20.009.002

A26.20.009.004

A26.21.008.001.

011

A26.08.038.001.

001

A26.08.038.001.

002
A26.08.038

A26.08.039.001

A26.19.070.001

A26.19.064.001

A26.19.067.001

A26.19.069.001

A26.19.069.001.

001

A26.19.072.001

A26.19.074.001

A26.19.075.002

A26.06.034.001

A26.06.034.002

A26.06.036.001

A26.06.036.002

A26.06.040.002

[OHK nannnnomaeupycos (Human Papillomavirus, BM4Y) 31/33 tvnos ¢
onpeaeneHneM Tuna, KoM4eCTBeHHO

[OHK nannnnomaeupycos (BIMNY) BbICOKOro kaHueporeHHoro pucka (16-68 Tvnos:
16,18,31,33,35,39,45,51,52,56,58,59,66,68) cyMMapHO

[OHK nannnnomaeupycos (Human Papoiilmavirus) BbICOKOro KaHLEepOreHHOro pucka
12 Tunos (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 TMNOB), TMNMPOBaHWe

BM4Y-tect (ROCHE COBAS4800) BbICOKOro KaHUeporeHHoro pucka (16-68 tunos: 16,
18 c onpeapenenunem Tvna, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 6e3
onpepeneHnst Tuna)

PHK Bupyca rpunna A/HIN1 (cBuHol rpunn), (kau.)

PHK Bupycos rpunna A/HIN1, A/H3N2

FeHoTMNMpoBaHue Bupyca rpunna (A/B)

OPBW-CkpuH

(PHK pecnmpaTtopHocnHUumMTHanbHoro Bupyca/ PHK metanHeBMoBuMpyca/

PHK naparpunna (tunos 1, 2, 3 n 4)/ PHK kopoHasupycos/ PHK puHoBuMpycos/

NHK aneHoBubvcoB (rovnn B. C n EY/ NIHK 6okaBubvca)
[OHK xenukobaktepa (Helicobacter pylori)

[OHK canbmoHenn (Salmonella species)

*[OHK Bo36yautens ncesaotybepkynesa (Yersinia pseudotuberculosis)

[naporeHHsbie E.coli (AHK aHTeponaTtoreHHbix E. coli/

OKW-TecT (Shigella spp./Salmonella spp./Campylobacter spp/Adenovirus F/Rotavirus
A/Norovirus 2/Astrovirus)

PHK sHTeposupyca (Enterovirus)

PHK potasupycos (Rotavirus) A
PHK HoposupycoB (Norovirus) II Tuna

AHTUTENa K BUpYCy renatuta A, IgM (Anti-HAV IgM)
AHTUTENa K BMpYCYy renatuta A, IgG (Anti-HAV IgG)
MOBEPXHOCTHLIV aHTUreH BUpYyca renatuta B (aBcTpanuiickuii aHtureH, HbsAg)
MoBEepPXHOCTHbLIN aHTUreH BuUpyca renatuta B (aBctpanuiickuii aHTureH, HbsAg),

KONN4YeCTBEHHO

AHTUTENA K NOBEPXHOCTHOMY aHTWUreHy Bupyca renatuta B (Anti-HBs)

920

980

1540

2 460

1780

2210

1100

2 090

980

1160

660

1970

2090

1100

1210

1340

990

880

480

1600

790
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11.2.A3.201

11.2.A4.201

11.2.A5.201

11.2.A6.201

11.3.A3

11.3.A2.201

11.4.A1.201

11.4.A2.201

11.5.A2.201

11.5.A1.201

11.7.A1.201

11.6.A1.201

11.6.A6.201

11.6.A2.201

11.6.A3.201

11.6.A4.201

11.6.A5.201

11.6.A8.201

11.38.A1.201

11.8.A1.201

11.8.A2.201

A26.06.039

A26.06.039.001

A26.06.035

A26.06.038

A26.06.041

A26.06.041.003

A26.06.043.002.

001
A26.06.043.001

A26.06.044.001

A26.06.044.002

A26.06.049.001

A26.06.082.001

A26.06.082.001

A26.06.082.003

A26.06.082.003

A26.06.082.002

A26.06.082.002

A26.06.082.002

A26.06.087

A26.06.045.003

A26.06.045.004

AHTUTENA K saepHOMY (Cor) aHTUreHy Bupyca renatuta B, cymmapHbie (Anti-HBcor)

AHTUTENA K siaepHOMY (cor) aHTureHy Bupyca renatuta B, IgM (Anti-HBcor IgM)

AHTUreH HBe Bupyca renatuta B (HbeAg)

AHTUTENa K HBe-aHTUreHy Bupyca renatuta B, cymmapHbie (Anti-HBe)

AHTUTENa K BMpYCy renatuta C, cymmapHble (Anti-HCV)
AHTUTENna K Bupycy renatuta C, IgM (Anti-HCV IgM)
AHTUTENA K BMPYCY renatuta D, cymmapHble (Anti-HDV)

AHTMTena K Bupycy renatuta D, IgM (Anti-HDV IgM)

AHTMTena K Bupycy renatuta E, IgM (Anti-HEV IgM)

AHTMTena K Bupycy renatuta E, IgG (Anti-HEV IgG)

BWY (aHTUTENa M @HTUrEeHbI)

Mwukpopeakuusi Ha cudmnmc kadectseHHO (RPR)

Mwukpopeakuusi Ha cudwmnmc, nonykonmyectseHHO (RPR)

Peakumsi naccMBHOM remMarrnioTuHaumm Ha cudunuc (PMNMrA), kKauecTBeHHO

Peakums naccvBHOM remarriloTHaumm Ha cucunmc (PMNFA), NonyKonMyecTBEHHO

AHTuTena k 6nenHon TpenoHeme (Treponema pallidum), cyMmapHble

AHTuTena k 6nenHoi TpenoHeme (Treponema pallidum), IgM

AHTUTena k 6neaHon TpenoHeme (Treponema palidum), IgG

AHTUTENA K aHTUreHam T-nuMcoTponHbiX Bupycos (HTLV) 1 n 2 Tunos

AHTUTENa K BUpYcy npoctoro repneca I, II Tunos (Herpes simplex virus I, II), IgM

AHTUTENA K BUpYCy npoctoro repneca I, II Tunos (Herpes simplex virus I, II), IgG

770

830

770

770

660

660

740

740

740

740

550

440

440

550

550

770

770

770

1470

720

720
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50.0.H75.201

11.8.D1.201

11.8.D2.201

11.8.A4.201

11.8.A5.201

11.8.A6.201

11.8.A7.201

11.8.A8.201

11.49.A1.201

11.49.A2.201

11.49.A3.201

11.10.A1.201

11.10.A2.201

11.10.D2.201

11.10.A8.201

11.10.A7.201

50.0.H76.201

11.10.D1.201

11.9.A1.201

11.9.A2.201

50.0.H74.201

11.9.D2.201

11.11.A1.201

11.11.A2.201

50.0.H77.201

A26.06.046.002

A26.06.045.003.

001

A26.06.046.002.

001

A26.06.045.005

A26.06.045.001

A26.06.045.006

A26.06.045.002

A26.06.047.001

A26.06.084.002

A26.06.084

A26.06.084.001

A26.06.029.001

A26.06.029.002

A26.06.028

A26.06.030

A26.06.031

A26.06.029.003

A26.06.028.001

A26.06.022.002

A26.06.022.001

A26.06.022.003

A26.06.022.005

A26.06.071.002

A26.06.071.001

A26.06.071.003

AunaHocTb IgG k Bupycy npoctoro repneca I, II Tunos (Herpes simplex virus I, II)
(BkNoyaeT onpeaeneHune aHTUTenN K Bupycy npocrtoro repreca I, II tunos, IgG)

AHTUTENA K BUpYCy npoctoro repneca I, II Tunos (Herpes simplex virus I, II), IgM
(MMMyHO6510T)

AHTUTENA K BUpYCy npoctoro repneca I, II Tunos (Herpes simplex virus I, II), IgG
(MMMyHO6510T)

AHTUTEna K BUpPYCy npoctoro repneca I tuna

(Herpes simplex virus I), IgM
AHTMTENa K BUpYycy npoctoro repneca I tuna (Herpes simplex virus I), IgG

AHTMTENa K BUpYCy npocToro repneca II Tuna
(Herpes simplex virus II), IgM
AHTUTEna K Bupycy npoctoro repneca II Tuna
(Herpes simplex virus II), IgG

AHTMTena K Bupycy repneca VI Tuna (Human herpes virus VI), IgG

AHTMTena K Bupycy Bapuuenna-3octep (Varicella-Zoster), IgM

AHTMTena K Bupycy Bapuuenna-3octep (Varicella-Zoster), IgA

AHTMTena K Bupycy Bapuuenna-3octep (Varicella-Zoster), IgG

AHTUTENA K KancuaHOMy aHTUreHy Bupyca SnwtenHa-bapp (Epstein-Barr virus VCA),

IgM

AHTUTENA K KancuaHOMy aHTUreHy Bupyca SnwtenHa-bapp (Epstein-Barr virus VCA),

IgG

AHTUTENa K BUpYycy dnwTeliHa-bapp (Epstein-Barr virus), IgG (MMMyHO6710T)
AHTUTENa K paHHEMY aHTWUreHy BUpyca SnwiTeliHa-bapp (Epstein-Barr virus EA), IgG
AHTUTENA K SAEPHOMY aHTUreHy Bupyca dnwiteiHa-bapp (Epstein-Barr virus EBNA),

IgG

AsungHocTb IgG k Bupycy 3nwTeinHa-bapp (Epstein-Barr virus) (Bkntouyaet
onpeeneHne aHTUTEN K KancuaHoOMy aHTUreHy Bupyca nwTteiHa-bapp, IgG)

AHTUTEna K Bupycy nwTeiHa-bapp (Epstein-Barr virus), IgM (MMMyHO6/10T)

AHTUTENa K unToMeranosmpycy (Cytomegalovirus), IgM
AHTMTENa K umtomeranosupycy (Cytomegalovirus), IgG

AsnaHocTb IgG k untoMmeranosupycy (Cytomegalovirus) (BkntovaeT onpegeneHue
aHTUTeN K umMTomeranosupycy, IgG)

AHTMTeNa K umtomeranosmpycy (Cytomegalovirus), IgG (MMMyHO610T)

AHTMTENa K BUPYCYy KpacHyxu, IgM
AHTUTENA K BUPYCY KpacHyxu, IgG

ABnaHocTb IgG K BMPYCY KpacHyxu (BKIOYaET onpeaeneHue aHTUTen K Bupycy
kpacHyxu, IgG)

770

3850

3850

720

830

770

770

830

970

1540

970

720

720

3080

770

980

1270

2 840

770

720

1320

3850

850

660

1010
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11.11.D1.201

11.19.A1.201

11.19.A4.201

11.19.A2.201

50.0.H78.201

11.26.A2.201

11.26.A1.201

11.12.A2.201

11.13.A1.201

11.13.A2.201

11.33.A1.201

11.33.A2.201

11.33.D1.201

11.51.A3.201

11.51.A1.201

11.51.A2.201

11.28.A1.201

11.28.A2.201

11.15.A2.201

11.15.A1.201

11.15.A3.201

11.15.A5.201

11.15.A4.201

11.15.A6.201

11.16.A1.201

11.16.A3.201

11.16.A6.201

11.16.A4.201

A26.06.071.004

A26.06.081.002

A26.06.081.004

A26.06.081.001

A26.06.081.003

A26.06.063.002

A26.06.063.001

A26.06.056.001

A26.06.112.002

A26.06.112.001

A26.06.103.001

A26.06.103.002

A26.06.102

A26.06.005.001

A26.06.005.003

A26.06.005.002

A26.06.104

A26.06.105

A26.06.018.002

A26.06.018.001

A26.06.018.003

A26.06.016.001

A26.06.016.002

A26.06.016.003

A26.06.057.004

A26.06.057.005

A26.06.057.001

A26.06.057.002

AHTMTENa K BUpYCYy KpacHyxu, IgG (MMMyHO6M0T)
AHTUTENa K Tokconnasme (Toxoplasma gondii), IgM
AHTUTEna K Tokconna3me (Toxoplasma gondii), IgA

AHTMTENa K Tokconnasme (Toxoplasma gondii), IgG

AunaHocTb IgG k Tokconnasme (Toxoplasma gondii) (BkntovaeT onpeaenexune

aHTUTEN K Tokconnasme, IgG)

AHTUTENna K napsosupycy (Parvovirus) B19, IgM
AHTMTeNa K napsosupycy (Parvovirus) B19, IgG
AHTUTENA K BUpYCYy kopw, IgG

AHTWTENA K BUPYCY annaemMmyeckoro naporura, IgM
AHTWTENa K BUPYCY 3aNnAeMUYecKoro napotuta, IgG
AHTUTENA K KOKJ/TIOLWWHOMY TOKCUHY, IgA

AHTUTENa K KOKJTIOWHOMY TOKCUHY, IgG

AHTMTENa K BO36yauTensamM Kokowa v napakoknowa (Bordetella pertussis,
Bordetella parapertussis), cymmapHble (PMIA) nonykonnyectBeHHO

AnTuTena Kk AgeHosupycy (Adenoviridae), IgM

AHTuTena Kk AgeHosupycy (Adenoviridae), IgA

AHTuTena k AgeHoBupycy (Adenoviridae), IgG

AHTUTENa K Bo3byautento andtepum (Corynebacterium diphtheriae)
AHTMTENa Kk Bo3byautento ctonbHsika (Clostridium tetani)

AHTuTena K xnammugun (Chlamydia trachomatis), IgM

AHTuTena K xnamugum (Chlamydia trachomatis), IgA

AnTuTena k xnamuamn (Chlamydia trachomatis), IgG

AnTuTena k xnamugodune (Chlamydophila pneumoniae), IgM

AnTuTena k xnamugocdune (Chlamydophila pneumoniae), IgA

AnTuTena k xnamugocdune (Chlamydophila pneumoniae), IgG

AHTUTENa K Mukonnasme (Mycoplasma hominis), IgA

AHTMTeNa K mukonnasme (Mycoplasma hominis), IgG

AHTUTENa K MuKonnasme (Mycoplasma pneumoniae), IgM

AHTUTENa K MuKonnasMme (Mycoplasma pneumoniae), IgA

2890

770

550

660

1210

1100

1100

900

880

880

970

970

1120

1320

1320

1320

880

990

720

770

770

720

770

720

770

660

720

720
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11.16.A5.201

11.17.A1.201

11.17.A3.201

11.18.A1.201

11.21.A3.201

11.21.A1.201

11.21.A2.201

11.47.A2.201

11.23.A1.201

11.25.A1.201

11.39.A1.201

11.39.A2.201

11.40.A1.201

11.40.A2.201

11.24.A1.201

11.24.A2.201

11.24.D1.201

11.24.02.201

11.20.A10.201

11.20.A1.201

11.20.A14.201

11.20.A2.201

11.20.A3.201

11.20.A4.201

11.20.A5.201

11.20.A6.201

11.20.A7.201

11.20.A8.201

A26.06.057.003

A26.20.005.001

A26.20.005.002

A26.06.015.001

A26.06.006.001

A26.06.006.002

A26.06.006.003

A26.06.006

A26.06.094.001

A26.06.051

A26.06.012

A26.06.012

A26.06.088.001

A26.06.088.002

A26.06.011.001

A26.06.011.002

A26.06.011.004

A26.06.011.005

A26.06.062

A26.06.062

A09.05.074.004

A26.06.024

A26.06.080

A26.06.079

A26.06.124.001

A26.06.123

A26.06.122

A26.06.125

AHTUTENa K Mmkonnasme (Mycoplasma pneumoniae), IgG

AHTuTena Kk ypeannasme (Ureaplasma urealyticum), IgA

AHTuTena Kk ypeannasme (Ureaplasma urealyticum), IgG

AHTUTENa K TpuxomoHaze (Trichomonas vaginalis), IgG.
AHTMTena K kaHauge (Candida albicans), IgM

AHTuTena K kaHange (Candida albicans), IgA

AHTMTeNna K kaHauae (Candida albicans), IgG

AHTuTena K rpubam (Aspergillus fumigatus), IgG

AHTMTENa K MUKobakTepmam Tybepkynesa (Mycobacterium tuberculosis), cymmapHblie

AHTMTeNa Kk nernoHennam (Legionella pneumophila), cymmapHbie
AHTuTena K 6pyuenne (Brucella), IgA

AHTuTENa K 6pyuenne (Brucella ), IgG

AHTMTENa K BUpYCy Knewesoro sHuedanuta, IgM

AHTUTENA K BUPYCY Knewesoro sHuedanuTa, IgG

AHTMTena K 6oppenusam (Borrelia burgdorferi), IgM

AHTMTena K 6oppenuam (Borrelia burgdorferi), IgG

AHTMTena K 6oppenuam (Borrelia), IgM (MMMyHO6710T)

AHTUTENa K 60ppenusam (Borrelia), IgG (MMMyHO6M0T)

AHTUTENa K onuctopxam (Opisthorchis felineus), IgM
AHTMTena k onuctopxam (Opisthorchis felineus), IgG
UMK, conepxxalime aHTUreHbl OnMcTopXxoB

AHTMTENa K 3xMHokokkaM (Echinococcus granulosus), 1gG
AHTMTeNa K Tokcokapam (Toxocara canis), IgG

AHTUTENa K TpuxuHennam (Trichinella spiralis), IgG

AHTMTENa K wucrtocoMam (Schistosoma mansoni), IgG

AHTMTENa K yrpuuam kunwedHelM (Strongyloides stercoralis), IgG
AHTUTENA K UMcTULEepkaM cBnHoro uenHs (Taenia solium), IgG

AHTUTENa K TpeMaTodaM (NeYeHouUHbIN cocanblumk Fasciola hepatica, kowaubs
nByycTtka Opisthorchic felineus), IgG cymmapHo

720

720

720

770

770

770

830

720

990

1430

720

720

850

850

980

1080

2750

2750

660

880

610

880

660

660

920

1540

1200

1020
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11.20.A12.201

11.20.A13.201

11.22.A1.201

11.22.A2.201

11.41.A1.201

11.30.A1.201

11.14.A3.201

11.14.A2.201

11.14.A1.201

11.35.D1.201

11.32.D1.201

11.36.A1.201

11.37.A1.201

11.34.A1.201

15.0.D1.309

15.0.D2.310

15.0.D3.311

15.0.D15.301

15.0.D4.111

15.0.D5.102
15.0.D6.603

15.0.D7.605

15.0.D010.703

15.0.D8.701

15.0.D9.701

15.0.D19.313

15.0.D11.313

15.0.D12.120

15.0.D24.121

15.0.D9.702

A26.06.121

A26.06.120

A26.06.032

A26.06.032.002

A26.06.026.001

A26.06.053.001

A26.06.033

A26.06.033

A26.06.033

A26.06.098

A26.06.093.001

A26.06.074

A26.06.077

A26.06.109

A08.20.012

A08.20.017

A08.20.017.001

A08.20.017.003

A08.20.004

A08.09.011
A08.09.010

A08.30.031.002

A08.30.016

A08.20.015

A08.20.019

A08.16.007

A08.17.002.001

A08.30.016

A08.28.012

A08.22.004

AHTUTENa K ackapuaam (Ascaris lumbricoides), IgG
AHTMTena K knoHopxam (Clonorchis sinensis), IgG
AHTUTENna K nambnusm (Lamblia intestinalis), cymmapHblie
AHTUTENa K Nambnaunam (Lamblia intestinalis), IgM

AHTUTENa K amebe auseHTepuiHoi (Entamoeba histolytica), IgG

AHTUTENA K Nneiwmanun (Leishmania infantum), IgM, IgG cymMmapHO
AHTMTena Kk xenukobakTtepy (Helicobacter pylori), IgM
AHTUTENna K xenukobaktepy (Helicobacter pylori), IgA
AHTMTENa Kk xenukobaktepy (Helicobacter pylori), IgG

AHTMTena K wurennam (Shigella flexneri I-V, Shigella sonnei)

AHTMTena K nepcuHuam (Yersinia enterocolitica), IgA; 1IgG

AHTUTENA K canbMoHennam (Salmonella) A, B, C1,C2, D, E

AHTUTENa K Vi-aHTureHy Bobyantens 6ptowHoro tTuda (Salmonella typhi)

AHTUTENa K MeHuHrokokky (Neisseria meningitidis)

LinTonornyeckoe uccnegosaHue oTaensemMoro snaranuila
LiuTonornueckoe nccnegosaHue cockoba ¢ LIEVKN MaTKu

LiuTonornyeckoe mccneaoBaHmne cockoba m3 LepBMKaZIbHOro KaHana
LiuTonornyeckoe nccneaoBaHne CMeLwaHHOMo cockoba ¢ LIEVKN MaTKU U 13
LIEPBMKA/IbHOIO KaHasla

LinTonornyeckoe nccnegoBaHue acrnvparta U3 nosiocTy MaTku

LinTonormueckoe nccieaoBaHne MOKpOTbl
LinTonormueckoe uccneaoBaHne nneBpasnbHON XUAKOCTU

LiuTonornyeckoe nccnegosaHune nepMKapnmaanof/'l XNOKOCTU

LinTonormueckoe nccnefoBaHne NyHKTaToB APYrvX OpraHoB M TKaHeN

LinTonornyeckoe nccnenosaHune MYHKTaToOB MOJIOYHOW XKenesbl

LiuTonornyeckoe uccnefoBaHne oTaenseMoro MOJIOYHOM XKenesbl

LiMTonornueckoe uccnefoBaHWe 3HAOCKONMYECKOro MaTepuana Ha Helicobacter

pvlori
LinTonormueckoe nccneoBaHne 3HAOCKONMYECKOro MaTepuana

LiTonornyeckoe uccnefoBaHve Matepuana, nofly4eHHOro npu XMpypruyeckmx

BMeELaTENbCTBaX

LinTonornueckoe nccneaoBaHne ocagka Moun

LiuTonornyeckoe nccnegosaHune MYHKTATOB LMTOBMAOHOM Xenesbl

1100

920

770

720

1100

980

940

920

740

1470

850

830

760

1200

940

940

940

940

940

940
940

940

940

940

940

940

940

940

940

940
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15.0.D23.122

15.0.D13.121

15.0.D21.900

15.0.D20.900

16.0.A1.110

16.0.A27.110

16.0.A3.110

16.0.A7.110

16.0.A18.110
16.0.A8.110

16.0.A24.110

16.0.A26.110

16.0.A20.110

16.0.A21.110

16.0.A22.110

16.0.A23.110

16.0.A10.110

16.0.A15.110
16.2.A5

16.2.A6

16.2.A7

A08.01.002

A08.30.028

A08.20.017.002.

001

A08.20.017.002.

003
A08.30.046

A08.30.046

A08.21.001

A08.16.002.002

A08.30.006
A08.20.003

A08.30.021

A08.30.021

A08.22.003

A08.20.009

A08.28.005

A08.14.004

A08.30.013

A08.30.006

A08.20.003.002

A08.30.013

A08.30.013

LinTonornueckoe mccnesoBaHMe HOBOOBPa30BaHMIN KOXM
LinTonornueckoe nccnegoBaHne cockoboB M OTNeYaTkoB
XunakocTHas umMTosnorms

CKPUVHUWHT paka Lenku MaTkn (knakocTHasi umuTtonormst BD ShurePath ) ¢ BMY-
TectoM (ROCHE COBAS4800)

1r'ncTronoruyeckoe nccnenoBaHne matepuana, Noay4YeHHOro Npu XMpYpruyeckux
BMeLLaTeNbCTBaX U APYrUX CPOYHbIX UCCNefoBaHUsX (aHanbHas TpewwmHa,
rPbKEBbIE MELLKM, XKeNYHbIN My3blpb, CTEHKA PAaHEBOrO KaHana, TKaHb CBULLEBOIO
X0Aa U rpaHynsumMm, anneHaMKC, NpuaaToYHbe Na3yxu Hoca, aHeBpu3Ma CoCyaa,

BapVKO3HO PacLUMpPEHHbIE BEHbI, rEMOPPOMAANbHbIE Y3/ibl, MUHAANMHBI, aaeHOoMAbI,
ANV NANRKL KIACTHRI CIMUI-II/II(Q\

2l ucronornyeckoe nuccneaoBaHme 6UoncuiHOro Matepmana (3HAOCKOMNMYECKOro
MaTepuana, COCKoboB NOMOCTM MaTKW, COCKOBOB LIepBMKaSIbHOro KaHana, TKaHel
YKEHCKOW MOJIOBOM CUCTEMBI, KOXKMW, MSAFKUX TKAHEN, KPOBETBOPHOMN U M ouUaHOWM
TKaHU. KOCTHO-XDSLLIEBOW TKaHM)

MyHKUMOHHas 6uoncus NpocTaThbl MynbTUdOKaNbHAs

M'mcTonormyeckoe nccnefoBaHne 3HAOCKOMMYECKOro MaTepuana xenyaka ¢
BbisiBneHuneM Helicobacter pylori

KoHcynbTaumsi rotoBbix npenapatoB (1 nokyc)
McTonornyeckoe uccneaoBaHne sHAoMeTpus (B T.4. nannenb-éuoncus)

'McTonornyeckoe uccrefoBaHue nnaueHTbl

1MucTonormyeckoe nccneaoBaHne Matepuana, Noay4YeHHoro Npu XMpypryeckmx
BMELLATENbCTBAX M APYrMX CPOUHbIX UCCNefoBaHUsX (aHanbHas TpeLmnHa,
rPbIXKEBbIE MELLKM, XKENUHbIN My3blpb, CTEHKA PAHEBOrO KaHana, TKaHb CBULLEBOMO
X0[a W rpaHynsiunm, anneHauke, NpMaaATOYHbIE Na3yXu HOCA, aHEBPU3Ma COCyaa,

BapWMKO3HO paclUMPEHHbIE BEHbI, FEMOPPOMAASIbHBIE Y3/ibl, MUHAANMHbI, aAeHOU DI,
ANV NUNKI KIACTHhI CIMLII-II/II(Q\
MMCTONOrMYECKOE UCCeA0BaHNE MyHKUMOHHOMO MaTepuasna LUTOBUIHOW Xese3bl

MMCTONOrMyeckoe uccieaoBaHme NyHKLUMOHHOMO MaTeprasna MoIo4HOM xenesbl (1
KOHTelHep, 1 nokyc), LDG
IMCTONOrMyeckoe uccneaoBaHne NyHKLUMOHHOrO MaTepuana noyek

McTonornyeckoe uccnegosaHne NYHKUMOHHOIroO Matepuana neyvyeHu

MMMYHOI'VICTOXVIMVILIECKOE nccnegosaHue (1 aHTVITEJ'IO)

KoHcynbTaumsa nepen UMX
UIMX anarHocTvka XpoHUYecKoro sHaoMeTpuTta (dhasa nponvdepaumnm
(CD20/CD138/CD56/HLA-DRY))

UIMX nccneposanue (2 aHTUTENA)

UIMX nccneposanue (3 aHTUTENA)

940

940

2210

3950

2750

2750

9790

2 860

1850
2750

10 120

2750

2750

3950

2750

2750

5500

2210
12 650

8 690

10 450

198



16.2.A8 A08.30.013 WX nccnepgosaxuve (4 aHtutena) 12 980

16.2.A9 A08.30.013 WX nccneposanue (5 aHtuten) 16 500
16.2.A10 A08.30.013 WX nccneposanuve (6 aHtuten) 19 800
16.2.A11 A08.30.013 WX nccneposanve (7 aHtuten) 22 000
16.2.A12 A08.30.013 WX nccneposaxme (8 aHtuten) 24 200
16.2.A13 A08.30.013 WX nccneposanve (9 aHtuten) 28 600
16.2.A14 A08.30.013 WX nccneposanmve (10 aHTuTen) 31 350
16.2.A2 A08.20.009.002 UrX onyxonu Mono4Hol xenesbl (PR/ER/Ki67/Her2 neu) 12 050
16.2.A1 A08.21.001.002 WX onyxonu npeactatensHol xenesbl (Ck5/P63/AMACR) 13 590
16.2.A3 A08.20.003.002 |MUINX peuenTopHOro CTaTyca SHAOMETpUS, pacumpeHHoe (dasa cekpeumm 13 830

(ER/PR/CD138/CD56/LIF))

16.2.A4 A08.20.003.002 MI'X peuenTopHOro cTaTyca SHAOMETpUS, CTaHdapTHoe (dhasa cekpeumm 11 360
(ER/PR/CD138/CD56))
16.2.A15 A08.30.013.009 MporHocTnyeckmin Mapkep (1 aHTuTENo) 9 350
16.2.A16 A08.30.013.010 MporHocTnyeckmin Mapkep (2 aHTUTENa) 14 830
16.2.A17 A08.30.013.011 MporHocTnyeckmin Mapkep (3 aHTuTENa) 22 240
16.1.A1 A08.30.006.017 |JonosHUTENbHOE M3roTOB/IEHME 5 MUKpOMpenapaTos 3440
16.1.A2 A08.30.046.017 |JononHuTenbLHOE U3roToeneHe Mukponpenapata (6-10) 5920
16.1.A3 A08.30.006.019 [ononHuTenbHOE U3roToBNeHne Mukponpenapata ( oT10) 12 220
10.0.A1.201 |A09.05.075.001 C3 KOMMOHEHT KOMMIeMeHTa 550
10.0.A2.201 ' A09.05.075.002 |C4 KOMIMOHEHT KOMM/EMEHTa 550
10.0.A3.201 |A09.05.054.002 WmmyHornobynuH A (IgA) 440
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10.0.A4.201

10.0.A5.201

10.0.A6.201

10.0.A7.201

10.0.A8.201

10.0.A73.201

10.0.A76

10.0.D4.202

10.0.D68.202

10.0.D7.202

10.0.D9.202

10.0.D2.204

10.0.D8.204

10.0.D72

10.0.D73

10.2.D3

10.0.A14.204

10.0.A15.204

10.0.A16.204

10.0.A17.204

10.0.A18.204

10.0.A19.204

10.0.A20.204

10.0.A21.204

10.0.A28.204

10.0.A22.204

10.0.A23.204

10.0.A24.204

10.0.A25.204

A09.05.054.003

A09.05.054.004

A09.05.054.001

A12.06.073

A12.05.024

A09.05.074

A12.05.108.001

A12.30.012.006

A12.30.012.005

A12.06.001.003

A12.06.001.001

A12.30.012.007

A09.05.035.001

A12.30.012.018

A12.30.012.017

A26.06.138

A12.06.078

A12.06.078

A12.06.078

A12.06.078

A12.06.078

A12.06.079

A12.06.079

A12.06.079

A12.06.079

A12.06.079

A12.06.079

A12.06.079

A12.06.079

NMMmyHornobynuH M (IgM)
MmmyHornobynmH G (IgG)
MmmyHornobynuH E (IgE)

®akTop Hekpo3sa onyxonun (PHO-anbda)
*KpuornobynuHbl, 37°C*
Lipkynupyiolme MMMyHHbIE KOMMIEKChI
NHTEpnenknH-6

MMMyHorpamMMa 6azoBasi (CD-TUNMpoBaHWe IMMGOLMTOB Nepudepuyeckoi Kposw,
06K aHanu3 KpoBK)

MMMyHorpamMa pacwmpeHHas (CD3, CD4, CD8, CD19, CD16(56), CD3+HLA-DR+,
CD3+CD16(56)+(EK-T), CD8+CD38+, CD3+CD25+, CD3+CD56+, CD95, CD4/CD8)

CokpallieHHasi naHenb CD4/CD8 (BKMOYAET KIIMHUYECKUI aHaNIN3 KPOBM C
nevikounTapHou dopmynoii (5DIFF))
MMMyHOrpaMMa - CKpUHUHI: T-,B-, NK-kneTku

*®daroTecT

*EaKTepVILl,VI,D,Haﬂ AKTUBHOCTb KPOBU

HauneHble CD4 numdounTbl/knetkn namatm (CD4/45R0, CD4/45RA, cooTHOLWEHME
"HauBHbIX" KNETOK W KJIETOK NaMaTh. BKlouaeT aHanmns KpoBM C NTENKOLUTaPHOW
opmvnoin)

B1-knetku CD5/CD19 (BK/IOYAET @aHANM3 KPOBM C NEMKOLUMTAPHON hopMynoi)

TB-®epoH TecT (IGRA- TecT, AgnarHocTmka Tybepkynesa)

YyBCTBUTENBHOCTb K AMUKCUHY

YyBCTBMTENBHOCTb K Karoueny

YyBCTBUTENBHOCTL K HEeoBupy

YyBCTBUTENBHOCTL K PUAOCTUHY

YyBCTBUTENBHOCTL K LinknodepoHy

YyBCTBUTENBHOCTB K [anasuty
YyBCTBUTENLHOCTbL K ['€noHy
YyBCTBUTENBHOCTB K MMMyHany
YyBCTBUTENBHOCTb K MMMYyHOMDaHy
YyBCTBUTENBHOCTL K MIMMyHOMaKcy
YyBCTBUTENBHOCTb K VIMMYHOPUKCY
YyBCTBUTENBHOCTB K JInkonuay

YyBCTBUTENBbHOCTb K [0/IMOKCMAOHNIO

440

440

660

1970

980

850

1970

4400

5500

2420

2 840

3710

4940

4940

2 460

7150

550

550

550

550

550

550

550

550

550

550

550

550

550
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10.0.A26.204

10.0.A27.204

10.5.A7

10.6.A12

10.5.A6

1.0.A13.202

1.0.A6.202

9.0.A33.201

9.0.A34.201

9.0.A3.201

9.0.A1.201

9.0.A2.201

9.0.D4.201

9.0.D9.201

9.0.010.201

8.0.A84.201

9.0.A80.201

9.0.A81.201

9.0.A82.201

9.0.A84.201

9.0.D11.201

9.0.D1.201

9.0.A6.201

9.0.A7.201

9.0.A46.201

9.0.A76.201

9.0.A75.201

9.0.A18.201

9.0.A78.201

A12.06.079

A12.06.079

A12.06.078

A12.06.079

A12.06.078

A12.30.012.002

A12.30.012.001

A12.06.010.008

A12.06.061

A12.06.010

A12.06.010.001

A12.06.010.002

A12.06.010.009

A12.06.025.001

A12.06.025.002

A12.06.021

A12.06.025

A12.06.025.002

A12.06.074

A12.06.064

A12.06.021.003

A12.06.030

A12.06.030.002

A12.06.030.003

A12.06.029

A12.06.029.002

A12.06.029.001

A12.06.051

A12.06.051.001

YyBCTBUTENBbHOCTb K TakTUBUHY
YyBCTBUTENBHOCTb K TUMOreHy

YyBCTBUTENBHOCTb K ANNTOKNHY-anbda

YyBCTBUTENBHOCTb K 30MPUHO3NHY

YyBCTBUTENBHOCTb K LiToBMpy-3

*AMMyHOEHOTMNMPOBAHNE KNIETOK KOCTHOMO MO3ra M nepudepruyeckoin KpoBu ans
[ANAarHoCTMKM OCTaTOYHOM MUHMMasbHOM 6one3Hn (MOB) METOAOM MPOTOYHOM
umMToMeTpumn (nuMdonponudepaTBHbIE 3ab60eBaHNs, OCTPbIN NeNKO3,
MHOXEeCTBEHHas Mrmenoma). iccnegoBaHne NnpoBoAMTCS MOCe IeveHust

*MIMMyHOEHOTMNPOBAHNE KIIETOK KOCTHOMO MO3ra M nepudepryeckoit KpoBu Mnpu
numdonponudepaTUBHbIX 3a60/1EBAHUSAX METOAOM MPOTOYHON LIMTOMETPUM
(numdonponndepaTnBHble 3a601€BaHWSI, OCTPLIN JIENKO3, MHOXXECTBEHHAS
Muenoma). MiccnefoBaHve NpoBoAUTCS ANSt MEPBMYHON ANArHOCTMKM 3a60seBaHus

AHTUHYKI€apHbIN haKTop Ha KNETOYHOM NnHMM HEp-2 (AH®)
AHTUTENA K 3KCTparnpyemomy HykneapHomy AT (QHA/ENA-CKpuH)
AHTUTENA K SAepHbIM aHTureHam (ANA)

AHTUTENa K aBycnupanbHon AHK (HatueHo, a-dsDNA)

AHTUTENa K ogHocnupanbHoi JHK (a-ssDNA)

AHTMHYKNeapHble aHTuTena, MMMyHobnoT (aytoaHTuTena knacca IgG k 14
pasnnyHbIM aHTUreHam: nRNP/Sm, Sm, SS-A (SS-A HaTuBHbIN 1 Ro-52), SS-B, Scl-
70, Jo-1, PM-Scl, npotenH B ueHTpomepa, PCNA, dsDNA, HyKneocoMbl, TMCTOHBI,
pubocoMankHhei 6enok P. AMA-M2)

AHTUTENA NpW NonMMmnosnte, MMMyHobnot (Mi-2, Ku, Pm-Scl100, Pm-Scl75, SPR, Ro-
52, Jo-1, PL-7, PL-12, EJ, OJ)

PasBepHyTOe ceponoruyeckoe obcneposaHve npy nonummnosmte (AH® Ha Hep-2
knetkax, ENA-CKpuH, UMMYHOBNOT ayTOaHTUTEN NPU NOIMMUO3MUTE)

AHTMTENa K MUENnNHY

AHTMTENA K CKENeTHbIM Mbiwuam (ACM)

AHTUTENa K aKBanopuHy -4

AHTUTENA K aueTUIXONMHOBBLIM pelenTtopam (AXP)

AHTMTENa K rnytamatHoMy peuentopy NMDA-Tuna

AHTUTENa NpuW NapaHeonnacTU4ecKnx cuHapomax, MMyHobnot (k Yo-1, Hu, Ri,
CV2, Ma2, aMmbudusuHy)

AHTUTENa K docdonunuaam (KapanonunuHy, docdaTuanncepuHy,
docdatnannnHosutony, docdhaTnannoBoi KucnoTe), cyMMapHble

AHTuTena knacca IgM k dochonunuaam (kapavonunuuy, dochatnanncepuHy,
docdhatnannuHosnTony, dochaTnannosoit Kucnote)

AnTuTena knacca IgG k doconunuaam (kapanonunuHy, dochatnanncepuHy,
docdaTnamnmHosuTony, GocdaTnanioBoi KUCNoTe)

AHTUTENA K KapanonunuHy (CyMMapHbIe)

AHTMTENa K kapanonunuiy, IgM

AHTUTENA K KapaunonunuHy, 1IgG

AHTMTENa K 6eTa2-rnMkonpoTenHy

AHTUTENa K 6eTa-2-rnukonpoTenHy, IgM

550

550

790

790

790

19770

19770

1340

1230

980

860

860

3580

3950

4 810

1470

1470

3080

4180

4400

5 680

1030

1030

1030

1420

1420

1420

1420

1420
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9.0.A77.201

9.0.A54.201

9.0.A53.201

9.0.A52.201

9.0.A42.201

9.0.A11.201

9.0.A26.201

9.0.A19.201

9.0.A20.201

9.0.D3.201

9.0.A22.201

9.0.A21.201

9.0.A4.201

9.0.A23.201

9.0.A5.201

9.0.D2.201

9.0.A56.201

9.0.A57.201

9.0.A62.201

8.0.A81.201

9.0.A30.201

9.0.A31.201

9.0.A14.201

9.0.A15.201

8.0.A82.201

9.0.A83.201

9.0.A16.201

9.0.A17.201

9.0.A24.201

9.0.A25.201

9.0.A51.201

9.0.A29.201

A12.06.051.002

A12.06.013.001

A12.06.065

A12.06.065

A12.06.013

A12.06.052

A12.06.062

A12.06.063

A12.06.009

A12.06.037

A12.06.030.008

A09.05.075.003

A12.06.035

A12.06.025.003

A12.06.036.001

A12.06.024

A12.06.026

A12.06.026.001

A09.05.054.005

A12.06.026.004

A12.06.026.002

A12.06.026.003

A12.06.055

A12.06.055

A12.06.055.003

A12.06.055.004

A12.06.056

A12.06.056

A12.06.066

A09.05.054.006

A09.05.122

A12.06.023

AHTUTeNa Kk 6eTa-2-rnukonpoTenHy, IgG
AHTMTENA K NPOTPOM6UHY, cymMapHble (IgM, G)
AHTUTEna K aHHekcuHy V knacca IgM

AHTUTENa K aHHeKkcuHy V knacca IgG

AHTUTENA K TpomMboumnTaMm, knacca IgG

AHTMTENA K LMKIMYeckoMy umtpynnnHosomy nentugy (ACCP, anti-CCP)

AHTUTENA K UMTPYNIMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV)
AHTUKepaTuHOBbIe aHTuTena (AKA)

AHTUTENA K 6a3anbHoON MeMbpaHe knybouka (BMK)

AHTUHENTpOodWIIbHbIE UMTOMNIa3MaTuyeckme aHtutena, IgG (ANCA), Combi 6
AHTMTENa K KneTkam cocyamctoro aHgotenunst (HUVEC)

AHTuTena Kk Clq ¢akTopy KOMMNieMeHTa

AHTUTENA K MUTOXOHAPUSAM

AHTWTENA K rnagkum mbiwuam (ArMA)

AHTUTENa K MUKPOCOMasibHOM hpakLmm neyveHn n nodek (anti-LKM)

AHTMTENa K aHTUreHaMm neyeHn, MMyHobnoT (aytoaHTuTena knacca IgG k 4

pasnMyHbLIM aHTUreHaM: NMpyBaTAErMaporeHasHoMy komnnekcy (M2), MMKpocoMam
neyexun n novek (LKM-1), umto3onbHOMY nevyeHoyHoMy aHTureHy tuna 1 (LC-1),

pacTBOPUMOMY MEYEHOYHOMY aHTUrEHY/aHTUreHy NEYEHN U NOAXKENTYA0HHOM
weneznl (SIA/I PY)
AHTUTENA K NapueTanbHbIM KneTkaMm xenyaka (AMNKXK)

Onpepenenune aHTUTen Kk d.Kactna - BHyTpeHHeMy dakTopy (ABD)
Onpepenenuve coaepxaHuns nogknacca 1gG4

AHTUTENa K 60KanoBuaHbIM KneTkam kuweyHuka( bKK)

AHTUTENA K ApoxokaM Saccharomyces cerevisiae (ASCA), IgA
AHTMTENa K apoxokaM Saccharomyces cerevisiae (ASCA), 1gG
AHTMTENa K rnmaaunHy, IgA

AHTUTENA K MuaamHy, 1IgG

AHTUTENA K Ae3aMUHMPOBaHHLIM NenTuaam anbda-rnmaguHa IgA (AAI)
AHTUTENA K A€3aMMHMPOBaHHbLIM NenTuaam anbda-ravagmHa IgG (AADD)
AHTUTENa K TKaHEBOW TpaHCriyTaMuHase, IgA

AHTUTENA K TKaHEBOM TpaHcriyTaMuHase, IgG

AHTUTENa K 3HAOMU3MIO, IgA (ADA)

AHTUPETMKYNMHOBbIE aHTUTena IgA, IgG (APA)

[narHocTvka capkouzosa (akTMBHOCTb aHMMOTEH3UH-MPeBpaLLatolLero gpepMeHTa -

Ar®)

AHTMTENa K mnokapay (Mio)

1420

1420

1470

1470

3520

1780

1780

1780

1720

1600

1720

1720

1340

1470

1600

3200

1340

2210

1340

2 090

1170

1170

1100

1210

1200

1200

1100

1210

1320

1430

1850

1320
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9.0.A27.201

9.0.A28.201

9.0.A9.201

9.0.A49.201

9.0.A10.201

9.0.A32.201

9.0.A50.201

9.0.A8.201

9.0.D5.201

9.0.D6.201

9.0.D8.201

9.0.D7.201

9.0.A58.201

9.0.A61.201

9.0.A60.401

9.0.A59.401
17.40.A102

17.40.A103

17.45.A9

17.40.A104

17.40.A105

17.43.A56

17.41.A68

17.40.A106

17.44.A31

17.48.A3

A12.06.030.006

A12.06.030.007

A12.06.020

A12.06.020.004

A12.06.039

A12.06.033.001

A12.06.071

A12.06.028

A12.06.010.001.

001
A12.06.010.002
A12.06.010.003

A12.06.010.004

A09.05.106

A09.05.106.001

A09.28.030.001

A09.28.028
A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

AHTUTENa K AeCMOCOMaM KOXWu
AHTUTena k 6azanbHoi membpaHe koxu (AMB)

AHTUTENA K OCTPOBKOBLIM KneTkaMm (ICA)

AHTUTENa K rnyTamataekapbokcunase (GAD)

AHTUTENA K NHCYNnHY (IAA)

AHTUTENA K CTepona-npoayLMpYIOWNM KneTkaM HagnodeyHuka (ACMK)
AHTUTENA K CTEpONA-NPOAYLIMPYIOLWLMM KneTkaM sudHmka (ACKIM-Ovary)
AHTUCNEepMarbHble aHTUTeNa

29JIN-B-TecTt-6 (aHTUTENa Kk ds-AHK, 6eTa2-rnmkonpotenHy 1, Fc-lg, konnareny,
nHTepdepoHy anbta, HTepdepoHy ramma)

SJTIN-ADC-XIY-TecT-6 (aHTMTENa Kk XY, 6eta2-rnukonpotenHy 1, Fc-lg, ds-AHK,
KonnareHy, cyMMapHble Kk docdonmnuaam)

2J1N-N-Komnnekc-12 (aHTuTena k XY, ds-AHK, 6eta-2-rnnkonpoTenHy 1,
konnareHy, Fc-Ig, nHcynuHy, Tupeornobynuny, S100, Spr-06, TrM-03, ANCA, KiM-05)
3JIN-Bucuepo-Tect-24 (aHTUTENa K 24 aHTUreHaM OCHOBHbIX OPraHOB M CUCTEM
yenoseka)

CKPVMHMHI NapanpoTENHOB B CbIBOPOTKE (MMMYHOMUKCaums)

TunypoBaHWe napanpoTenHa B CbIBOPOTKE KPOBM (C MOMOLLbI0 MMMYHOMDMKCALMK C
naHenbio aHTUCLIBOpoToK IgG, IgA, IgM, kappa, lambda)

MmmyHodwmkcaumsa 6enka beHc-[pkoHca ¢ NaHenbio aHTUCHIBOPOTOK

CKpUHUHT 6enka beHc-[)koHca B pa3oBon Mo4ye (MMMyHOMUKCaLms)
Abpukoc

ABOKaao

Anbda-nakrtoans6yMmnH

AHaHac

AnenbCcuH

Apaxwc

BaknaxaH

baHaH

bapaHuHa

Benok anyHbIn

2 200

1980

1650

1850

990

1320

1430

1430

2210

2 460

4 690

7 280

2310

3710

3850

2590
990

720

720

720

720

720

720

720

990

720
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17.45.A10

17.42.A46

17.47.A86

17.40.A107

17.40.A108

17.44.A30

17.42.A47

17.47.A87

17.46.A25

17.40.A109

17.43.A58

17.47.A34

17.40.A110

17.47.A64

17.47.A65

17.40.A111

17.48.A2

17.47.A89

17.44.A32

17.40.A112

17.45.A11

17.47.A54

17.46.A14

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

beTta-naktornobynvH

Bobbl coeBble

BaHunb

BuHorpag

BuwHs

[oBsanHa

lopolLeK 3eneHbii

lopunua

pebewiok

MpeindpyT

IpeLkunin opex

punbbI

pywa

[poxokn nekapckue

[OpoxoKn NMBHbIE

[bIHSA

XenTok AnuHbIN

MMbunpb

WNHpelka

Nrxup

KaszeunH

Kakao

Kambana

720

720

720

990

720

990

990

720

720

720

720

720

990

990

990

990

720

720

990

720

720

990

720
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17.41.A69

17.41.A70

17.41.A71

17.41.A72

17.47.A90

17.41.A73

17.43.A60

17.40.A113

17.49.A35

17.40.A114

17.40.A115

17.47.A53

17.46.A21

17.46.A22

17.47.A45

17.44.A33

17.47.A91

17.40.A116

17.46.A23

17.46.A15

17.41.A84

17.40.A118

17.47.A127

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

Kanycta 6pokkonu

Kanycra 6ptoccenbckas

KanycTta ko4yaHHas

Kanycra useTHas

Kappu (npvnpasa)

Kaptodenb

Kewwbto

Knsu

KnelikoBuHa (rnoTenH)

KnybHuka

Kokoc

Kode

Kpab

KpeBeTku

KyH>xyT

KypviHoe msco

JInMoH

JNaBpoBbiit nnucT

Jlobctep (omap)

JNocock

Nyk

MaHro

Macno noaconHeyHoe

720

720

990

1210

720

990

720

990

720

720

1210

1320

990

990

1210

990

720

1650

990

990

720

990

1210
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17.43.A59

17.46.A24

17.45.A7

17.45.A6

17.41.A74

17.49.A36

17.49.A37

17.49.A38

17.49.A39

17.49.A40

17.49.A41

17.47.A%4

17.42.A48

17.48.A4

17.48.A5

17.41.A77

17.41.A96

17.41.A95

17.47.A97

17.40.A121

17.41.A79

17.49.A42

17.49.A43

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

MwHpans, IgE

Muaus, IgE

Monoko kuns4yeHoe

Monoko KopoBsbe

MopkoBb

Myka rpeyHeBast

Myka KyKypy3Hasi

Myka oBcsiHast

Myka nweHun4yHas

Myka p>kaHas

Myka siumMeHHas

MsaTa

HyT (Typeukuit ropox)

OBanbbyMuH

OBomykona

Orypey

Mepew 3eneHblit

MepeL, KpacHbIi (Nanpuka)

Mepew YepHbI

MNepcuk

MeTpywwka

Mpoco

Puc

1210

720

1210

720

720

990

720

1210

720

990

720

1210

720

990

990

1210

720

720

720

1210

1320

720

720
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17.46.A16

17.44.A29

17.41.A81

17.46.A17

17.40.A122

17.47.A66

17.41.A78

17.45.A8

17.45.A13

17.45.A12

17.41.A76

17.46.A18

17.46.A19

17.41.A75

17.46.A27

17.42.A49

17.42.A50

17.42.A51

17.47.A123

17.43.A62

17.46.A20

17.43.A63

17.40.A124

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

CapavHa

CBMHMHA

Cenbaepein

Ckymbpusi

CnuBa

Conop,

Cnapxa

CbIBOpOTKA MOSIOYHas

Coblp TMiNa "Moyna"

Coblp TMiNa "Yennep"

Tomat

Tpecka

TyHey

TbIkBa

YcTpyubl

®daconb 6enas

®daconb 3eneHas

®acornb KpacHas

OUHUKNK

ducrawkm

®opernb

OyHayK

Xypma

720

990

990

990

720

990

1320

990

720

1210

990

720

720

720

720

720

720

720

720

1210

990

1210

720
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17.47.A83

17.42.A44

17.47.A55

17.41.A82

17.40.A125

17.40.A126

17.48.A1

17.2.A1

17.2.A2

17.2.A4

17.2.A5

17.2.A6

17.2.A7

17.2.A8

17.2.A9

17.2.A10

17.2.A12

17.2.A13

17.2.A14

17.2.A15

17.2.A16

17.2.A17

17.2.A21

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

YecHok 720
YeyeBuua 720
LLlokonan 990
LWnuHaT 720
s6noko 720
Aroabl poaa 6pycHMyHbIe (YepHUKa, ronybuka, 6pycHuka) 990
Ao KypuHoe 720
lFony6b (nomeT) 720
r'yce (nepo) 720
KaHapelika (nepo) 720
Ko3a (anutenuin) 720
KopoBsa (nepxoTb) 720
Koluka (a3nutenuin) 720
Kponuk (anutenuin) 720
Kpbica 990
Kpbica (Moya) 720
Kpbica (anutenuit) 990
Kypuua (nepo) 1210
Kypuua (MpoTenHbl CbIBOPOTKM) 1210
Jlowagb (nepxoTb) 720
Mopckas cBuHKa (3nuTenuii) 990
MblLb 720
Osua (3nuTenui) 1210
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17.2.A22

17.2.A23

17.2.A24

17.2.A25

17.2.A26

17.2.A27

17.2.A28

17.3.A1

17.3.A4

17.3.A5

17.3.A7

17.3.A8

17.3.A9

17.3.A11

17.3.A6

17.3.A13

17.3.A14

17.3.A17

17.3.A18

17.3.A23

17.3.A25

17.3.A26

17.3.A29

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

Monyrait (nepo)

Monyrait BonHUCTBIN (Nepo)

CBWHbS (3MMTENNiA)

Cobaka (nepxoTb)

Cobaka (anutenuin)

YT1Ka (nepo)

XoMsiK (3nuTenuin)

Akaums (Acacia species)

bepesa (Betula alba)

byk (Fagus grandifolia)

'pab obbikHOBEHHBIN (Carpinus betulus)

[y6 6enbiit (Quercus alba)

[ly6 cmeluaHHbIM (Querans rubra, alba, valentina)

MBa (Salix nigra)

Bsi3 (Ulmus spp)

Knen siceHenucTHbIN (Acer negundo)

JlewmHa obbikHoBeHHas (Corylus avellana)

Onbxa (Alnus incana)

Opex rpeukuii (Juglans regia)

MnataH (Platanus acerifolia)

CocHa 6enas (Pinus silvestris)

Tononb (Populus spp)

SekanunT (Eucalyptus globulus)

990

990

720

990

720

720

1210

720

720

720

720

720

720

720

720

720

720

720

720

720

1210

1210

720
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17.3.A30

17.4.A25

17.4.A27

17.4.A2

17.4.A1

17.4.A6

17.4.A7

17.4.A26

17.4.A28

17.4.A37

17.4.A9

17.4.A29

17.4.A10

17.4.A11

17.4.A12

17.4.A31

17.4.A32

17.4.A13

17.4.A33

17.4.A34

17.4.A35

17.4.A14

17.4.A15

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

SlceHb (Fraxinus excelsior)

AmM6po3msa obbikHoBeHHas (Ambrosia elatior)

AMb6po3us, cMecb (06bIKHOBEHHAs!/ BbICOKAs, rOfIOMeTe NbYaTas, TpexpasaesibHas)

IgE, W209

ByxapHuk wepctuctbiii (Holcus lanatus)

Exxa cbopHas (Dactylis glomerata)

Konocok aywmctsiii (Anthoxanthum odoratum)

Koctep (kocTpel) 6e3ocTbili (Bromus inermis)

Kpanuea asyaomHas (Urtica dioica)

JNebena cepetowas (Atriplex canescens)

JNebena yeueBmLeobpasHas (Atriplex lentiformis)

JlucoxsocT nyrosoi (Alopecurus pratensis)

Mapb 6enast (Chenopodium album)

MaTnuk nyrosoit (Poa pratensis)

OBec KyNbTMBMPOBaHHbLIN (Avena sativa)

OBcsHHMUa nyroBas (Festuca elatior)

OgayBaHumk (Taraxacum officinale)

MopopoxHuk (Plantago lanceolata)

Monesuua (Agrostis alba)

MonbiHb ropbkas (Artemisia absinthum)

MonbiHb 06bIkHOBEHHas (Artemisia vulgaris)

MocTeHHWuUa nekapcTBeHHas (Parietaria officinalis)

Mwenuua (Triticum sativum)

Poxb KynbTMBMpOBaHHas (Secale cereale)

720

720

720

720

720

1210

1320

990

720

990

1540

990

1320

990

1210

990

720

720

720

720

720

990

990
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17.4.A16

17.4.A36

17.4.A8

17.4.A18

17.4.A30

17.7.A1

17.7.A6

17.8.A1

17.9.A1

17.9.A2

17.9.A3

17.9.A4

17.10.A1

17.10.A2

17.11.A1

17.11.A2

17.12.A1

17.12.A2

17.12.A3

17.12.A4

17.12.A5

17.12.A6

17.12.A7

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

Mnesen MHoronetHui (Loliumperenne) IgE, G5

Pomawka (HuBsHuMK) (Chrysanthebum leucanthenum)

Pbinbua KyKypy3Hble (Zea mays)

Tumodbeeska (Phleum pratense)

dukyc

JoMaluHas nbiib

MblIb MYKM MLLEHUYHOM

Knew-aepmatodar MyuHon (Dermatophagoides farinae)

'pnbbl popa kaHanaa (Candida albicans)

MnecHesblii rpnd (Chaetomium globosum)

MnecHesbli rpnb (Aspergillus fumigatus)

MnecHessbIii rpub (Alternaria tenuis)

DHTepoToKcKH A (Staphylococcus aureus)

DHTepoTokcuH B (Staphylococcus aureus)

Ackapuaa (Ascaris lumbricoides)

JInumHkm anusakug (Anisakis Larvae)

Komap (cem. Culicidae)

Mornb (cem. Tineidae)

Molwukm kpacHoi nmunHka(Chironomus plumosus) IgE,173

MypaBei pbixuii (Solenopsis invicta)

CneneHb (ceM. Tabanidae)

TapakaH pbikui (Blatella germanica)

LepweHsb (oca natHucTtas) (Dolichovespula maculata)

990

990

720

720

720

720

720

990

990

720

990

720

1210

1210

1210

720

990

720

810

720

990

990

990
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17.12.A10

17.12.A11

17.12.A12

17.13.A8

17.13.A4

17.13.A3

17.13.A9

17.13.A7

17.13.A10

17.13.A1

17.13.A2

17.13.A13

17.13.A11

17.13.A12

17.14.A4

17.14.A1

17.14.A2

17.14.A3

17.35.D9

17.35.D10

17.21.A42

17.21.A44

17.21.A43

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

B03.002.004

B03.002.004

A09.05.118

A09.05.118

A09.05.118

An ocnHbin (poa Vespula)

An ocuHbll (pog Polistes)

An nyensl (Apis mellifera)

A3NTPOMULMH

AMOKCULUWNNINH

AMNULUNINH

JoKCUUNKINH

MHCYNUH YenoBeyeckuin

HuctatuH

Mennumnnuu G

Mennumnnuu V

®dopmanbgerna

Ledypokcnm

UunpodnokcaumH

NaTekc

Xnonok

Lepctb

LLenk

MecTHble aHecTeTukun. Komnnekc 1. ApTukanH (bpunokaunH, cenTaHecT, youcTesuH,
ynbTpakauH) / CkaHaoHeCT (MenuBakauH, u3okauH), IgE*

MecTHble aHecTeTukn. Komnnekc 2. HoBokanH (NpokavH, aMMHOKaWH, HeoKauH) /
JInaokauH (KCunokaumH, acTpakavH, OKTOKaWH, KCUIOTOH, ConkanH), IgE*

MaHenb annepreHos nnecedn N2 1 (penicillium notatum, cladosporium herbarum,
aspergillus fumigatus, candida albicans, alternaria tenuis)**

MaHenb kneweBbix annepreHoB N2 1 (knew-aepmatodar NEPUHHLIN, KneLl-
Aepmatodar My4Hon, knew aoMatuHer nbiin (Dermatophagoides microceras),
cknaackon knew (Lepidoglyphus destructor), rHUAOCTHBIN YANMMHEHHBIN Knewy,
(Tyrophagus putrescentiae), BonocaTblii gomMoBbIv knew, (Glycyphagus domesticus),
knewy gomatuHen noin (Euroglyphus maynei), knewy (Blomia tropicalis))**

MaHenb annepreHos nbinv N2 1 (AoMalHss Nbib, KNew-aepMaTodar nepuHHBbIN,
Knewl-gepMatodar My4yHou, TapakaH)**

1210

1210

720

850

720

720

850

990

850

720

990

990

850

850

1210

720

720

720

1650

1650

1650

1650

1650
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17.35.D014

17.16.A19

17.16.A20

17.16.A21

17.16.A22

17.16.A23

17.16.A24

17.16.A25

17.16.A26

17.16.A27

17.16.A28

17.16.A29

17.16.A32

17.16.A33

17.16.A34

17.15.A10

17.15.A6

17.15.A7

17.15.A8

17.15.A9

17.27.A51

17.27.A52

17.19.A32

B03.002.004

B03.002.004

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

Anneprokomnnekc neauatpuyecknin N°4, Ige, U®A: knew, Derm.pteronyssinus,
knew, Derm.farinae, 6epe3a, cMecb TpaB, koLlKa, cobaka, Alternaria alternata,
KOpOBbE MOJIOKO, a-NaKTalbbyMUH, b-nakTornobynunH, KasenH, SndHbIin 6enokK,
AWYHbIN XXENTOK, 6blUMI1 CbIBOPOTOUHBIV anbbyMWH, coeBble 606bl, MOPKOBb,
KanTohenk. niieHUYHAa Mvka. chvVHAVK. Anaxuc

MaHenb nuwesbix annepreHoB N2 1 (apaxuc, MuHAanb, GyHAYK, KOKOC,

6pasnbCKnii opex)
MaHenb nuwweBbIx annepreHos N2 2 (Tpecka, TyHeL, KpeBeTKM, N0COCb, MUANN)

MaHenb NuwweBbIX annepreHoB N2 3 (MWeHWYHas MyKa, OBCSIHAs MyKa, KyKypy3Has

MyKa, CEMEHA KyHXYyTa, rpe4yHeBast Myka)

MaHenb nuweBbIX annepreHoB N2 5 (SMYHbIA 60K, MOSIOKO, Tpecka, MeHNYHas
MYKa, apaxuc, coeBble 606bl)

MaHenb nuweBbIx annepreHoB N2 6 (pUC, ceMeHa KyHXyTa, MLIeHNYHas Myka,
rpeyHeBast Myka, coeBble 606bl)

MaHenb nuweBbix annepreHoB NQ 7 (anuHblii 6eM10K, prUC, KOPOBbE MOJIOKO, apaxmc,

MnweHnYHas Myka, coeBble 606bl1)

MaHenb nuwwesbix annepreHoB N2 13 (3eneHblii ropoluek, benble 606bl, MOPKOBb,
kapTodenb)

MaHenb nuwwesbix annepreHos N2 15 (anenbcuH, 6aHaH, 56n10K0, Nepcmk)
MaHenb nuwwesbIix annepreHos N2 24 (dyHAYK, KpeBeTKM, KuBK, baHaH)
MaHenb nuwweBbix annepreHos N2 25 (cemeHa KyHXyTa, nekapckue ApoXoKu,

YeCHOK, cenbaepen)

MaHenb nuweBbix annepreHoB N2 26 (anyHbIi 6e10K, MOSIOKO, apaxuc,ropymua)

MaHenb nuweBbix annepreHos NQ 50 (kuBK, MaHro, 6aHaHbl, aHaHac)

Manenb nuwwesbix annepreHos N2 51 (nommaop, kapTodesnb, MOPKOBb, YECHOK,
ropumua)

MaHenb nuwwesbix annepreHos N2 73 (CBUHMHA, KYPUHOE MSCO, FOBSAVHA,
6apaHuHa)

MaHenb "npodeccmoHanbHbIX" annepreHoB NQ 1 (nepxoTb fowaaum, nepxoTb
KOpPOBbI, NEPO rycs, Nepo Kypuuibl)

MaHesb annepreHoB XMUBOTHbIX N2 1 (3nMTenuit KOLWKKM, NepxoTb foWaan, NepxoTb

KOpOBbI, NEPX0Tb cobakn)

MaHenb annepreHoB XWUBOTHbIX N2 70 (3nuUTennii MOPCKOW CBUHKM, SMUTENUI
KpOnMKa, XOMSIK, KpbiCa, Mbillb)

MaHenb annepreHoB XuBOTHbLIX N2 71 (nepo rycs, nepo Kypuubl, Nepo YTKu, Nepo
WHAOKA)

MaHenb annepreHoB xMBOTHbIX N2 72 (nepo BONHWCTOrO nonyras, nepo nornyras,
nepo KaHapelku)

MaHenb annepreHoB XMBOTHbLIX, €x2 (KoLlka, nepxoTb (el), cobaka, nepxoTb (e5),

MOpCKasi CBUHKA, anuTenuit (e6), kpbica (€87), Mblilib (e88))

MaHenb annepreHoB COpHbIX Tpas, WX3 (NoMbiHb (W6), NOAOPOXKHUK

naHuetoBuaHbii (w9), mapb (W10), 3onoTapHuk (w12), kpanusa asyaomMHas (w20))

MaHenb annepreHoB AepeBbeB NO 1 (KNeH sSiceHeNUCTHbIN, 6epesa, BS3, Ay6,
rpeLKunin opex)

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1870

1870

1650
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17.19.A29

17.19.A30

17.19.A31

17.20.A31

17.20.A32

17.20.A33

17.20.A34

17.20.A35

17.21.A35

17.21.A36

17.21.A37

17.21.A38

17.21.A39

17.21.A40

17.21.A41

17.17.D1

17.31.A1

17.31.A2

17.31.A3

17.31.A4

17.31.A5

17.31.A6

17.31.A7

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

B03.002.004.05
4
A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

MaHenb annepreHoB AepeBbeB NO 2 (KneH siceHenucTHbIN, Tonosb (Populus spp),
BS3, Ay, nekaH)

MaHenb annepreHoB aepesbeB N2 5 (onbxa, newmnHa obbIKHOBEHHAs, BSI3,
nBa,Tononb (Populus spp))

MaHenb annepreHoB aepeBbeB NQ 9 (onbxa, 6epesa, newmHa obbIKHOBEHHas, Ayb,
nBa)

MaHenb annepreHos TpaB N2 1 (exa cbopHas, OBCSHMLA NyroBasi, pOXb
MHOTONIETHASI, TUMOMdEEBKA, MSAT/IMK TYrOBOWA)

MaHenb annepreHoB TpaB NQ 3 (KOMOCOK AYLWIMCTbIN, pOXXb MHOTOJIETHSS,
TUMOGEEBKa, POXb KyIbTUBUPOBaHHas, ByXapHUK LLUEPCTUCTLIN)

MaHenb annepreHoB COpHbIX pacTeHuin 1 uBeToB N2 1 (aMbpo3ns 06bIKHOBEHHAS,
NoJsibiHb 06bIKHOBEHHAS!, MOAOPOXHMK, Mapb 6enasi, 30/1bHWK/CONsiHKA, NOTALIHMK)

MaHenb annepreHoB COpHbIX pacTeHnit u uBeToB N2 3 (nosibiHb 06bIKHOBEHHaS,
MoAOPOXHMK, Mapb 6enas, 3010TapHMK, Kpanvea ABYAOMHas)

MaHenb annepreHoB COpHbIX pacTeHuit u uBeToB N2 5 (aMbpo3unst 06bIKHOBEHHaS,
MOJIbIHb OBbIKHOBEHHAS!, 30/10TAPHUK, HUBSIHWK, OflyBaHUYMK JIEKAPCTBEHHbIN)

MaHenb nHransiumMoHHbIx annepreHos N2 1 (exxa cbopHasi, TMModeeBka,
KpUNTOMEPUS ANOHCKasi, aMmbpo3ns 06bIKHOBEHHAs!, NOJIbIHb O6bIKHOBEHHAS)

MaHenb MHransUMoHHbIX annepreHoB NO 2 (TMModeeBKka, NNecHeBbIN rpub
(Alternaria tenuis), 6epe3a, nonbiHb 06bIKHOBEHHAS)

MaHenb MHranauMoHHbIX annepreHos NQ 3 (knelw - aepMaTodar NEPUHHBIN,
3NUTENUI KOLLKM, 3NUTENMNIA cobakm, nnecHesbli rpub (Aspergillus fumigatus))

MaHenb MHransuuoHHbIX annepreHoB NQ 6 (nnecHesbit rpub (Cladosporium
herbarum), TuModeeBka, nnecHesbilt rpub (Alternaria tenuis), 6epesa, nonbiHb

06bIKHOBEHHas)
MaHenb UHranAUMOHHbIX annepreHoB NQ 7 (anuTenuin KOLKK, Knel-aepMaTtodar

NEPUHHBI, NEPXOTb NOoLLAAN, NEPXOTb COBaKM, ANUTENUI KPONMKa)

MaHenb UHranAUMOHHbIX annepreHoB NQ 8 (anuTenuin KoKW, Knel-aepMaTtodar
NepUHHBIN, 6epe3a, NepxoTb CO6aKK, NoMbiHb 06bIKHOBEHHAs!, TUMO(MEEBKA, POXb
KyNbTUBMPOBAHHas, nnecHesbi rpmb (Cladosporum herbarum))

MaHesb MHraNsSUMOHHbIX annepreHoB N2 9 (anMTenuit KoKMW, NepxoTb cobaku,
OBCsiHMLA NyroBasi, niecHeBbl rpub (Alternaria tenuis), nogopoxHuk (Plantago
lanceolata))

IgG4 k nuweBbIM annepreHam (NuLleBast HenepeHoCMMOoCTb - 88
annepreHoB/MUKCTOB)

MaHenb nuwwesbIix annepreHos N2 1 (apaxuc, MMHAaNb, GyHAYK, KOKOC,
6pa3nnbckuin opex)

MaHenb nuweBbIX annepreHoB N2 2 (Tpecka, TyHel, KPeBETKU, TOCOCb, MUANK)

MaHenb nuweBbix annepreHoB N2 3 (nweHnYHasi Myka, OBCsiHasi MyKa, KyKypy3Has
MyKa, CEMeHa KyHXyTa, rpe4yHeBasi Myka)

MaHenb nuieBbIX annepreHoB N2 5 (SMYHbIA 60K, MOJTOKO, TPecKa, MeHNYHas
MYKa, apaxuc, coeBble 606bl)

MaHenb nuwesbix annepreHoB N2 6 (puc, ceMeHa KyHXyTa, NWeHNnYHas MykKa,
rpeyHeBast Myka, coeBble 600bl)

MaHenb nuieBbIX annepreHoB NO 7 (SMYHbIA BENOK, pUC, KOPOBbE MOJIOKO, apaxuc,
nweHWYHas Myka, coeBble 606bl1)

MaHenb nuweBbIx annepreHoB N2 13 (3eneHbli ropoluek, 6enbie 606bl, MOPKOBb,
kapTodenb)

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

1650

18 700

1650

1650

1650

1650

1650

1650

1650
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17.31.A8

17.31.A9

17.31.A10

17.31.A11

17.31.A12

17.31.A13

17.31.A14

17.50.A102

17.55.A9

17.50.A103

17.50.A104

17.50.A105

17.53.A56

17.51.A68

17.50.A106

17.54.A31

17.58.A3

17.55.A10

17.52.A46

17.57.A86

17.50.A107

17.50.A108

17.54.A30

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

MaHenb nuweBbix annepreHoB NQ 15 (anenbcvH, 6aHaH, 9610K0, Nepcmk)
MaHenb nuwesbix annepreHoB N2 24 (dbyHAYK, KpeBETKM, KMBM, 6aHaH)

MaHenb nuwesbix annepreHoB N2 25 (ceMeHa KyHXyTa, NEKapCKue ApOoXOKH,
YECHOK, cenbaepein)

MaHenb nuieBbIX annepreHoB N2 26 (SWM4HbIN 6eM0K, MOMIOKO, apaxuc,ropumua)
MaHenb nuwesbix annepreHoB N2 50 (kmBuW, MaHro, 6aHaHbl, aHaHac)

MaHenb nuwesbix annepreHos N2 51 (nommnaop, kapTodenb, MOPKOBb, YECHOK,

ropuymua)

MaHenb nuwesbix annepreHoB N2 73 (CBMHWMHA, KYpUHOE MSICO, rOBSIANHA,

6apaHnHa)

Abpukoc

Anbda-nakroans6yMmnH

ABOKaao

AHaHac

AnenbCcuH

Apaxuc

BbaknaxaH

baHaH

bapaHuHa

Benok anuHbln

BeTa-nakTornobynmH

Bobbl coeBble

Banunb

BuHorpaa

Buwns

FoBsAnHa

1650

1650

1650

1650

1650

1650

1650

1210

720

720

720

720

990

720

990

1210

720

720

720

720

1210

720

720
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17.52.A47

17.57.A87

17.56.A25

17.50.A109

17.53.A58

17.57.A34

17.50.A110

17.57.A64

17.57.A65

17.50.A111

17.58.A2

17.57.A89

17.54.A32

17.50.A112

17.55.A11

17.57.A54

17.56.A14

17.51.A69

17.51.A70

17.51.A71

17.51.A72

17.57.A90

17.51.A73

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

FopoLlek 3eneHbii

lopunua

pebewiok

CperndpyT

IpeLKunin opex

punbbl

pywa

[poxokn nekapckue

[OpoxoKM NMBHbIE

[bIHS

Xentok AnuHbIN

Nmbupb

NHaenka

NHXup

KazeunH

Kakao

Kambana

KanycTa 6pokkonu

Kanycra 6ptoccenbckas

KaI'IYCTa KO4YaHHas

KaI'IYCTa LBETHAsA

Kappw (npunpasa)

Kaptodenb

1210

720

720

720

720

720

990

990

990

720

720

720

990

720

720

990

720

720

720

990

1320

720

1210
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17.53.A60

17.50.A113

17.59.A35

17.50.A114

17.50.A115

17.57.A53

17.56.A21

17.56.A22

17.57.A45

17.54.A33

17.57.A91

17.50.A116

17.56.A23

17.56.A15

17.51.A84

17.50.A118

17.57.A127

17.56.A24

17.53.A59

17.55.A7

17.55.A6

17.59.A36

17.51.A74

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

Kewwbto

Knsu

KnelikoBuHa (rnoTenH)

KnybHuka

Kokoc

Kode

Kpab

KpeBeTku

KyH>xyT

KypuHoe Msico

J1aBpoBbIN UCT

JInMOH

JNobctep (omap)

JNocock

Nyk

MaHro

Macno noaconHeyHoe

Munausa

MwHpans, IgG

Monoko kunsyeHoe

Monoko KopoBbe

Myka rpeyHeBast

MopkoBb

720

990

720

720

720

990

990

990

1210

990

720

1210

720

990

720

720

720

720

1210

1210

720

720

720
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17.59.A37

17.59.A38

17.59.A39

17.59.A40

17.59.A41

17.57.A%4

17.52.A48

17.58.A4

17.58.A5

17.51.A77

17.51.A96

17.51.A95

17.57.A97

17.50.A121

17.51.A79

17.59.A42

17.59.A43

17.56.A16

17.54.A29

17.51.A81

17.56.A17

17.50.A122

17.57.A66

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

Myka KyKypy3Has

Myka oBcsiHast

Myka nweHun4yHas

Myka p>xaHas

Myka s)umMeHHas

MsaTa

HyT (Typeukuit ropox)

OBanbbyMuH

OBomyKkoug,

Orypeu

MepeL, 3eneHbii

MepeL, KpacHbIi (nanpuka)

MepeL, YepHBbIit

Mepcuk

MeTpyLka

Mpoco

Puc

CapavHa

CBWHMHA

Cenbpaepelt

CkyMbpus

CnuBa

Conopg

720

1210

720

990

720

1210

720

990

990

990

720

720

720

1210

12 210

720

720

720

990

990

990

720

720
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17.51.A78 A09.05.118 Cnapxa 1210

17.55.A8 A09.05.118 CblBOpOTKa MOSIOYHas 990
17.55.A13 |A09.05.118 Cblp TMNa "Moyna" 720
17.55.A12  A09.05.118 Coblp TMiMa "Yennep" 1210
17.51.A76  A09.05.118 Tomart 990
17.56.A18 A09.05.118 Tpecka 720
17.56.A19 A09.05.118 TyHen 720
17.51.A75 A09.05.118 TbikBa 720
17.56.A27 A09.05.118 YcTpyubl 720
17.52.A49  A09.05.118 ®aconb 6enas 720
17.52.A50 A09.05.118 ®acorsb 3e/eHas 720
17.52.A51 A09.05.118 ®aconb KpacHas 720
17.57.A123 A09.05.118 OUHMKN 720
17.53.A62  A09.05.118 ducTaLlkm 1210
17.56.A20 |A09.05.118 ®opernb 990
17.53.A63 |A09.05.118 OyHAYK 990
17.50.A124 A09.05.118 Xypma 720
17.51.A83 |A09.05.118 YecHok 720
17.52.A44  A09.05.118 Yeuesunua 720
17.57.A55 A09.05.118 LLlokonan 720
17.51.A82  A09.05.118 WnuHat 720
17.50.A125 A09.05.118 S6noko 720
17.50.A126  A09.05.118 SAroabl poga 6pycHuuYHbIE (YepHuKa, ronybuka, 6pycHuka) 990
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17.58.A1

23.1.A10

23.1.A11

23.1.A12

23.1.A13

23.1.A14

23.1.A15

23.1.A16

23.1.A17

23.1.A18

23.1.A19

23.1.A20

23.1.A21

23.1.A22

23.1.A23

23.1.A24

50.0.H154

23.3.A9

23.3.A10

23.3.A11

23.3.A12

23.3.A13

23.3.A14

23.3.A15

23.3.A4

A09.05.118

A09.05.265.001

A09.05.266.001

A09.05.267.001

A09.05.268.001

A09.05.269.001

A09.05.270.001

A09.05.271.001

A09.05.272.001

A09.05.275.001

A09.05.276.001

A09.05.277.001

A09.05.278.001

A09.05.279.001

A09.05.280.001

A09.05.281.001

A09.28.060

A09.28.060.008

A09.28.070.001

A09.28.071.001

A09.28.072.001

A09.28.073.001

A09.28.074.001

A09.28.075.001

A09.28.060.007

Alilo KypvHoe

bBop B KpoBMW, CNEKTpOMETpUS

ANIOMWHWI B KPOBM, CNIEKTPOMETPUS

KpeMHWii B KPOBM, CNEKTPOMETPUS

TuTaH B KPOBM, CMEKTPOMETPUS

XpOM B KpOBM, CNEKTPOMETpPUS

MapraHel B KPOBM, CMEKTPOMETPUS

KobanbT B KPOBM, CNIEKTPOMETPUS

Hukenb B KPOBM, CNEKTPOMETPUS

MbILLILSIK B KPOBU, CNEKTPOMETPUS

CeneH B KPOBU, CNEKTPOMETPUSA

MonubaeH B KpOBM, CEKTPOMETPUS

Kaamuit B KpoBM, CrieKTpoMeTpus

CypbMa B KpOBM, CNEKTPOMETpUS

PTyTb B KpPOBW, CNIEKTPOMETPUS

CBuWHeL, B KPOBW, CMEKTPOMETPUS

KOMMMEKCHBIN aHa/IM3 MOYM Ha Hanuume TSHXKENbIX METAJINIOB U MUKPO3J/IEMEHTOB. 23
nokasatens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo,

Cd. Sb. Ha. Pb)
Nntuin

Bop

ANOMUHUI

KpeMHuit

TuTtaH

Xpom

MapraHeL,

XXenezo

720

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

4310

1030

1030

1030

1030

1030

1030

1030

1030
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23.3.A16

23.3.A17

23.3.A8

23.3.A7

23.3.A18

23.3.A19

23.3.A20

23.3.A21

23.3.A22

23.3.A23

23.3.A24

50.0.H155

23.2.A9

23.2.A10

23.2.A1

23.2.A5

23.2.A11

23.2.A12

23.2.A2

23.2.A3

23.2.A13

23.2.A14

23.2.A15

23.2.A4

23.2.A16

23.2.A17

A09.28.076.001

A09.28.077.001

A09.28.078.001

A09.28.079.001

A09.28.080.001

A09.28.081.001

A09.28.082.001

A09.28.083.001

A09.28.084.001

A09.28.085.001

A09.28.061.001

A09.01.007.001

A09.01.007.001.

002
A09.01.011.001

A09.01.007.001.

003

A09.01.007.001.

004
A09.01.012.001

A09.01.013.001

A09.01.007.001.

005

A09.01.007.001.

006
A09.01.014.001

A09.01.015.001

A09.01.016.001

A09.01.007.001.

007
A09.01.017.001

A09.01.018.001

KobanbT

Hukenb

Megab, cyTouHast akckpeuumsi, cnektpometpus (Cu)

LnHk

MbILWbSIK

CeneH

MonunbaeH

Kaamum

CypbMa

PTyTb

CeuHey,

KOMMAeKCHbIN aHan3 BOSIOC Ha Hannume TsHKENbIX METaNIOB U MUKPO3JSIEMEHTOB.
23 noka3saTtens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se,
Mo. Cd. Sh. Ha. Pb)

Nntuin

bop

HaTtpuii
MarHuit

ANOMUHUI

KpeMHuit

Kanwuii
Kanbumit obwui

TuTaH

Xpom

MapraHeL,

Xeneso

KobanbT

Hukenb

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

4310

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030

1030
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23.2.A8

23.2.A7

23.2.A18

23.2.A19

23.2.A20

23.2.A21

23.2.A22

23.2.A23

23.2.A24

4.9.A1.201

4.9.A2.202

4.9.A3.202

4.9.A4.202

4.9.A5.201

4.9.A6.201

4.9.A7.204

4.9.A8.201

4.9.A9.201

4.9.A10.201

4.9.H1.201

4.9.H2.900

4.9.H3.900

4.9.D1.900

4.9.D3

4.9.02.202

4.9.D6.900

A09.01.019.001

A09.01.020.001

A09.01.021.001

A09.01.022.001

A09.01.023.001

A09.01.024.001

A09.01.025.001

A09.01.026.001

A09.01.027.001

A09.05.301.000.

01
A12.06.060.009

A09.05.301.000.

03

A09.05.301.000.

04
A09.05.080

A12.06.060

A09.05.301.000.

07
A09.05.235

A09.05.301.000.

08

A09.05.301.000.

10
A12.06.060.007

A12.06.060.013
A12.06.060.014
B03.016.017.00
3

A09.05.264.001
B03.016.017.00

1

B03.016.017.00
1.001

Meab

LnHK

MbILWbSIK

CeneH

MonunbaeH

Kaamui

CypbMa

PTyTb

CuHeL,

ButamuH A (peTuHon)

ButamuH B1 (TvammH-nupodocdar)

ButamunH B5 (maHTOTEHOBas KNCNOTA)

ButamuH B6 (nupmpokcanb-5-cdocgar)

ButamuH B9 (dbonuesas kucnora)

ButamuH B12 (umaHkobanamuH)

ButamuH C (ackopbrnHoBasi KMCoTa)

25-OH BuTamuH D, cymMMapHbIin (kanbuudepon), UXA

ButamuH E (Tokodepon)

ButamuH K (bnnnoxmHoH)

Xupopactsopumble BuTamuHbl (A, D, E, K)

BopopacTtBopuMble BuTamMuHbl (B1, B5, B6, B9, B12, C)

KomnnekcHblii aHanus kposu Ha BuTamuHbl (A, D, E, K, C, B1, B5, B6, B9, B12)
HeHacbILWeHHble XXUPHbIE KNCNOTbI ceMeicTBa OMera-3 (31Ko3aneHTaeHoBast

KWCNOTa, A0oKo3arekcaeHoBasl kncnota, ButamuH E (Tokodepon))

Onpepnenenve OMera-3 nHaekca (oLUeHKa pucka BHE3arnHoW cepieyHon cMepTy,
MHdapKTa MMOKapaa W APYrvX CepAEYHO-COCYANCTLIX 3aboneBaHuin)
KoMMneKCHbIN aHann3 KpoBM Ha HEHACBILLEHHBIE XXUPHbIE KMCOTbI CEMECTBA

Omera-6 (J'IVIHOJ'IeBaFI KNUCNoTa, NMHOJIEHOBAA KUC/0Ta, apaXmnaoHOoBas KMCJ'IOTa)

KoMnnekcHast oueHka okcvaaTuBHoro ctpecca (KosHaum Q10 ob6wmit (YOUXMHOH,
okucneHHas opma), ButamuH E (Tokodepon), ButamuH C (ackopbuHoBas
Kucnota), 6eTa-kapoTuH, [yTaTMOH CBOBOAHbLIN (BOCCTaHOBMEHHLIN, GSH),
ManoHOBLINM Avansaernn)

1030

1030

1030

1030

1030

1030

1030

1030

1030

2 460

2 460

2 460

2 460

790

790

2270

2 200

2 460

2 460

8390

9 260

16 680

4690

5310

4810

13 960
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4.10.D1.202

18.2.A2.201

18.2.A3.201

18.2.A4.201

18.2.A6.201

18.2.A13.201

18.1.D1.401

18.1.D2.106

18.1.D3.401

18.1.A8.401

22.2.D1.202

22.1.D3.202

22.1.D4.202

22.1.D5.202

22.1.D13.202

22.1.A1.202

22.1.A16.202
22.1.D15.202

50.0.H115.202

50.0.H116.202

50.0.H112.202

50.0.H113.202

50.0.H114.202

B03.016.025.00

1

A09.05.035

A09.05.035

A09.05.035

A09.05.035

A09.05.035

A09.28.055

A09.01.007.002

A09.28.055

A09.28.059.004

A27.05.045.001

A27.05.002.002

A27.05.003.001

A27.20.001.006

A27.05.040
B03.032.003.00
1

A27.30.015
A27.30.116

A27.05.009

A27.05.028

A27.05.002

A27.05.002.005

A27.05.002.004

KOMMMEKCHbIN aHaNn3 KpoBM Ha aMMHOKMCIOTHI (12 nokasaTenei: AnaHuH,
AprunHnH, AcnaparnHoBas kucnota, LUntpynnuH, MytaMumHoBas kucnota, MMnumH,
MeTWoHWUH, OpHUTWH, ®eHunananuH, Tupo3uH, BanuH, JenuuH/N3oneiumH)

deHobapbutan,MNX-MC

®uHnencuH (kapbamasenuH, Terpeton), BOXX-MC
JNamotpumkmHel (nammkTtan), BIXX-MC

Banbnpoesas kucnota (M ee NnpoussoaHble), BIXXX-MC
JNleBetnpauetam, BIXKX-MC

CKPUHMHIrOBOE BbISIB/IEHNE B MOYE HAPKOTUYECKMX BellecTB (kaHHabnomaos,
KokanHa, MMA (3kcTasn), MeTagoHa, MeTaM@eTaMMHOB, ONMATOB) U
NCMX0aKTUBHbIX BellecTs (aMmdeTammnHoB, 6apbuTypaTos, 6eH30ana3ennHoB.,
TPULMKITNYECKUX aHTUAENPECCAHTOB) C MAEHTUDMKALMEN X TPYNNOBO
NMNUHANNeXHOCTU

BbicokocneuundryHoe BhIsSIBIEHME B BOIOCAX HAPKOTUYECKMX M NMCUXOAKTUBHBIX

BELLECTB C MX TOYHOW naeHTudmKaumen

BbicokocneunduyHoe BbisiBIEHME B MOYE HapKOTUYECKMX BellecTB (KaHHabnonaos,
KokamHa, MOMA (3kcTasu), MeTagoHa, MeTaMdeTaMmHa, ONMaToB), NCUXOAKTUBHBIX
BewecTtB (amdeTaMnHoB, 6bapbutypaTos, 6eH30aMa3eNMHOB, TPULMKIINYECKUX
QHTUAENPECCaHTOB) M MapKePOB BPeAHbIX NPUBbIYEK (HUKOTMHA, KOTMHMHA U

ankorons) ¢ ux TOUHo uneHTucukalivein
*ANKOrosb B Mo4e

leHeTuyeckn obycnoBneHHas YyBCTBUTENBHOCTb K BapdapuHy (VKORC1, CYP2C9,
CYP4F2 - 4 Toukun)

FeHeTUYeCKUi PUCK HapyLueHuii cucTeMbl ceepTobiBanus (F2, F5, F7, FGB, F13A1,
SERPINE1, ITGA2, ITGB3 - 8 Touek)*

leHeTuuyeckme aedekTbl hepMeHToB ponatHoro umkna (MTHFR, MTR, MTRR - 4
TOYKMN)*

leHETUYECKUIA PUCK OCIIOKHEHWUI BEPEMEHHOCTM U NaToNIOrMK Nioaa

(F2, F5, F7, FGB, F13A1, SERPINE1, ITGA2, ITGB3, MTHFR, MTR, MTRR - 12

TOoueKY*
FEeHETUYECKMI PUCK Pa3BUTUA paka MOJIOYHOW Xenesbl U paka suyHukos (BRCAL,

BRCA2 - 8 nokasaTeneit)*
FeHETUYECKMI TECT HA NTAKTO3HYIO HenepeHoCcuMocTb: MCM6: -13910 T>C *

OunarHoctuka cuHapoma Xunbbepa (MyTtaumsa reHa UGT1)*

leHeTMYeckas NpeapacnoNoXeHHOCTb K rmnepToHun (AGT, ADD1, AGTR1,AGTR2,
CYP11B2, GNB3, NOS3 -9 Touek)*

lemMoxpoMaTos, onpeaeneHne mytaumi (HFE: 187C>G (rs1799945) HFE: 845G>A
(rs1800562)

Onpepgenenve SNP B reHe IL 28B yenosekall28B: C>T (rs12979860) IL28B: T>G

(rs8099917)
MakeT «OKI»*F2: 20210G>A (rs1799963) F5: 1691G>A (rs6025)

MakeT «OHkoPuckn» BRCA1: 185delAG (rs80357713) BRCA1: 4153delA

(rs80357711)BRCAL1: 5382insC (rs80357906) BRCA1: 3819del5 (rs80357609) BRCA1:

3875del4 (rs80357868) BRCA1: 300T>G (rs28897672) BRCA1: 2080delA
(rs80357522) BRCA2: 6174delT (rs80359550) MTHFR: 677C>T (rs1801133)

MakeT «PUCKN BO3HUKHOBEHUS CEpAEYHO-COCYANCTbIX 3aboneBaHnii» F2: 20210G>A
(rs1799963) F5: 1691G>A (rs6025) F7: 10976G>A (rs6046) F13A1: 103G>T
(rs5985) FGB: -455G>A (rs1800790) ITGA2: 807C>T (rs1126643) ITGB3: 1565T>C
(rs5918) PAI-1: -675 5G>4G (rs1799889) MTHFR: 677C>T (rs1801133) MTHFR:
1298A>C (rs1801131) MTR: 2756A>G (rs1805087) MTRR: 66A>G (rs1801394)
NOS3: -786T>C (rs2070744) NOS3: 894G>T (rs1799983) ADD1: 1378G>T (rs4961)
AGTR1: 1166A>C (rs5186) AGTR2: 1675G>A (rs1403543)

3710

3820

3820

3820

1470

3820

3580

11 480

3820

1720

3080

4 440

3710

4 940

4310

1230

4310
3440
2510

1470

920

5920

5920
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22.4.D1.202

22.1.D19

22.1.A142

22.1.D20

22.1.D18

22.6.A7

22.6.A9
22.3.H1.202
22.3.A1.202
22.3.A2.202
22.3.A3.202
22.3.D4.202
22.3.A4.202
22.3.D3.202

22.6.A1.204
22.6.A3.204

22.6.A2.204

22.6.A5

22.9.A3

22.7.A1.119

22.7.A2.119

22.7.A3.119

22.7.A4.119

22.7.A6.119

22.7.A7.119

22.7.A8.119

22.7.A9.119

A27.05.037

A27.30.123

A27.30.117

A12.05.082

A27.30.122

A12.05.013.001

A12.05.013.003

A12.05.010

A12.05.010
A12.05.010
A12.05.010
A12.05.010
A12.05.010
A12.05.010

A12.05.013
A08.30.029.002

B03.019.001.00
1

A08.30.029.005

A27.05.061.002

B03.045.030.00
I1303.045.030.00
303.045.030.00
E2303.045.030.00
303.045.038.00
1

B03.045.038.00
4

B03.045.038.00
2

B03.045.038.00
3

BbisiBNeHve MuKpoaeneuuii B daktope azoocnepmun AZF (nokycel A, B, C)

Bbibepu crnopT. CKOpOCTb, CUNa, BLIHOCIMBOCTL (BEHO3HAs KPOBb; FEHETUYECKas
NPeApacnoNOXXEHHOCTb K 3aHATUAM PasfiMuHbIMU BUAAMM CNopTa; 3aK/iloueHne
Bpauya - S1abopaTOPHOro FreHETUKA MO UCCIIEA0BATENbCKOMY OTUETY)

leHeTn4yeckas NpeapacnonoXeHHOCTb K aikoronmnsmy (BEHOBHaH KpPOBb,
3aK/lo4YeEHNE Bpaya - na60paTopHoro reHETUKa No nccneaoBaTebCKOMY OTLIETy)

leHeTUYeckas NpeapacroNioXeHHOCTb K 601e3HM AnbureiiMepa (BeHO3Has KpoBb;
APOE E2/E3/E4; 3akntoueHue Bpaya - 1abopaTopHOro reHeTuka no
NCCNenoBaTeIbCKOMY OTUYETV)

MpeanbHbili Bec. ineta n putHec (BEHO3Has KpoBb; reHeTUYeckne hakTopsbl
MHAMBMAYaNbHbIX 0COBEHHOCTEN 0BMeHa BELLECTB; 3aK/Ilo4YeHNe Bpaya -
NabopaToODHOro reHeTUKa Mo UCCIeNOBaATENLCKOMY OTYETV)

XMA - cTaHZapTHbIN (BEHO3Hasi KPOBb, BOPCUMHbI XOPUOHa; pa3pelueHne ot 200000
nap HyKIeoTUAOB; 3aK/IloYeHMEe Bpayda - 1abopaTopHOro reHeTuKa no
NCCNenoBaTeIbCKOMY OTUYETV)

XMA onyxoneBoli TkaHM, OHKOCKaH (onyxoneBasi TkaHb; paspelueHre ot 300000 nap
HYKNEeoTUI0B)

AHTUreHbl cucTeMbl rmctocoBMectumoctn HLA II knacc, reHotunupoBaHune (JTIOKychl
DRB1, DOA1, DOB1)

AHTUreHbl cuctembl rmctocomectumoct HLA II knacc: nokyc DRB1

AHTUreHbl cnctembl rmcrtocoBMectumoctn HLA II knacc: nokyc DQA1

AHTUreHbl cuctembl rucrtocomectnmocty HLA II knacc: nokyc DQB1
TunupoBaHne HLA DQ2/DQ8 npu uennakmm

AHTUIEH CUCTEMbI TMCTOCOBMEecTMMOCTM HLA B27

Komnnekc «FeHOTUMMPOBaHNE CYNPY)XECKOW Mapbl MO aHTUreHam
rmcrocosmectumoctn HLA II knacca»

*WccnenoBaHne kapyoTuna (KapuoTUnMpoBaHue)

Kapuotun ¢ abeppaumnsimu

**LInToreHeTnyeckoe UccnefoBaHne KNETOK KOCTHOro mo3ra (Metoaom FISH)

MoneKynsipHoe KapuoTUNMpoBaHME MaTepuana abopTyca (XpOMOCOMHO-
MUKDOMATPUYHBIN aHaIu3)
MNonHoe cekBeHMpOBaHWE 3K30Ma

YcTaHOBNEHME OTLIOBCTBA - AyaT (25 MapkepoB), (Npeanonaraemblii otel, pebeHoK)

YCTaHOBMIEHME OTLOBCTBA - TpMO (25 MapkepoB), (Npeanonaraemsbiii oTew, pebeHok,
6uonormnyeckas MaTb)

YcTaHoBneHve MaTepuHCTBa - AyaT (25 mapkepos), (npeanonaraemas matb,
pebeHoK)

YCcTaHOBIEHMe MaTepUHCTBA - TpMo (25 mapkepos), (npeanonaraemast MaTb,
pebeHoK, B1OIOrMYEcKnin oTeLl)

YcTaHoB/ieHWe poAcTBa — YHMBEPCANbHbIN TECT: Aeaylika/6abyluka - BHYK/BHyYKa,
Aaa8/TeTs - NNeMSHHUK/NNeMaHHMUA, poaHble/CBOAHbIe bpaTbs/cecTpsbl (2
y4yactHuka, no 40 mapkepos JHK v nonoBbIX XpOMOCOM, BO3MOXHO NpeaoCcTaB/ieHne
fon. 06pasLoB pOACTBEHHMKOB A1 MOBbILEHNS TOYHOCTH)

[ononHUTENbHbIA yY4acTHUK N2 1 (pacyeT BepOSITHOCTM POACTBA, 25 MapKepoB).

[JononHuTtenbHbIi yuyacTHUK N2 2 (pacyeT BepOsSiTHOCTM POACTBa, 25 MapkepoB).

[JononHuTtenbHbIi yuyacTHUK N2 3 (pacyeT BepOosSiTHOCTM POACTBa, 25 MapkepoB).

3710

9 880

9 240

5080

9 880

32910

60 060
7 030
2 340
2 340
2 340
5310
2210
9880

7 700
7 700

9 570

20 900

53 900

16 500

19 800

16 500

19 800

20 900

5500

5500

5500
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22.8.D1 A27.30.008 Onpepenenne mytaummn B reHe BRAF (V600), onyxonesast TkaHb 12 760

22.8.D4 A27.30.016.001 Onpepenexune myTaumin B reHe EGFR, kpoBb (>kmakocTHas 6uoncust) 15 020
22.8.D2 A27.30.016 Onpepenenve MyTaumii B reHe EGFR, onyxoneBasi TkaHb 13 860
22.8.D3 A27.30.006 Onpeaenenve MyTaumii B reHe KRAS, onyxoneBasi TkaHb 10 400
26.3.D1 B03.032.002 MpeHaTanbHbI CKpUHUHE I TpuMecTpa 6epemeHHocTn ASTRAIA (8 Hepenb - 13 2750

Henenb 6 AH.):ACCOUMMPOBAHHBIN C 6epeMeHHOCTbIO NpoTenH A (PAPP-A),
CeobonHas cvbbeavnHuua 6eta-Xry

1.1.A1.202 A27.30.090 PML-RARA tvn ber 1-2 — t(15;17), kavecT. 3080
1.1.A2.202 |A27.30.090 PML-RARA tvn ber 1-2 — £(15;17), konuu. 4 070
1.1.A3.202 A27.30.090 PML-RARA Ttvn ber 3 — £(15;17), kauecT. 3080
1.1.A11.202 A27.05.017 BCR-ABL p190 — t(9;22), kauyecT. 3080
1.1.A12.202 A27.05.017 BCR-ABL p190 — t(9;22), konnu. 4 070
20.0.A1 A27.05.017 BCR-ABL p210 t(9;22) kon. (6e3 onpeaeneHus TpaHCKpunTa) 4710
20.0.D1 A27.05.017 BCR-ABLp210 t(9;22), kau. (b2a2/b3a2), (BkitouaeT onpeaeneHne TpaHCKpUnTa) 3 820
1.1.A14.202 ' A27.30.153 AML1-ETO - (8;21), kau. 4 070
1.1.A34.202 A27.05.012 Onpepenenne mytaummn V617F B 14 3k30He reHa Jak-2 KnHasbl, KayecT. 3190
1.1.A35.202 |A27.05.012.001 Onpegenenue myTtaumm V617F B 14 3K30He reHa Jak-2 KMHa3bl, KOAMY. 3710
14.11.A1.900 |A26.20.008 *MoceB Ha MUKPOdIOPY OTAENSEMOrO YPOreHUTanbHOMO TPAKTa XeEHLUMHbI C 1210
onpeaeneHneM YyBCTBUMTENbHOCTM K OCHOBHOMY CNeKTpy aHTUOMOTUKOB, B T.4.
KaHanga
14.11.A2.900 |A26.20.008 *MoceB Ha MUKPOdIOPY OTAENSEMOrO YPOreHUTanbHOMO TPAKTa XeEHLUMHbI C 1430
onpeaeneHneM YyBCTBUMTENbHOCTU K PaCLUIMPEHHOMY CMEKTPY aHTMBMOTUKOB, B T.u.
KaHanga
14.11.A3.900 A26.20.008 *MoceB Ha MMKPOMIOPY OTAENSEMOrO YPOreHUTanbHOro TPaKTa YKEHLLUMHbI C 1430

onpeaesnieHneM YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUBMOTUKOB U
6akTepuodaram, B T.4. KaHaUAA
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14.11.A4.900

14.1.A5.900

14.2.A1.900

14.2.A2.900

14.2.A3.900

14.2.A4.900

14.1.D33.900

14.3.A1.900

14.3.A2.900

14.3.A3.900

14.3.A4.900

14.4.A1.900

14.4.A2.900

14.4.A3.900

14.4.A4.900

14.8.A2.900

A26.20.008

A26.20.008.001

A26.21.026

A26.21.026

A26.21.026

A26.21.026

A26.20.005

A26.01.001

A26.01.001

A26.01.001

A26.01.001

A26.08.005

A26.08.005

A26.08.005

A26.08.005

A26.08.001

*MoceB Ha MUKPOMIIOPY OTAENSAEMOrO YPOreHUTaIbHOMO TPAKTa XXEHLUMHBbI C
onpeaeneHneM YyBCTBMTENTbHOCTM K PaCLUMPEHHOMY CMEKTPY aHTMOMOTUKOB U
6akTtepunodaram, B T.4. KaHAMAA

WccnepoBaHme Ha 6rnoueHo3 Bnaranuwa (aMarHocTuka 6akTepuanbHOro BarmHo3a)

*TloceB Ha MMUKpPOdIOpY OTAENSEMOrO YPOreHUTaIbHOMrO TpaKTa My>UMHbI C
onpeaeneHneM YyBCTBUTENTIbHOCTU K OCHOBHOMY CMEKTpY aHTMBUOTUKOB, B T.u.
KaHanaa

*TloceB Ha MMUKpOIOpY OTAENSIEMOrO YPOreHUTaIbHOMrO TpaKTa My>UMHbI C
onpeaeneHneM YyBCTBUTENTIbHOCTU K PACLUMPEHHOMY CNEKTPY aHTMBUOTUKOB, B T.u.
KaHanaa

*MoceB Ha MUKPOMNOPY OTAENSEMOr0 YPOreHUTaIbHOrO TPaKTa MY>UMHbI C
onpeaeneHneM YyBCTBUTENTIbHOCTM K OCHOBHOMY CMeEKTPY aHTUOMOTUKOB M
6akTtepuodaram, B T.4. KaHAMAA

*MoceB Ha MUKPOMIOPY OTAENSEMOr0 YPOreHUTaIbHOrO TPaKTa MY>UMHbI C
onpeaeneHneM YyBCTBUTENTbHOCTM K PaCLUMPEHHOMY CMEKTPY aHTMOMOTUKOB U
6akTtepuodaram, B T.4. KaHAMAA

*MNoceB Ha MmkonnasMy u ypeannasmy (Mycoplasma hominis, Ureaplasma species) ¢
onpeaeneHneM YyBCTBUTENTbHOCTM K aHTUOMOTUKAM

*TloceB Ha MMKpOhIOopY OTAENSAEMOrO APYrMX OpraHOB M TKaHeN C onpeaenieHneM
YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUBMOTMKOB, B T.Y. KaHaMAA

*TloceB Ha MMKpOhIopy OTAENSAEMOrO APYrMX OpraHoB M TKaHeN C onpeaenieHneM
YyBCTBUTENbHOCTU K PaclLMPEHHOMY CMEKTPY aHTUBMOTMKOB, B T.Y. KaHAMAA

*TloceB Ha MMKpOhIOpY OTAENSAEMOrO APYrMX OpraHoB M TKaHeN C onpeaenieHneM
YYBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUOMOTMKOB M 6akTepuodaraMm, B T.u.
KaHamaa

*TloceB Ha MMKpOhIOpY OTAENSAEMOrO APYrMX OpraHoB M TKaHeN C onpeaenieHneM
YYBCTBUTENbHOCTU K PaclLMPEHHOMY CMEKTPY aHTUOMOTMKOB 1 BakTepuodaraMm, B
T.4. KaHaAnaa

*MoceB Ha Mukpodnopy otaensemoro JIOP-opraHoB € onpeaeneHuem
YYBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTMBUOTUKOB, B T.4. KaHAMAA

*MoceB Ha Mukpodnopy otaensemoro JIOP-opraHoB € onpeaeneHuem
YYBCTBUTENBHOCTU K pacLUMpPeHHOMY CMEeKTPY aHTMBMOTMKOB, B T.4. KaHAMAA

*MoceB Ha Mukpodnopy otaensemoro JIOP-opraHoB € onpeaeneHuem
YYBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTMBMOTUKOB 1 bakTepuodaram, B T.u.
KaHanga

*Moces Ha Mukpodnopy otaensemoro JIOP-opraHoB C onpeaeneHvem
YYBCTBUTENBHOCTU K PacLUMPEHHOMY CrEeKTpy aHTMBMOTUKOB 1 6akTepuodaram, B
T.4. KaHanaa

**oceB Ha aAudTepuitHyto nanouky (Corynebacterium diphtheriae, BL)

1650

1980

1210

1430

1430

1650

1870

1210

1430

1430

1650

1230

1430

1430

1650

990
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14.14.D1

14.1.A8.900

14.5.A1.900

14.5.A2.900

14.5.A3.900

14.5.A4.900

14.7.A1.900

14.8.A1.900

14.12.A5.900

27.1.A1.101

27.1.A2.101

27.1.A3.101

27.1.A4.101

14.12.A3.900

14.12.A6.900

14.12.A1.900

14.12.A2.900

14.6.A1.900

14.6.A2.900

14.6.A3.900

A26.09.010.001 KomnnekcHoe nccnegosaHme MokpoTbl (BAJT): noceB Ha MMKpodnopy ¢

A26.05.044.003

A26.26.004

A26.26.004

A26.26.004

A26.26.004

A26.05.001

A26.08.015

A26.01.001.004

A26.19.096

A26.19.020

A26.19.095

A26.19.089

A26.19.079

A26.19.004

A26.05.016.001

A26.05.016.001

A26.28.003

A26.28.003

A26.28.003

onpeaeneHneM YyBCTBUTENIbHOCTU K OCHOBHOMY CMEKTPY aHTUBUOTUKOB U
MUKPOCKOMUS Maska

*MoceB Ha remodunbHyto nanodky (Haemophylus influenzae) ¢ onpeageneHnem
YYBCTBUTENBHOCTU K @aHTMOMOTUKAM

*TloceB Ha MMKpPODIOpY OTAENSAEMOro KOHBIOHKTMBbI C ONpeaesieHneM
YYBCTBUTENBbHOCTU K OCHOBHOMY CMEKTPY aHTUBMOTMKOB, B T.Y. KaHAMAA

*TloceB Ha MMKpPODIOpY OTAENSAEMOr0 KOHBbIOHKTMBbI C ONpeaesieHneM
YyBCTBUTENBHOCTU K PaclUMPEHHOMY CMEKTPY aHTUBMOTMKOB, B T.Y. KaHAMAA

*TloceB Ha MMKpPODIOpy OTAENSAEMOrO KOHBIOHKTMBbI C ONpeaesieHneM
YYBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUOMOTMKOB M 6akTepuodaraMm, B T.4.
KaHanaa

*MoceB Ha MUKPOMIOPY OTAENSEMOr0 KOHBIOHKTMBbLI C ONpeaeneHneM
YYBCTBUTENIbHOCTM K PacLUMPEHHOMY CMEKTPY aHTMOMOTUKOB 1 bakTeprodaram, B
T.4. KaHanza

*MoceB KPOBM Ha CTEPUILHOCTb C ONpPeaeneHNeM YyBCTBUTENBHOCTH K
aHTNBbMOTMKaM

*ToceB Ha NWOreHHbI CTPENTOKOKK (Streptococcus pyogenes) ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K aHTMOMOTUKAM

*MoceB Ha 30110TUCTbIN CcTaduNoKoKK (Staphylococcus aureus) ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K aHTMOMOTUKAM

WccneposaHue aHTureHa nambnuin (Giardia intestinalis) B kane

WccnepoBaHmne aHTUreHa xenukobakrtepa (Helicobacter pylori) B kane

WccnepoBaHue kana Ha TokcuHbl knoctpuamin (Clostridium Difficile) A n B

PotaBupyc (0bHapyxeHue aHTureHa B kane), UXrA

*TloceB Ha BO3byauTenein kuweyHon MHbEKLMM (CanbMOHENSbI, WUrensbl) ¢
onpeaesieHneM YyBCTBUTENBHOCTU K aHTUBMOTMKaM

*MoceB Ha MEPCMHUM C OMNpEeAESIEHNEM YyBCTBUTENbHOCTM K aHTUBUOTUKAM

*[IncbaKkTepmo3 C onpeaeneHMeM YyBCTBUTENbHOCTU K @aHTUBMOTHKAM U
6akTepuodaram
*[ncbakTepnos c onpeaeneHmeM HYyBCTBUTENBHOCTU K bakTepuodaram

*MoceB MoUM Ha MUKPODIIOPY C OnpeaeneHeM YyBCTBUTENIBHOCTU K OCHOBHOMY

CNeKkTpy aHTVI6VIOTI/IKOB, B T.4. KaHAWAa

*TloceB MOYM Ha MUKPOIOPY C ONpeaesieHMeM YyBCTBUTENBHOCTM K pacLUMpeHHOMY
CMEeKTPY aHTUBMOTMKOB, B T.Y. KaHAMAA

*TloceB MOYM Ha MUKPOIOpY C ONpeaesieHNeM YyBCTBUTENBHOCTU K OCHOBHOMY
CMEeKTPY aHTUBMOTMKOB 1 BakTepuodaram, B T.4. KaHAMAA

2 080

990

1230

1430

1540

1650

2 200

880

1100

1030

990

2200

830

1100

1100

2 200

2 040

1320

1760

1760
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14.6.A4.900

14.1.A6.900

13.32.D4

50.0.H145

6.1.D01.401
6.1.02.401
6.1.A1.401
6.1.D4
6.1.D5
6.2.01.101
6.2.A12.101

6.2.A4.303

6.2.D3.101
6.2.A5.101
6.2.A6.101
6.2.A7.101
6.2.A13.101
6.2.A17
6.2.A18
6.3.012.514
6.3.01.503
6.3.D15.515

6.3.D3.501

50.0.H51.510

50.0.H59

6.3.D5.105

6.3.D6.312

6.3.D7.106

6.3.A6.107

6.5.D2

A26.28.003

A26.02.004

A26.01.023

B03.016.006
B03.016.014
B03.016.015

B03.016.006.00

3

B03.016.006.00

2
B03.016.010

A26.19.010.001

A26.01.017

A26.19.010
A09.19.001
A09.19.012
A09.19.010
A09.19.013

B03.019.012

A26.05.016.002

A12.19.006

A12.28.015

A12.21.004

A12.20.001

A26.20.006

A26.20.006

A26.01.033

A26.01.015

A26.01.011

A26.01.018

A12.09.010

*TloceB MOYM Ha MUKPOIOPY C ONpeaesieHNeM YyBCTBUTENBHOCTM K paclUMpeHHOMY
CMEeKTPY aHTUBMOTMKOB 1 BakTepuodaraM, B T.4. KaHAMAA

MoceB Ha rpubbl poaa kaHavuaa (Candida) ¢ naeHTUbUKaLMEN 1 onpeaeneHnem
YYBCTBUTENBHOCTU K @aHTUMUKOTMYECKMM NpenapaTam
KonoHo®nop (KonmyecTBeHHOE OnpeaeneHme coctaBa MMKPOBbMOTbI TONCTOro

KuweyHuka MeToaom [MLP)
MoceB Ha rpubbl (BO36yaUTENM MUKO30B)

O6LWwunii aHanm3 Mouu

AHanM3 Mo4vn no HeunnopeHko

AHanM3 Mo4n No 3MMHULIKOMY

2-X CTakaHHas npoba

3-x cTakaHHas npoba

O61LmMi aHanu3 Kana (konporpamma)

WccnepoBaHue Kana Ha NpocTeilne 1 siua reflbMMHTOB METOAOM 060oralleHus
(PARASEP)

WccneposaHmne cockoba Ha aHTepobuos

WccnepoBaHue Kana Ha NpocTeMwmx, siiua relbMUMHTOB

WccneposaHme Kana Ha CKPbITYH KPOBb

CopepyxaHue yrneBofos B Kase (B T.4. JlakTo3a)

MNMaHkpeaTnyeckas anacrasa 1 B kane

KanbnpoTekTuH (B Kane)

Anbda 1-aHTUTPUNCKUH B Kane

XenuHble KACNOThI B Kane

MUWKPOCKOMNUSI OTAENSEMOr0 NPSIMOMN KULLKM

MwuKpockonuyeckoe nccnefoBaHne OTAENSEeMOro YpeTpbl
Mwukpockonnyeckoe nccnegoBaHme Maska-oTnedyaTKka rosioBKM MOOBOrO YsieHa
MwuKpockonuyeckoe nccnegoBaHne 0TAensemMoro Bnaranmwa
MwuKpockonmyeckoe nccnegoBaHne 0TAeNsIEMOro YporeHUTanbHOro TpakTa

(uepBMKanbHbI KaHan+Bnaraauwe+ypeTpa)

MWKPOCKOMMYECKOe UCCNEAOBAHNE OTAENSIEMOrO YPOreHUTanbHOro TpakTa
(uepBMKanbHbIN KaHan+Braranmie)

MWKPOCKOMMYECKOE UCCNEA0BAaHNE HOMTEBbIX MAACTUHOK Ha HaMMUMe NaToreHHbIX
rPUBOB, CKPUHWHI

Mukpockonuyeckoe nccnefoBaHme COCKOBO0B KOXM Ha Ha/MuMe NaToreHHbIX rpVI6OB,
CKPUHUHI

Mwukpockonnyeckoe nccneaoBaHme BooC Ha HaMume NaToreHHblX rpnbos,
CKPVHUHT
Mwukpockonunyeckoe uccnegosaHue Ha lemogekc (Demodex)

061 aHanM3 MoKpOTbI

1930

1050

4950

2310

390
390
660
430
550
660
940

390

460
440
720

2460

3630

1 850

3340
620
440
440

440

610

610

440

440

440

440

770
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6.3.D8.601

6.5.D1

6.3.D16.506

6.3.D14.401

6.3.D013.117

6.3.A3.117

6.3.A4.117

6.3.D16.117

6.3.A34.117

6.4.A1.900

6.2.07.101

17.60.A136

17.63.A128

17.69.A129

17.64.A137

17.69.A138

17.67.A139

17.64.A140

17.67.A141

17.61.A142

17.60.A143

17.65.A130

17.67.A144

17.64.A145

17.60.A146

17.66.A147

17.65.A149

A09.04.005

A08.08.002.002

A12.21.003

A12.21.005

B03.053.002

A12.06.028.002

A12.06.028.001

A09.21.008
A27.21.001

A26.30.005

A26.30.005

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

O6LWMiA aHanM3 CMHOBUANTbHOW XXMAKOCTU

MwuKpockonmuyeckoe nccnegoBaHne HasanbHOro cekpeta (Ha 303MHOMUIIbI)
MMKPOCKOMMYECKOE UCCIIe0BAaHNE CEKPETa NPEeACTATENbHON Xenesbl
MUKpOCKOMMYECKOe UCCNe0BaHUE CeKpeTa NpeaCcTaTeNbHOM Xenesbl B Moye
CnepmorpamMma (aBTOMaTMYECKMI MNOACYET Ha aHanm3aTope SQA)
AHTUCNEepMarbHble aHTUTena knacca IgA konnyectseHHo (MAR-Tect IgA)

AHTMCNEepManbHble aHTUTena knacca IgG konuuectseHHo (MAR-TecT IgG)

Broxmmunueckoe nccnegoBanue askynsata (Lintpat, ®pykTo3a, LIMHK)
®parmeHTauns AHK cnepmaTo3omaoB (3sKynsT; 3akitodeHune spada KJ14 no
NCCNeaoBaTE/IbCKOMY OTYETY)

Buoxmmmyeckoe nccnegoBaHue CtoHbl (MMKpOBMOLIEHO3 MOOCTM pTa)

Broxmummnyeckoe nccnenoBaHme MeTabomyeckon akTUBHOCTU KULIEYHOM
MUKDOMNODSI
AnenbcuH, 33

Apaxuc, f13

rnioTeH (kneiikoBuHa), f79

loBaavHa, f27

Ipeunxa, rpeunyHas Myka, f11

[poxokn nekapckue, f45

WHpeika, msico, f284

Kakao, f93

KapTodens, f35

Kny6Huka, f44

Kosbe Monoko, f300

Kode, 3epHa, f221

Kypuua, msaco, f83

JnmoH, 208

Jococs, f41

Monoko kunsiyeHoe, f231

770

610

480

500

2 880

1340

1340

1980

7 410

2 090

2530

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100
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17.65.A131

17.61.A150

17.69.A151

17.69.A135

17.69.A152

17.69.A153

17.64.A154

17.62.A133

17.61.A155

17.66.A156

17.61.A157

17.66.A158

17.61.A.159

17.60.A160

17.68.A134

17.68.A161

17.68.A162

17.23.A30

17.23.A31

17.23.A29

17.24.A33

17.24.A34

17.24.A31

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

Monoko, f2

MopkoBb, f31

OBec, oBcsiHast Myka, 7

MuweHnua, nweHmyHas Myka IgE (ImmunoCAP), f4

Puc, pucosas Myka IgE (ImmunoCAP), f9

Poxb, pxxaHas myka IgE (ImmunoCAP), f5

CBUWHMHa, f26

Cos, f14

Tomartbl, 25

Tpecka, f3

TbikBa, f225

®opensb, f204

LiBeTHas kanycra, f291

6noko, f49

AnuHbIn 6enok, f1

SAnuHbIN XxenTok, 75

Aiiuo, f245

Kowwka, nepxotb, IgE (ImmunoCAP), el

Kypwvua, nepbs, e85

Cobaka, nepxoTb, e5

Bepesa 6opoaasuaras, t3

MBa 6enas, t12

JlewuHa obbikHOBeHHas, t4

1100

1100

1100

1100

1100

1100

1320

1100

1100

1100

1100

1100

1100

1100

1100

1100

1320

1320

1100

1100

1100

1100

1100
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17.24.A35

17.24.A32

17.24.A36

17.25.A14

17.25.A20

17.25.A22

17.25.A21

17.25.A23

17.25.A15

17.25.A13

17.25.A16

17.25.A24

17.26.A5

17.26.A6

17.70.A2

17.70.A5

17.71.A1

17.36.A4

17.36.A5

17.36.A2

17.36.A6

17.36.A1

17.36.A3

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

Nuvna, t208

Onbxa cepas, t2

Tononb, t14

Am6po3msa Bbicokasi, wl

Exxa cbopHas, g3

JlucoxsocT nyroeoi, g16

MSTAMK yroBoi, g8

OBcsHnua nyroeas, g4

OpyBaHuuK, w8

MonbiHb, W6

Pomawuka, w206

TumodeeBka nyrosas, gb

[HomawHsas nbib (Greer), hl

[HomawHsas nbinb (Holister), h2

Kneui gomatuHelt nbiin D. pteronyssinus, d1

Knew, gomatHeli nbinun D.farinae, d2

Alternaria alternata, anneprokomnoHeHT, m229 rAlt al

Anbda-naktansbymMuH, anneprokoMnoHeHT, 76 nBos d4

Beta-nakTornobynuH, anneprokoMnoHeHT, f77 nBos d5

KazenH, KopoBbe MOJIOKO, anneprokoMnoHeHT nBos d8, 78

OBanbbyMuH aliLa, anneprokoMnoHeHT, f232 nGal d2

OBomykoug siila, anneprokomnoHeHT IgE (ImmunoCAP), 233 nGal d1

Jlnzoumm anua, anneprokoMnoHeHT, k208 nGal d4

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

1100

3110

2420

2420

2420

2420

2420

2420

231



17.37.A2

17.37.A3

17.37.A4

17.37.A1

17.36.A7

17.38.A1

17.38.A2

17.39.A1

17.39.A4

17.39.A2

17.39.A3

17.29.A48

17.30.A43

17.30.A44

17.27.A44

17.27.A45

17.27.A46

17.27.A47

17.16.A50.201

17.29.H5

17.29.H3

17.29.H4

17.29.H6

17.29.H7

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

A09.05.118

B03.002.004

B03.002.004.07

2

B03.002.004

A09.05.118

A09.05.118

A09.05.118

A09.05.118

B03.002.004

B03.002.004

B03.002.004

B03.002.004

B03.002.004

B03.002.004

BbIuniA CbIBOPOTOYUHBIN anbbyMuH, anneprokoMnoHeHT, €204 nBos d6

Cobaka, anneprokomnoHeHT, €101 rCan f1

Cobaka, anneprokomnoHeHT, €102 rCan f2

Kowka, anneprokoMnoHeHT, €94 rFel d1

Cos (G. max), anneprokoMnoHeHT, f353 rGly m4PR-10

bepesa, anneprokomnoHeHT, t215 rBet vl PR-10

bepesa, anneprokomnoHeHT, t221 rBet v2, rBet v4

AmM6po3us, anneprokoMnoHeHT, w230 nAmb al

MonbiHb, anneprokoMnoHeHT, w231 nArt vl

TumodeeBka yrosas, anneprokomMnoHeHT, g213 rPhl p1, rPhl p5b

TumodeeBka nyrosas, anneprokoMnoHeHT, g214 rPhl p7, rPhl p12

Anneproumn, ImmunoCAP ISAC, 112 KOMNOHEHTOB

®dagunaton petckuii (cbanaHCMpoBaHHasi CMECb UHIaNSLMOHHBIX U MULLEBbIX
annepreHoB A5 CKDMHUHIA aTonuu Ans AeTeit Ao 4 ner)

®apanaton (cbanaHcMpoBaHHasi CMECb MHFANALUMOHHBIX a/fIepreHoB Anst CKPUHUHIA
aTonuu Ans AeTel cTaplue 4 neT v B3pOC/biX)

MaHesb annepreHoB XWUBOTHbIX, anuTenui, exl (kowka, nepxoTs (el), Cobaka,
nepxoTb (e5), Jlowaap, nepxoTb (€3), KopoBa, nepxoTs (e4))

MaHesb annepreHoB K CMECH NblbLbl AepeBbEB, tx9

MaHesb annepreHoB K CMECU MblibLbl 3/1aKOBbIX Tpas, gx1

MaHenb 6bITOBbLIX annepreHos, hx2

MNaHenb annepreHos nneceHn, mxl
KOMMNOHEHTHas AMarHoCTMKa anieprm Ha Mosioko
Annepronornyeckoe obcreaoBaHUe nepes BakUMHALMEN

Anneprokomnnekc npu sk3eme IgE (ImmunoCAP) (OCHOBHbIE MHIANSLMOHHbIE
annepreHbl: Kowka, cobaka, knew, d1; AoNoNHUTENbHbIE MHIrANSAUMOHHbIE: Knew, d2;
OCHOBHbIE NULLEBbIE: ANYHbIA BENOK, MONOKO, TPecka, NiueHuLa, cos)

Anneprokomnnekc npu sk3eme 2 IgE(ImMmunoCAP) (OCHOBHblE MHraNSLUMOHHbIE
annepreHbl: kowka, cobaka, knewy d1; OCHOBHblE NULLEBbIE: AUYHBIA 6ETOK, MOJIOKO,
Tpecka, MLieHnLa, cos; AOMOMHUTENbHbIE MULLEBbIE: KaKao, SUYHbIN XENTOK)

Anneprokomnnekc npu actme/punnte aetu IgE(ImmunoCAP) (OCHOBHbIE
WHranaumoHHbIe annepreHbl: Kowwka, cobaka, knew d1, Tumodeeka, bepesa,
MOJIbIHb; OCHOBHbIE MULLEBBIE: ANYHBIA 6ETOK, MOSIOKO; AOMOHUTESIbHbIE MULLEBBIE:
anaxuc)

2420

3810

3810

3810

2420

1870

1870

2310

3110

2310

2310

37 400

3080

3850

3930

1620

1620

1620

1620

3080

7 520

8 250

8 800

8 800
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17.29.H8

17.19.H1

17.20.H1

17.35.A19

17.35.A20

17.35.A21

23.7.D1

23.1.A4

23.1.A2

23.3.A2

23.1.A3

23.3.A3

23.1.A5

23.3.A5

23.1.A8

23.1.A1

23.3.A1

23.1.A7

50.0.H147

50.0.H90.900

50.0.H89.900

50.0.H4.803

50.0.H87.900

50.0.H94.203

50.0.H146

B03.002.004

B03.002.004
B03.002.004
B03.002.004.01
803.002.004.01
é03.002.004.01
i07.16.006
A09.05.242.014

A09.05.277.001

A09.28.060.005

A09.05.242.013

A09.28.060.006

A09.05.242.011

A09.28.060.004

A09.05.273.001

A09.05.265.001

A09.28.070.001

A09.05.274.001

B03.070.400

B03.070.402

B03.070.401

B03.016.004

B03.016.004.01

0

B03.005.006

B03.005.006.00
2

Anneprokomnekc npu actme/puHute B3pocnble IGE(ImmunoCAP) (oCHOBHbIe
WHransaumMoHHbIE anfieprexsbl: Kowwka, cobaka, knew d1, TumodeeBka, bepesa,
NOMbIHb; AOMOJIHUTENbHbIE MHIANSAUMOHHbIE: KVDULA, TONOMb)

Komnnekc annepreHoB aepesBbeB (MBa, TOMOsb, 0Nbxa, 6epe3a, newmHa)
Komnnekc annepreHoB Tpas (ambpo3ns obbikHOBEHHas!, Mapb 6enas, nosblHb
06bIKHOBEHHAS, 04yBaHUMK, NOAOPOXHMK)

Anneprokommnnekc npu atonuu y aeten u e3pocnbix PROTIA (Kopes), IgE
Anneprokomnekc pacmpenHbliii PROTIA (Kopest), IgE

Anneprokomnnekc pecnmpaTtopHbiii PROTIA (Kopes), IgE

13C - ypeasHblii abixaTenbHbli TecT (H. pylori)

XKenes3o B kposu, cnektpometpus (Fe)

Kanuii B kposw, cnektpometpust (K)

Kanuii B Moue, cnekTpomeTpus (K)

Kanbuuii B KpoBw, cnektpometpus (Ca)

Kanbuuii B Move, cnektpomeTpus (Ca)

MarHuii B KpoB#, cnekTpomeTpust (Mg)

MarHuin B Moue, cnekTpoMeTpus (Mg)

Meab B kKpoBu, cnektpomeTpus (Cu)

HaTpwuii B kpoBu, cnektpomeTpus (Na)

Hatpuii B Moue, cnektpomeTpus (Na)

LinHk B kpoBM, cnekTpomeTpus (Zn)

FocnuTanbHbln: BUY (aHTUTENa M aHTUreHsl), Peakumsi naccMBHOM
remMarrnioTuHaumm Ha cucunuc (PMIA), kad. MoBEepXHOCTHbIN aHTUreH BUpyca
renatuta B, aBcTpanuiickuii aHTureH, HbsAg, AHTuTena k Bupycy renatuta C,

cvmmanHsble (Anti-HCV)
FrocnuTanbHbIA XUpyprudeckuii: KnmHUYeckuii aHanmsa KpoBu C IENKOLIMTAPHOM

dopmynoin (5DIFF), CO3, M'pynna kpoew, Pe3yc-cdakTop, dubpuHoreH, MpoTpoMbuH
(Bpems, no Keuky, MHO), AYTB, O6wuit 6enok, MoueBnHa, KpeatuHuH, ANT, ACT,
BunmpybuH obwwmin, Mioko3a, MoBEPXHOCTHBIN aHTUreH BUpYyca renaTtvTa B

(aBcTpanuitckuii aHTureH, HbsAg), AHTuTena k Bupycy renatuta C, cymmapHble (Anti-

HCV), Mukpopeakums Ha cucmnmc kadectseHHO (RPR), BUY (aHTUTena v aHTUreHb!)

FrocnuTanbHbIN TepaneBTUYECKUI: KNMHWMY. aHanm3 KpoBM C NelKoLMTapHOM
¢dopmynon (5DIFF), CO3, O6wwuit 6enok, A/TT , Fntoko3a, ACT, MouyeBuHa,
KpeaTuHWH, BunupybuH obLumii, MoBepxH. aHTUreH Bupyca renatuta B

(aBcTpanuiickuin aHTureH, HbsAg), AHTUTena k Bupycy renatuta C, cyMMapHble (Anti-

HCV), Mukpopeakumsa Ha cudunmc kadectseHHo (RPR), BUY (aHTUTena v aHTUreHbl)

BroxuMmnyeckuii aHanms kposu, 6a3oBbii (9): Obwwmin 6enok, MoyeBuHa,
KpeaTuHuH, ANTT, ACT, XonectepuH obwmii , BunmpybuH obwwmi, Xeneso, Mnioko3a

Broxummnyeckuin aHanms kposm (15): O6wmin 6enok, MoyeBuHa, KpeaTuHuH,
BunupybuH obwmin, ANT, ACT, LLlenoyHas doccdatasa, Anbda-amunasza , lamMma-
rnyTamuntpaHcdepasa (T ) , XXeneso, MoueBast KUCIOTa, XONnecTepuH obLuuiA,

Tournuueouabl. Kansuui obwmii. FCNoko3a
Koarynorpamma, ckpuHuHr: A4TB, MpoTtpombuH (Bpemsi, no Keuky, MHO),

TpombuHoBoe Bpemsi, DnbpuHoreH

Koarynorpamma pacwuperHas (AYTB, NMpotpomMbuH (Bpems, no Keuky, MHO),
TpombuHoBoe BpeMmsi, ®ubpuHoreH, [-anmep, BonyaHoUHbIN aHTUKOArynsHT
(CKDUHWHI). AHTUTDOMOEMH III)

8 800

3630

3630

6 050

8 580

6 600

2 340

990

990

990

990

990

990

990

990

990

990

990

2 090

5940

4070

2 200

4000

1490

4290

233



50.0.H95.201

50.0.H96.201

50.0.H93.900

50.0.H11.201

50.0.H99.900

50.0.H13.201

50.0.H98.201

50.0.H105.201

50.0.H91.900

50.0.H120.900
50.0.H123.900

50.0.H84.201

50.0.H88.900

50.0.H22.201

50.0.H100.900

50.0.H117.201

50.0.H118.201

50.0.H109.201

50.0.H103.201

50.0.H124.201

B03.016.005

B03.016.005.00
6

B03.015.009

B03.016.008.00
1

B03.016.008.00
2

B03.016.008.00
3

B03.025.001.00
3

B03.040.002.00
1

B03.058.006

B03.058.007
B03.070.403

B03.004.001.00
3
B03.005.013

B03.058.001.00
3
B03.058.001.00
4

B03.016.023.00
5
B03.016.023.00
3

B03.001.001.00
1
B03.001.001.00
2

B03.027.017.00
2

JiunnaHbii Npodunb, 6a30BbIN: KO3 d.aTEPOreHHOCTH, BKI1.Uast 06LL.XONECTEPUH,
JINBM, JIMHM, JINOHIM, Tpuravuepuabl, xonectepud He-JIMNBI

JiunugHein npodunb, paclumpeHHbin: eKbadbuLmeHT ateporeHHoCTH (BKtoUaeT
onpegeneHune obuero xonecrepuHa v JINBM), JINHM, JINOHM, Tpurnvuepuabl,
AnonunonpoTterH Al.AnonunonpoTerH B. JiunonooTenH (a)
Kapavonornyeckuid*:MpotpoMbuH (Bpemsi, no Keunky, MHO) ®ubpuHoreH Na/K/Cl
KpeaTtuHkrHaza-MB JIATI TponoHuH I XonectepuH o6wmii JINHM FoMoumctenH C-
DEaKTMBHbIV 6enok TTT

O6cnenoBaHue neveHn, 6asosbiii: AT, ACT, bunmpy6uH obmi, BunmpybuH
npsimoit, LLlenouHas docdaTasza, FamMma-rnytamuntpaHcdepasa (IMT )

O6cnenoBaHue neyeHn: MpoTpom6uH (Bpemsi, no Keuky, MHO), Obwwmin 6enok,
BenkoBble dpakumn, Bunnpybux obwmin, bunupybun npsmon, AT, ACT ,
LLlenoyHas cdocdaTasa, MFamma-rnytamuntpaHcdepasa (T ) , XonectepuH obwmii ,
XonuHacTenaza. Ankda-hetonnotenH (ADGM)

[narHocTvka renaTtuToB, CKPUHUHI: AHTUTeNa K BUpycy renatuta A, IgM (Anti-HAV

IgM), AHTuTena k Bupycy renatuta A, IgG (Anti-HAV IgG), MOBEpPXHOCTHbIA aHTUIEeH
BUpYyca renaTtuTa B (aBCcTpanuiickuii aHTureH, HbsAg), AHTUTENa K NoBepXHOCTHOMY
aHTUreHy Bupyca renatuta B (Anti-HBs), AHTUTena k saepHOMy (COr) aHTUreHy

BUpyca renatuta B, cymmapHble (Anti-HBc), AHTuTena k Bupycy renatuta C,
cvMMAanHkie (Anti-HCV/)
Hedponoruueckuii, Buoxmmmyecknin®*: AnbbymmnH, KpeaTuHuH, MoueBuHa, Hatpui,

kanui, xnop (Na/K/Cl), Kanbuwmit obwwmii, Marnui, ®ocdop HeopraHUUYECKuit

PeBMaTONOrMYecKuiA, pacluMpeHHbIi: MoueBast KucnoTa, AHTUCTpenTonunaunH-0, C-
peaKTVBHbIV 6enok, PeBMaToMAaHbIV hakTop, AHTUTENA K LMKJIMYECKOMY
umTpynnuHoBoMy nenTtuay (ACCP, anti-CCP), AHTUHeNTpodUNbHbIE
umTonnasmatudeckme aHtutena, IgG (ANCA), Combi 6, AHTUHYKNeapHble aHTUTenNa,
nMMyHobn10T (ayToaHTuTena knacca IgG k 14 pas3nuyHbiM aHTureHam: nRNP/Sm,
Sm, SS-A (SS-A HaTuBHBIN U Ro-52), SS-B, Scl-70, Jo-1, PM-Scl, npoTtenH B
ueHTpoMepa, PCNA, dsDNA, HYKNeocoMbl, TMCTOHbI, pubocoManbHbiit 6enok P, AMA-
M2), AHtutena k xnammaum (Chlamydia trachomatis), IgG

[narHocTuka anabeta, 6UOXMMUYECKUI*: [TIoKo3a, MUKMPOBaHHbIN reMornobuH
Alc, WHcynuH, C-nentua , AHTUTENa K nHcynuHy (IAA), AHTuTena Kk 6eta-kneTkam
nomkenvaoyHou xenesbl (ICA)

WHcynuHopesncteHTHocTb*: ntoko3a, NHeynuH, MHpekc HOMA, Nnaekc CARO
duTHEeC. Pusnyeckue Harpysku: KnmHUYeCckunii aHanms KpoBu € NeiikoumTapHou
dopmynoi (5DIFF), MouesuHa, KpeatnHuH, AJTT, ACT , KpeaTuHkuHasa (KPK),
MuornobuH. MonoyHas kucnota (nakrar)

Factpokomnnekc: COOTHOLIEHNE KOHLIEHTpaUuii nencmMHoreHa I u nencuHoreHa II,
lactpuH, AHTUTena Kk xenukobaktepy (Helicobacter pylori), 1aG

lemMaTonornyeckunit (AMAarHOCTMKa aHeMuin): KIIMHWUYECKMIA aHann3 KpoBK C
nevikouutapHoi dopmynoit (5DIFF), PeTukynouutsl, BUnupybuH obuimin, Bunnpy6buH
npsiMoi, XKeneso, ®eppuTuH, TpaHcheppuH, JlaTeHTHas Xene30cBs3bliBaloLLas
cnocobHocTb cbiBopoTkK (JIKCC), ButamuH B9 (donmesas kucnota), ButammH B12
(1iMaHknbanaMuH)

06cnenoBaHmne WMTOBUAHON Xenesbl, CKpUHUHT: TTI, T4 cBo60OAHbIN,
TpuiioaTMPOHUH cBO6OAHbIN (T3 cBO60AHLIN), AHTU-TT, AHTK-TIO)
O6cnenoBaHue WUTOBUAHOW xenesbl: TTI, T4 cBo6oaHbIN, T3 cBO6OAHbLIN, AHTU-
TMNO, TupeornobynuH, AHTU-TI, AHTUTENA K peuenTopaM TUPEOTPOMNHOro ropMoHa
(AT pTTI), KanbUUTOHWH

FopMOHanbHbIN Npodunb Ans MyxxuuH: TTI, ®CF, /T, MponakTvH, TecTocTepoH
€BO6OAHbIN

FOpMOHanbHbIV NPOUb ANs XKeHLWMH: TTT, JIT, GonAMKyn0CTUMYINPYIOLLIA
ropmoH (®CI), Sctpaauon, MNMponakTuH, JernaposannaHapoctepoH cynbgat (AM2A-
cynbdat), Koptuzon, TecTtoctepoH cBo60aAHbIN, AHAPOCTEHAMOH, 17-OH-
noorecrtenoH

MnaHupoBaHue 6epemeHHOCTH, 6a3oBbivi: OCI, JIT, NMponakTuH, ScTpaanon

MnaHvpoBaHue 6epeMeHHOCTV (FOPMOHBI) - NtoTenHoBas da3a:TTl,17-0OH-
nporectepoH, MporectepoH, TecTocTepoH CBO6OAHLIV (BKIIOYaET onpeaeneHne
TecTocTepoHa obuwero n ceoboaHoro, I'CMIN (SHBG), pacueT nHaekca cBO6OAHbIX
aHaporeHoB), AdernapoanvaHapoctepoH cynbdat (AM3A-cynbdat)

[narHocTvka HapyweHuin GyHKUMN AUYHUMKOB: AHTMMIONNEPOB ropMoH (AMIT, AMH,
MiS), AHTUTENa K CTepoma-npoayLmMpyownM knetkam andHuka (ACKM-Ovary)

1340

3200

5610

1540

3520

3440

1850

7 660

4 290

1100
3520

3630

4 260

2750

5610

2970

5970

1780

2 950

2590

234



50.0.H126.201

50.0.H122.900

50.0.H102.201

50.0.H101.201

50.0.H125.401
50.0.H86.201
50.0.H33.201

50.0.H136.201
50.0.H28.201
50.0.H34.201

50.0.H92.900
10.0.D10.204

50.0.H121.900

50.0.H139.900

50.0.H140.900

50.0.H141.900

50.0.H142.900

50.0.H37.900
50.0.H81.900
50.0.H38.900
50.0.H107.900
50.0.H39.900
50.0.H108.900

50.0.H45.900

50.0.H49.900

50.0.H85.900

50.0.H42.900

B03.016.005.00
2

B03.040.003

B03.016.004.01
5

B03.016.004.01
6

A09.28.023.002

B03.014.006
B03.014.007
B03.014.008
B03.014.009
B03.014.010
B03.014.011
B03.002.001.00
1

B03.014.001.00
1

B03.024.002.00
1
B03.027.042.00
1

B03.027.042.00
2

B03.024.003.00
1

B03.014.018
B03.014.019
B03.014.020
B03.014.021
B03.014.022

A26.20.034.001.

001

A26.21.008.001.

012

A26.21.008.001.

013

A26.21.008.001.

014

A26.20.032.003

WccnepoBaHue cTepomaHoro npoduns KpoBM METOAOM TaHAEMHOM
MaccnekTpomeTpun: KoptnsoH, Koptnson, KoptukoctepoH, MporectepoH, 21-
0Ee30KCUKOPTN30/1, 17-rmapoKcmnporectepoH, [1e30KCMKOPTUKOCTEPOH, TeCTOCTEPOH,
[ernapoanvaHapoctepoH, AHapocTeHanoH, 11-ae3okcmkopTtuson, 17-OH-
nnerHeHonoH

AnTudochonmnuaHbin cHapom (A®C): BonyaHOUHbIN aHTUKOArysiHT (CKPUHWMHT),

AHTUTENA K KapanonunuHy (CyMMapHble), AHTUTENa K 6eta2-rnmkonpoTenHy

OHKOMOrMYecKuini AN My>XunH, broxmmmueckuii: Anbda-detonpotenH (ADM), PIA,
AHTUreH CA 19-9, MCA obwuid, AHTureH CA 72-4, O6wmin 6eta-Xry (oHKkoMapkep)

OHKOMOrMYecKuii ANs XKeHLWH, 6uoxmmmueckuii (Anbda-detonpoTtenH (ADM),
PakoBo-3M6puoHanbHbI aHTUreH (P3A), AHTureH CA 19-9, AHtureH CA 125,
AHTUreH CA 15-3, AHTureH CA 72-4, AHTUreH NIOCKOKIETOYHOM KapLmHoMbl (SCCA)

[lMarHocTvka paka MOSIOYHOM XKenesbl

TORCH-koMnNneKkc, CKPUHUHI

TORCH-koMnnekc, 6a30Bblit

TORCH-KkoMMneKc ¢ aBUAHOCTbIO

TORCH-KOMMNEKC, pacLUMPEHHBIN

NHdekuuKn, nepesatoLLMecs nonosbiM nNyTem (KpoBb)

[InarHocTMKa napasuTapHbIX 3a60n1eBaHui

MIMMYHHBIV CTaTyC: MMMYHOro6ynuHbl A, G, M; IMMyHorpamMma 6asoBast (CD3,
CD3/4, CD3/8, CD19, CD16/56, CD3/16/56, CD3/HLA-DR, neikounTtapHo-T-J1d
MHOEKC. UMMVHODEIVIATODHbIN MHOEKC.BkitoyaeT aHanus KpoBu ¢ nenk.d.)
CKpuHUHroBas avarHoctuka BUY

[unarHocTrka cocyamcTbIxX 3aboneBaHuii roJIOBHOrO MO3ra

[IMarHocTvKa AeMUENMHU3NPYIOLWMX 3360M1eBaHNI

[IMarHocTvka HemporeHHbIX onyxonen

[narHocTuka aereHepaTuBHbIX 3a60n1eBaHN NO3BOHOYHMKA

MNLP-6

MLIP-6, KonnyecTBeHHO
MnuP-12

MLP-12, Konn4yecTBeHHO
MNLuP-15

[HK Bo36yauTteneit 3MNMN

[OHK nanunnomasupycos (BMN4Y) 4 Tuna (KBM, tunbl 6, 11, 16, 18), TunupoBaHue,
Kon.

[OHK nanunnomasupycos (BMNY) 14 Tunos (KBM, Tunel 6, 11, 16, 18, 31, 33, 35, 39,
45, 51, 52, 56, 58, 59), TMNnpoBaHue, Kon., NnepecyeToM Ha y.e. Hybrid Capture

[OHK nanunnomasupycos (BMY) 21 tTun (KBM, tunel 6, 11, 16, 18, 26, 31, 33, 35, 39,
44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82), TMNMpoOBaHNe, KOA., C MEPeCcYETOM Ha

v.e. Hvbrid Capture
®emodnop-8 (AHK)

6 350

3440

3950

5420

7 150

2420
4 840
6 380
6 380
7 260
6 050
4 840

3080

4730

8470

10 360

10 250

1960
2420
3740
4290
4 040
4810

660

1100

2710

1970
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50.0.H41.900

50.0.H43.900

13.44.D01.900

13.44.D3.900

13.44.D02.900

13.48.D1.900

13.48.D2.900

50.0.H129.900
50.0.H131.900
50.0.H133.900
50.0.H128.900
50.0.H130.900
50.0.H132.900
50.0.H119

50.0.H134.900

50.0.H135.900
50.0.H159
50.0.H161

50.0.H157

50.0.H158

13.30.D4

A26.20.032.004

A26.20.032.005

A26.20.032.006

A26.20.032.007

A26.20.032.008

A26.21.036.003

A26.21.036.004

B03.070.409
B03.070.410
B03.070.411
B03.070.406
B03.070.407
B03.070.408
B03.004.001.00
2

B03.070.404
B03.070.405
B03.016.004.00
7
B03.016.004.00
6

B03.058.004

B03.058.005

A26.05.035.001

®EMODIIOP Ckpu-12 (AHK)

demodnop-16 (AHK)

dnopoLeHo3-6aKTepuranbHbIi BarmHo3

®JIOPOLIEHO3

®JIOPOLIEHO3 - koMnnekcHoe nccnepgosaHue (Bkitodaer NCMT)

Angpodnop ckpuH (FeHomHas OHK yenoseka (FAY); Obwas 6akTepnanbHas Macca
(OBM); Lactobacillus spp.; Staphylococcus spp.; Streptococcus spp.;
Corynebacterium spp.; Gardnerella vaginalis; Ureaplasma urealyticum; Ureaplasma
parvum; Mycoplasma hominis; Enterobacteriaceae/Enterococcus spp.; Candida spp.;
Mycoplasma genitalium; Trichomonas vaginalis; Neisseria gonorrhoeae; Chlamydia
trachnmatic)

AHgpodnop (FeHomHas AHK venoseka (FAY); Obwas 6aktepnansHas macca (ObM);
Lactobacillus spp.; Staphylococcus spp.; Streptococcus spp.; Corynebacterium spp.;
Gardnerella vaginalis; Megasphaera spp./Veilonella spp./Dialister spp.; Sneathian
spp./Leptotrihia spp./Fusobacterium spp.; Ureaplasma urealyticum; Ureaplasma
parvum; Mycoplasma hominis; Atopobium cluster; Bacteroides spp./Porphyromonas
spp./Prevotella spp.; Anaerococcus spp.; Peptostreptococcus spp./Parvominas spp.;
Eubacterium spp.; Heamophilus spp.; Pseudomonas aeruginosa/Ralstonia
spp./Burkholderia spp.; Enterobacteriaceae/Enterococcus spp.; Candida spp.;
Mycoplasma genitalium; Trichomonas vaginalis; Neisseria gonorrhoeae; Chlamydia
trachomatis)

Yekan 6a30Bblil, My)XUMHbI

Yekan pacLUMPEHHBI, MY>XYMHBI

Yekan 3KCMepTHbIN, MY>XYUMHbI

Yekan 6a30Bbli, XXEHLLMHBI

Yekan pacWMPEHHbIN, XEHLLMHbI

Yekan 3KCNepTHbIN, XXEHLLMHBI
OnddepeHumnanbHas anarHoctnka XKT

CnopT. Ba30BbIi CKPUHWHT.
CnopT. broxmmmnyeckas oueHka paboTocnocobHOCTHN, CKPUHWHT
Broxummnyeckoe nccnegosarme ans CteatoCkpuH (BKIOYAET rpaduyeckuin daiin)

BroxuMmyeckoe uccnenosanue ans Gubpoect (BktoyaeT rpaduueckuii dain)

Mapkepbl 0CTeE0Nopo3a, broxmmmudeckmnii (Gocchop HeopraHnyeckuii, 25-OH BuTaMuH
D cymmapHbii (kanbumndepon), MapaTtropMoH, KanbumtoHuH, OcteokanbumH, C-
KoHLeBble TenonenTuabl konnareHa I Tuna (Beta-Cross laps), Kanbumii 0bwmin)

MOHUTOPUHT NleyeHuns octeonopo3sa (25-OH BuTtaMuH D, cyMMapHblit
(kanbumdepon), Kanbumin 06wmii, MapaTropMoH, C-KOHLEBbIE TeNONenTUab
konnareHa I Tvna (Beta-Cross laps))

Bupycol rpynnel repneca (EBV, CMV, HHV6)

2 640

2970

1870

1760

2 860

2 200

2970

8390
9 020
10 250
8 340
9 020
10 250
7 740

1650
1970
7780
13 860

6 580

4390

1230
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